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RNA INTERFERENCE MEDIATED INHIBITION OF GENE EXPRESSION 
USING SHORT INTERFERING NUCLEIC ACID (siNA) 

This invention claims the benefit of Beigelman USSN 60/358,580 filed February 
20, 2002, of Beigelman USSN 60/363,124 filed March 11, 2002, of Beigelman USSN 
5 60/386,782 filed June 6, 2002, of Beigelman USSN 60/406,784 filed August 29, 2002, of 
Beigelman USSN 60/408,378 filed September 5, 2002, of Beigelman USSN 60/409,293 
filed September 9, 2002, and of Beigelman USSN 60/440,129 filed January 15, 2003. 
These applications are hereby incorporated by reference herein in their entireties, 
including the drawings. 

10 Field Of The Invention 

The present invention concerns methods and reagents useful in modulating gene 
expression in a variety of applications, including use in therapeutic, diagnostic, target 
validation, and genomic discovery applications. Specifically, the invention relates to 
small nucleic acid molecules, such as short interfering nucleic acid (siNA), short 
15 interfering RNA (siRNA), double-stranded RNA (dsRNA), micro-RNA (miRNA), and 
short hairpin RNA (shRNA) molecules capable of mediating RNA interference (RNAi). 

Background Of The Invention 

The following is a discussion of relevant art pertaining to RNAi. The discussion is 
provided only for understanding of the invention that follows. The summary is not an 
20 admission that any of the work described below is prior art to the claimed invention. 
Applicant demonstrates herein that chemically modified short interfering nucleic acids 
possess the same capacity to mediate RNAi as do siRNA molecules and are expected to 
possess improved stability and activity in vivo; therefore, this discussion is not meant to 
be limiting only to siRNA and can be applied to siNA as a whole. 

25 RNA interference refers to the process of sequence-specific post-transcriptional 

gene silencing in animals mediated by short interfering RNAs (siRNAs) (Fire et ah, 1998, 
'Nature, 391, 806). The corresponding process in plants is commonly referred to as post- 
transcriptional gene silencing or RNA silencing and is also referred to as quelling in 
fungi. The process of post-transcriptional gene silencing is thought to be an 
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evolutionarily-conserved cellular defense mechanism used to prevent the expression of 
foreign genes and is commonly shared by diverse flora and phyla (Fire et al, 1999, 
Trends Genet, 15, 358). Such protection from foreign gene expression may have evolved 
in response to the production of double-stranded RNAs (dsRNAs) derived from viral 
5 infection or from the random integration of transposon elements into a host genome via a 
cellular response that specifically destroys homologous single-stranded RNA or viral 
genomic RNA. The presence of dsRNA in cells triggers the RNAi response though a 
mechanism that has yet to be fully characterized. This mechanism appears to be different 
from the interferon response that results from dsRNA-mediated activation of protein 
10 kinase PKR and 2\5 -oligoadenylate synthetase resulting in non-specific cleavage of 
mRNA by ribonuclease L. 

The presence of long dsRNAs in cells stimulates the activity of a ribonuclease IQ 
enzyme referred to as dicer. Dicer is involved in the processing of the dsRNA into short 
pieces of dsRNA known as short interfering RNAs (siRNAs) (Berstein et al, 2001, 

15 Nature, 409, 363). Short interfering RNAs derived from dicer activity are typically about 
21 to about 23 nucleotides in length and comprise about 19 base pair duplexes (Elbashir 
et al, 2001, Genes Dev., 15, 188). Dicer has also been implicated in the excision of 21- 
and 22-nucleotide small temporal RNAs (stRNAs) from precursor RNA of conserved 
structure that are implicated in translational control (Hutvagner et al, 2001, Science, 293, 

20 834). The RNAi response also features an endonuclease complex, commonly referred to 
as an RNA-induced silencing complex (RISC), which mediates cleavage of single- 
stranded RNA having sequence complementary to the antisense strand of the siRNA 
duplex. Cleavage of the target RNA takes place in the middle of the region 
complementary to the antisense strand of the siRNA duplex (Elbashir et al, 2001, Genes 

25 Dev., 15, 188). 

RNAi has been studied in a variety of systems. Fire et al, 1998, Nature, 391, 806, 
were the first to observe RNAi in C elegans. Wianny and Goetz, 1999, Nature Cell 
Biol, 2, 70, describe RNAi mediated by dsRNA in mouse embryos. Hammond et al, 
2000, Nature, 404, 293, describe RNAi in Drosophila cells transfected with dsRNA. 
30 Elbashir et al, 2001, Nature, 411, 494, describe RNAi induced by introduction of 
duplexes of synthetic 21 -nucleotide RNAs in cultured mammalian cells including human 
embryonic kidney and HeLa cells. Recent work in Drosophila embryonic lysates 
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(Elbashir et al, 2001, EMBO J., 20, 6877) has revealed certain requirements for siRNA 
length, structure, chemical composition, and sequence that are essential to mediate 
efficient RNAi activity. These studies have shown that 21 -nucleotide siRNA duplexes 
are most active when containing 3'-terminal dinucleotide overhangs. Furthermore, 
5 complete substitution of one or both siRNA strands with 2'-deoxy (2-H) or 2 ! -0-methyl 
nucleotides abolishes RNAi activity, whereas substitution of the 3'-terminal siRNA 
overhang nucleotides with 2'-deoxy nucleotides (2'-H) was shown to be tolerated. Single 
mismatch sequences in the center of the siRNA duplex were also shown to abolish RNAi 
activity. In addition, these studies also indicate that the position of the cleavage site in the 
1 0 target RNA is defined by the 5 ? -end of the siRNA guide sequence rather than the 3 f -end of 
the guide sequence (Elbashir et al, 2001, EMBO J., 20, 6877). Other studies have 
indicated that a S'-phosphate on the target-complementary strand of a siRNA duplex is 
required for siRNA activity and that ATP is utilized to maintain the 5'-phosphate moiety 
on the siRNA (Nykanen et al, 2001, Cell 107, 309). 

15 Studies have shown that replacing the 3 f -terminal nucleotide overhanging segments 

of a 21-raer siRNA duplex having two -nucleotide 3'-overhangs with 
* deoxyribonucleotides does not have an adverse effect on RNAi activity. Replacing up to 
four nucleotides on each end of the siRNA with deoxyribonucleotides has been reported 
to be well tolerated, whereas complete substitution with deoxyribonucleotides results in 

20 no RNAi activity (Elbashir et al, 2001, EMBO J., 20, 6877). In addition, Elbashir et al, 
supra, also report that substitution of siRNA with 2-O-methyl nucleotides completely 
abolishes RNAi activity. Li et al, International PCT Publication No. WO 00/44914, and 
Beach et al, International PCT Publication No. WO 01/68836 preliminarily suggest that 
siRNA may include modifications to either the phosphate-sugar backbone or the 

25 nucleoside to include at least one of a nitrogen or sulfur heteroatom, however, neither 
application postulates to what extent such modifications would be tolerated in siRNA 
molecules, nor provides any further guidance or examples of such modified siRNA. 
Kreutzer et al, Canadian Patent Application No. 2,359,180, also describe certain 
chemical modifications for use in dsRNA constructs in order to counteract activation of 

30 double-stranded RNA-dependent protein kinase PKR, specifically 2'- amino or 2-O- 
methyl nucleotides, and nucleotides containing a 2-0 or 4-C methylene bridge. 
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However, Kreutzer et al similarly fails to provide examples or guidance as to what extent 
these modifications would be tolerated in siRNA molecules. 

Parrish et al, 2000, Molecular Cell, 6, 1977-1087, tested certain chemical 
modifications targeting the unc-22 gene in C. elegans using long (>25 nt) siRNA 
5 transcripts. The authors describe the introduction of thiophosphate residues into these 
siRNA transcripts by incorporating thiophosphate nucleotide analogs with T7 and T3 
RNA polymerase and observed that RNAs with two phosphorothioate modified bases 
also had substantial decreases in effectiveness as RNAi. Further, Parrish et al reported 
that phosphorothioate modification of more than two residues greatly destabilized the 

10 RNAs in vitro such that interference activities could not be assayed. Id. at 1081. The 
authors also tested certain modifications at the 2-position of the nucleotide sugar in the 
long siRNA transcripts and found that substituting deoxynucleotides for ribonucleotides 
produced a substantial decrease in interference activity, especially in the case of Uridine 
to Thymidine and/or Cytidine to deoxy-Cytidine substitutions. Id. In addition, the 

15 authors tested certain base modifications, including substituting, in sense and antisense 
strands of the siRNA, 4-thiouracil, 5-bromouracil, 5-iodouracil, and 3-(aminoallyl)uracil 
for uracil, and inosine for guanosine. Whereas 4-thiouracil and 5-bromouracil 
substitution appeared to be tolerated, Parrish reported that inosine produced a substantial 
decrease in interference activity when incorporated in either strand. Parrish also reported 

20 that incorporation of 5-iodouracil and 3-(aminoallyl)uracil in the antisense strand resulted 
in a substantial decrease in RNAi activity as well. 

The use of longer dsRNA has been described. For example, Beach et al, 
International PCT Publication No. WO 01/68836, describes specific methods for 
attenuating gene expression using endogenously-derived dsRNA. Tuschl et al, 

25 International PCT Publication No. WO 01/75164, describe a Drosophila in vitro RNAi 
system and the use of specific siRNA molecules for certain functional genomic and 
certain therapeutic applications; although Tuschl, 2001, Chem. Biochem., 2, 239-245, 
doubts that RNAi can be used to cure genetic diseases or viral infection due to the danger 
of activating interferon response. Li et al, International PCT Publication No. WO 

30 00/44914, describe the use of specific dsRNAs for attenuating the expression of certain 
target genes. Zernicka-Goetz et al, International PCT Publication No. WO 01/36646, 
describe certain methods for inhibiting the expression of particular genes in mammalian 
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cells using certain dsRNA molecules. Fire et aL, International PCT Publication No. WO 
99/32619, describe particular methods for introducing certain dsRNA molecules into cells 
for use in inhibiting gene expression. Plaetinck et aL, International PCT Publication No. 
WO 00/01846, describe certain methods for identifying specific genes responsible for 
5 conferring a particular phenotype in a cell using specific dsRNA molecules. Mello et aL, 
International PCT Publication No. WO 01/29058, describe the identification of specific 
genes involved in dsRNA-mediated RNAi. Deschamps Depaillette et aL, International 
PCT Publication No. WO 99/07409, describe specific compositions consisting of 
particular dsRNA molecules combined with certain anti-viral agents. Waterhouse et aL, 
10 International PCT Publication No. 99/53050, describe certain methods for decreasing the 
phenotypic expression of a nucleic acid in plant cells using certain dsRNAs. Driscoll et 
aL, International PCT Publication No. WO 01/49844, describe specific DNA constructs 
for use in facilitating gene silencing in targeted organisms. 

Others have reported on various RNAi and gene-silencing systems. For example, 
15 Parrish et aL, 2000, Molecular Cell, 6, 1977-1087, describe specific chemically-modified 
siRNA constructs targeting the unc-22 gene of C. elegans. Grossniklaus, International 
PCT Publication No. WO 01/38551, describes certain methods for regulating polycomb 
gene expression in plants using certain dsRNAs. Churikov et aL, International PCT 
Publication No. WO 01/42443, describe certain methods for modifying genetic 

20 characteristics of an organism using certain dsRNAs. Cogoni et aL, International PCT 
Publication No. WO 01/53475, describe certain methods for isolating a Neurospora 
silencing gene and uses thereof. Reed et aL, International PCT Publication No. WO 
01/68836, describe certain methods for gene silencing in plants. Honer et aL, 
International PCT Publication No. WO 01/70944, describe certain methods of drug 

25 screening using transgenic nematodes as Parkinson's Disease models using certain 
dsRNAs. Deak et aL, International PCT Publication No. WO 01/72774, describe certain 
Drosophila-deiived gene products that may be related to RNAi in Drosophila. Arndt et 
aL, International PCT Publication No. WO 01/92513 describe certain methods for 
mediating gene suppression by using factors that enhance RNAi. Tuschl et aL, 

30 International PCT Publication No. WO 02/44321, describe certain synthetic siRNA 
constructs. Pachuk et aL, International PCT Publication No. WO 00/63364, and 
Satishchandran et aL, International PCT Publication No. WO 01/04313, describe certain 
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methods and compositions for inhibiting the function of certain polynucleotide sequences 
using certain dsRNAs. Echeverri et al, International PCT Publication No. WO 02/38805, 
describe certain C. elegaiis genes identified via RNAi. Kreutzer et al, International PCT 
Publications Nos. WO 02/055692, WO 02/055693, and EP 1144623 Bl describes certain 
5 methods for inhibiting gene expression using RNAi. Graham et al, International PCT 
Publications Nos. WO 99/49029 and WO 01/70949, and AU 4037501 describe certain 
vector expressed siRNA molecules. Fire et al, US 6,506,559, describe certain methods 
for inhibiting gene expression in vitro using certain long dsRNA (greater than 25 
nucleotide) constructs that mediate RNAi. 



10 SUMMARY OF THE INVENTION 

This invention relates to compounds, compositions, and methods useful for 
modulating RNA function and/or gene expression in a cell. Specifically, the instant 
invention features synthetic small nucleic acid molecules, such as short interfering nucleic 
acid (siNA), short interfering RNA (siRNA), double-stranded RNA (dsRNA), micro- 

15 RNA (miRNA), and short hairpin RNA (shRNA) molecules capable of modulating gene 
expression in cells by RNA inference (RNAi). The siRNA of the instant invention can be 
chemically synthesized, expressed from a vector or enzymatically synthesized. The use 
of chemically modified siNA can improve various properties of native siRNA molecules 
through increased resistance to nuclease degradation in vivo and/or improved cellular 

20 uptake. The chemically modified siNA molecules of the instant invention provide useful 
reagents and methods for a variety of therapeutic, diagnostic, agricultural, target 
validation, genomic discovery, genetic engineering and pharmacogenomic applications. 

In a non-limiting example, the introduction of chemically modified nucleotides into 
nucleic acid molecules provides a powerful tool in overcoming potential limitations of in 

25 vivo stability and bioavailability inherent to native RNA molecules that are delivered 
exogenously. For example, the use of chemically modified nucleic acid molecules can 
enable a lower dose of a particular nucleic acid molecule for a given therapeutic effect 
since chemically modified nucleic acid molecules tend to have a longer half-life in serum. 
Furthermore, certain chemical modifications can improve the bioavailability of nucleic 

30 acid molecules by targeting particular cells or tissues and/or improving cellular uptake of 
the nucleic acid molecule. Therefore, even if the activity of a chemically modified 
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nucleic acid molecule is reduced as compared to a native nucleic acid molecule, for 
example when compared to an all RNA nucleic acid molecule, the overall activity of the 
modified nucleic acid molecule can be greater than the native molecule due to improved 
stability and/or delivery of the molecule. Unlike native unmodified siRNA, chemically 
5 modified siNA can also minimize the possibility of activating interferon activity in 
humans. 

The siRNA molecules of the invention can be designed to inhibit gene expression 
through RNAi targeting of a variety of RNA molecules. In one embodiment, the siRNA 
molecules of the invention are used to target various RNAs corresponding to a target 

10 gene. Non-limiting examples of such RNAs include messenger RNA (mRNA), alternate 
RNA splice variants of target gene(s), post-transcriptionally modified RNA of target 
gene(s), pre-mRNA of target gene(s). If alternate splicing produces a family of transcipts 
that are distinguished by usage of appropriate exons, the instant invention can be used to 
inhibit gene expression through the appropriate exons to specifically inhibit or to 

15 distinguish among the functions of gene family members. For example, a protein that 
contains an alternatively spliced transmembrane domain can be expressed in both 
membrane bound and secreted forms. Use of the invention to target the exon containing 
the transmembrane domain can be used to determine the functional consequences of 
pharmaceutical targeting of membrane bound as opposed to the secreted form of the 

20 protein. Non-limiting examples of applications of the invention relating to targeting these 
RNA molecules include therapeutic pharmaceutical applications, pharmaceutical 
discovery applications, molecular diagnostic and gene function applications, and gene 
mapping, for example using single nucleotide polymorphism mapping with siRNA 
molecules of the invention. Such applications can be implemented using known gene 

25 sequences or from partial sequences available from an expressed sequence tag (EST). 

In another embodiment, the siRNA molecules of the invention are used to target 
conserved sequences corresponding to a gene family or gene families. As such, siRNA 
can be used to characterize pathways of gene function in a variety of applications. For 
example, the present invention can be used to inhibit the activity of target gene(s) in a 
30 pathway to determine the function of uncharacterized gene(s) in gene function analysis, 
mRNA function analysis, or translational analysis. The invention can be used to 
determine potential target gene pathways involved in various diseases and conditions 



WO 03/074654 PCTAJS03/05028 

toward pharmaceutical development. The invention can be used to understand pathways 
of gene expression involved in development, such as prenatal development, postnatal 
development and/or aging. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 
molecule that down-regulates expression of a gene family by RNA interference. The 
gene family can comprise more than one splice variant of a target gene, more than one 
post-transcriptionally modified RNA of a target gene, or more than one RNA trascript 
having shared homology. In one embodiment, the gene family comprises epidermal 
growth factor (e.g., EGFR, such as HER1, HER2, HER3, and/or HER4) genes, vascular 
endothelial growth factor and vascular endothelial growth factor receptor (e.g., VEGF, 
VEGFR1, VEGFR2, or VEGFR3) genes, or viral genes corresponding to different viral 
strains (e.g., HIV-1 and HIV-2). Such gene families can be established by analysing 
nucleic acid sequences (e.g., sequences shown by Genbank Accession Nos. in Table V) 
for homology. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises one 
or more chemical modifications and each strand of the double-stranded siNA is about 21 
nucleotides long. 

In one embodiment, a siNA molecule of the invention comprises no 
ribonucleotides. In another embodiment, a siNA molecule of the invention comprises 
ribonucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein one of the strands of the double- 
stranded siNA molecule comprises a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion thereof, and 
wherein the second strand of the double-stranded siNA molecule comprises a nucleotide 
sequence substantially similar to the nucleotide sequence of the endogenous mammalian 
target gene or a portion thereof. 
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In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein each strand of the siNA molecule 
comprises about 19 to about 23 nucleotides, and wherein each strand comprises about 19 
5 nucleotides that are complementary to the nucleotides of the other strand. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises an 
antisense region comprising a nucleotide sequence that is complementary to a nucleotide 
10 sequence of the endogenous mammalian target gene or a portion thereof, and wherein the 
siNA further comprises a sense region, wherein the sense region comprises a nucleotide 
sequence substantially similar to the nucleotide sequence of the endogenous mammalian 
target gene or a portion thereof. 

In one embodiment, the invention features a double-stranded short interfering 
15 nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the antisense region and the sense 
region each comprise about 19 to about 23 nucleotides, and wherein the antisense region 
comprises about 19 nucleotides that are complementary to nucleotides of the sense 
region. 

20 In one embodiment, the invention features a double-stranded short interfering 

nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 
sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 

25 the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 
30 from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule. 

9 
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The sense region can be connected to the antisense region via a linker molecule, such as a 
polynucleotide linker or a non-nucleotide linker. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
5 mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 
sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 
the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region, and 
10 wherein pyrimidine nucleotides in the sense region are 2-Omethyl pyrimidine 
nucleotides, 2-deoxy nucleotides, and/or 2'-deoxy-2 , -fluoro pyrimidine nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 

15 from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule, and 
wherein the fragment comprising the sense region includes a terminal cap moiety at the 
5'-end, the 3-end, or both of the 5 r and 3' ends of the fragment comprising the sense 
region. In another embodiment, the terminal cap moiety is an inverted deoxy abasic 

20 moiety or glyceryl moiety. In another embodiment, each of the two fragments of the 
siNA molecule comprise 21 nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 

25 sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 
the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region, and 
wherein the purine nucleotides present in the antisense region comprise 2 f -deoxy- purine 

30 nucleotides. In another embodiment, the antisense region comprises a phosphorothioate 
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internucleotide linkage at the 3' end of the antisense region. In another embodiment, the 
antisense region comprises a glyceryl modification at the 3' end of the antisense region. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
5 mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 
from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule, and 
wherein about 19 nucleotides of each fragment of the siNA molecule are base-paired to 
the complementary nucleotides of the other fragment of the siNA molecule and wherein 

10 at least two 3' terminal nucleotides of each fragment of the siNA molecule are not base- 
paired to the nucleotides of the other fragment of the siNA molecule. In another 
embodiment, each of the two 3' terminal nucleotides of each fragment of the siNA 
molecule are 2'-deoxy-pyrimidines, such as 2'-deoxy-thymidine. In another embodiment, 
all 21 nucleotides of each fragment of the siNA molecule are base-paired to the 

15 complementary nucleotides of the other fragment of the siNA molecule. In another 
embodiment, about 19 nucleotides of the antisense region are base-paired to the 
nucleotide sequence or a portion thereof of the RNA encoded by the endogenous 
mammalian target gene. In another embodiment, 21 nucleotides of the antisense region 
are base-paired to the nucleotide sequence or a portion thereof of the &NA encoded by 

20 the endogenous mammalian target gene. In another embodiment, the 5 '-end of the 
fragment comprising said antisense region optionally includes a phosphate group. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that inhibits the expression of an endogenous mammalian 
target RNA sequence (e.g., wherein said target RNA sequence is encoded by a human 
25 gene), wherein the siNA molecule comprises no ribonucleotides and wherein each strand 
of the double-stranded siNA molecule comprises about 21 nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that inhibits the expression of an endogenous mammalian 
target gene (e.g., a human gene such as vascular endothelial growth factor, vascular 
30 endothelial growth factor receptor (such as VEGFR1, VEGFR2, or VEGFR3), BCL2, 
HER2/neu, c-Myc, PCNA, REL-A, PTP1B, BACE, CHK1, PKC-alpha, or EGFR), 
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wherein the siNA molecule does not require the presence of a ribonucleotide within the 
siNA molecule for said inhibition of expression of an endogenous mammalian target gene 
and wherein each strand of the double-stranded siNA molecule is about 21 nucleotides 
long. 

5 In one embodiment, the invention features a medicament comprising a siNA 

molecule of the invention. 

In one embodiment, the invention features an active ingredient comprising a siNA 
molecule of the invention. 

In one embodiment, the invention features the use of a double-stranded short 
10 interfering nucleic acid (siNA) molecule to down-regulate expression of an endogenous 
mammalian target gene, wherein the siNA molecule comprises one or more chemical 
modifications and each strand of the double-stranded siNA is about 21 nucleotides long. 

In one embodiment, siRNA molecule(s) and/or methods of the invention are used to 
inhibit the expression of gene(s) that encode RNA referred to by Genbank Accession 
15 number in Table V. In another embodiment, siRNA molecule(s) and/or methods of the 
invention are used to target RNA sequence(s) referred to by Genbank Accession number 
in Table V, or nucleic acid sequences encoding such sequences referred to by Genbank 
Accession number in Table V. Such sequences are readily obtained using the Genbank 
Accession numbers in Table V. 

20 In one embodiment, the invention features a siNA molecule having RNAi activity 

against an RNA encoding a protein, wherein the siNA molecule comprises a sequence 
complementary to RNA having protein encoding sequence, such as those sequences 
having GenBank Accession Nos. shown in Table V. 

In another embodiment, the invention features a siNA molecule having RNAi 
25 activity against a gene, wherein the siNA molecule comprises nucleotide sequence 
complementary to a nucleotide sequence of the gene, such as genes encoding sequences 
having GenBank Accession Nos. shown in Table V. In another embodiment, a siNA 
molecule of the invention includes nucleotide sequence that can interact with nucleotide 
sequence of a gene and thereby mediate silencing of gene expression, for example, 

12 
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wherein the siNA mediates regulation of gene expression by cellular processes that 
modulate the chromatin structure of the gene and prevent transcription of the gene. 

In yet another embodiment, the invention features a siNA molecule comprising a 
sequence, for example, the antisense sequence of the siNA construct, complementary to a 
5 sequence represented by GenBank Accession Nos. shown in Table V or a portion of said 
sequence. 

In one embodiment, the nucleic acid molecules of the invention that act as 
mediators of the RNA interference gene silencing response are chemically modified 
double stranded nucleic acid molecules. As in their native double stranded RNA 

10 counterparts, these siNA molecules typically consist of duplexes containing about 19 base 
pairs between oligonucleotides comprising about 19 to about 25 nucleotides. The most 
active siRNA molecules are thought to have such duplexes with overhanging ends of 1-3 
nucleotides, for example 21 nucleotide duplexes with 19 base pairs and 2 nucleotide 3'- 
overhangs. These overhanging segments are readily hydrolyzed by endonucleases in vivo. 

15 Studies have shown that replacing the 3' -overhanging segments of a 21-mer siRNA 
duplex having 2 nucleotide 3' overhangs with deoxyribonucleotides does not have an 
adverse effect on RNAi activity. Replacing up to 4 nucleotides on each end of the siRNA 
with deoxyribonucleotides has been reported to be well tolerated whereas complete 
substitution with deoxyribonucleotides results in no RNAi activity (Elbashir et aL, 2001, 

20 EMBO J., 20, 6877). In addition, Elbashir et al, supra, also report that substitution of 
siRNA with 2'-0-methyl nucleotides completely abolishes RNAi activity. Li et aL, 
International PCT Publication No. WO 00/44914, and Beach et al, International PCT 
Publication No. WO 01/68836 both suggest that siRNA may include modifications to 
either the phosphate-sugar back bone or the nucleoside to include at least one of a 

25 nitrogen or sulfur heteroatom, however neither application teaches to what extent these 
modifications are tolerated in siRNA molecules nor provide any examples of such 
modified siRNA. Kreutzer and Limmer, Canadian Patent Application No. 2,359,180, 
also describe certain chemical modifications for use in dsRNA constructs in order to 
counteract activation of double stranded-RNA-dependent protein kinase PKR, 

30 specifically 2'-amino or 2'-0-methyl nucleotides, and nucleotides containing a 2'-0 or 
4'-C methylene bridge. However, Kreutzer and Limmer similarly fail to show to what 

13 
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extent these modifications are tolerated in siRNA molecules nor provide any examples of 
such modified siRNA. 

In one embodiment, the invention features chemically modified siNA constructs 
having specificity for target nucleic acid molecules in a cell (i.e. target nucleic acid 
molecules comprising or encoded by seqences referred to herein by Genbank Accession 
numbers in Table V). Non-limiting examples of such chemical modifications include 
without limitation phosphorothioate internucleotide linkages, 2'-0-methyl 
ribonucleotides, 2'-deoxy-2'-fluoro ribonucleotides, 2 '-deoxy ribonucleotides, "universal 
base" nucleotides, 5-C-methyI nucleotides, and inverted deoxyabasic residue 
incorporation. These chemical modifications, when used in various siNA constructs, are 
shown to preserve RNAi activity in cells while at the same time, dramatically increasing 
the serum stability of these compounds. Furthermore, contrary to the data published by 
Parrish et al, supra, applicant demonstrates that multiple (greater than one) 
phosphorothioate substitutions are well-tolerated and confer substantial increases in 
serum stability for modified siNA constructs. 

In one embodiment, a siNA molecule of the invention comprises modified 
nucleotides while maintaining the ability to mediate RNAi. The modified nucleotides can 
be used to improve in vitro or in vivo characteristics such as stability, activity, and/or 
bioavailability. For example, a siNA molecule of the invention can comprise modified 
nucleotides as a percentage of the total number of nucleotides present in the siNA 
molecule. As such, a siNA molecule of the invention can generally comprise modified 
nucleotides of about 5 to about 100% of the nucleotide positions (e.g., 5%, 10%, 15%, 
20%, 25%, 30%, 35%, 40%, 45%, 50%, 55%, 60%, 65%, 70%, 75%, 80%, 85%, 90%, 
95% or 100% of the nucleotide positions). The actual percentage of modified nucleotides 
present in a given siNA molecule depends on the total number of nucleotides present in 
the siNA. If the siNA molecule is single stranded, the percent modification can be based 
upon the total number of nucleotides present in the single stranded siNA molecules. 
Likewise, if the siNA molecule is double stranded, the percent modification can be based 
upon the total number of nucleotides present in the sense strand, antisense strand, or both 
the sense and antisense strands. In addition, the actual percentage of modified 
nucleotides present in a given siNA molecule can also depend on the total number of 
purine and pyrimidine nucleotides present in the siNA, for example wherein all 

14 
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pyrimidine nucleotides and/or all purine nucleotides present in the siNA molecule are 
modified. 

The antisense region of a siNA molecule of the invention can comprise a 
phosphorothioate internucleotide linkage at the 3'-end of said antisense region. The 
5 antisense region can comprise about one to about five phosphorothioate internucleotide 
linkages at the 5*-end of said antisense region. The 3'-tenninal nucleotide overhangs of a 
siNA molecule of the invention can comprise ribonucleotides or deoxyribonucleotides 
that are chemically-modified at a nucleic acid sugar, base, or backbone. The 3*-terminal 
nucleotide overhangs can comprise one or more universal base ribonucleotides. The 3'- 
1 0 terminal nucleotide overhangs can comprise one or more acyclic nucleotides. 

One embodiment of the invention provides an expression vector comprising a 
nucleic acid sequence encoding at least one siNA molecule of the invention in a manner 
that allows expression of the nucleic acid molecule. Another embodiment of the 
invention provides a mammalian cell comprising such an expression vector. The 
15 mammalian cell can be a human cell. The siNA molecule of the expression vector can 
comprise a sense region and an antisense region. The antisense region can comprise 
sequence complementary to a RNA or DNA sequence encoding a protein and the sense 
region can comprise sequence complementary to the antisense region. The siNA 
molecule can comprise two distinct strands having complementary sense and antisense 
regions. The siNA molecule can comprise a single strand having complementary sense 
and antisense regions. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
more {e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides comprising a backbone 
modified internucleotide linkage having Formula I: 

Z 

II 

Rl X P Y R, 



W 
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wherein each Rl and R2 is independently any nucleotide, non-nucleotide, or 
polynucleotide which can be naturally-occurring or chemically-modified, each X and Y is 
independently O, S, N, alkyl, or substituted alkyl, each Z and W is independently O, S, N, 
alkyl, substituted alkyl, O-alkyl, S-alkyl, alkaryl, or aralkyl, and wherein W, X, Y, and Z 
are optionally not all O. 

The chemically-modified internucleotide linkages having Formula I, for example, 
wherein any Z, W, X, and/or Y independently comprises a sulphur atom, can be present 
in one or both oligonucleotide strands of the siNA duplex, for example, in the sense 
strand, the antisense strand, or both strands. The siNA molecules of the invention can 
comprise one or more (e.g, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) chemically- 
modified internucleotide linkages having Formula I at the 3-end, the 5-end, or both of 
the 3* and S'-ends of the sense strand, the antisense strand, or both strands. For example, 
an exemplary siNA molecule of the invention can comprise about 1 to about 5 or more 
(e.g., about 1, 2, 3, 4, 5, or more) chemically-modified internucleotide linkages having 
Formula I at the 5-end of the sense strand, the antisense strand, or both strands. In 
another non-limiting example, an exemplary siNA molecule of the invention can 
comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) pyrimidine 
nucleotides with chemically-modified internucleotide linkages having Formula I in the 
sense strand, the antisense strand, or both strands. In yet another non-limiting example, 
an exemplary siNA molecule of the invention can comprise one or more (e.g., about 1, 2, 
3, 4, 5, 6, 7, 8, 9, 10, or more) purine nucleotides with chemically-modified 
internucleotide linkages having Formula I in the sense strand, the antisense strand, or both 
strands. In another embodiment, a siNA molecule of the invention having internucleotide 
linkage(s) of Formula I also comprises a chemically-modified nucleotide or non- 
nucleotide having any of Formulae I- VII. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides or non-nucleotides 
having Formula E: 
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B 




wherein each R3 3 R4, R5, R6, R7, R8, RIO, Rl 1 and R12 is independently H, OH, alkyl, 
substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S-alkyl, 
N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl-OH, 
5 O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aininoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2, and B 
is a nucleosidic base such as adenine, guanine, uracil, cytosine, thymine, 2- 
10 aminoadenosine, 5-methylcytosine, 2,6-diaminopurine, or any other non-naturally 
occurring base that can be complementary or non-complementary to target RNA or a non- 
nucleosidic base such as phenyl, naphthyl, 3-nitropyrrole, 5-nitroindole, nebularine, 
pyridone, pyridinone, or any other non-naturally occurring universal base that can be 
complementary or non-complementary to target RNA. 

1 5 The chemically-modified nucleotide or non-nucleotide of Formula II can be present 

in one or both oligonucleotide strands of the siNA duplex, for example in the sense 
strand, the antisense strand, or both strands. The siNA molecules of the invention can 
comprise one or more chemically-modified nucleotide or non-nucleotide of Formula II at 
the 3'-end, the 5'-end, or both of the 3' and 5-ends of the sense strand, the antisense 

20 strand, or both strands. For example, an exemplary siNA molecule of the invention can 
comprise about 1 to about 5 or more {e.g., about 1, 2, 3, 4, 5, or more) chemically- 
modified nucleotides or non-nucleotides of Formula II at the 5'-end of the sense strand, 
the antisense strand, or both strands. In anther non-limiting example, an exemplary siNA 
molecule of the invention can comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 

25 5, or more) chemically-modified nucleotides or non-nucleotides of Formula II at the 3'- 
end of the sense strand, the antisense strand, or both strands. 
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In one embodiment, the invention features a chemically-modified short interfering 



nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides or non-nucleotides 
having Formula HI: 



wherein each R3, R4, R5, R6, R7, R8, RIO, Rl 1 and R12 is independently H, OH, alkyl, 
substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S-alkyl, 
N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl-OH, 
O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, SO, CHF, or CF2, and B 
is a nucleosidic base such as adenine, guanine, uracil, cytosine, thymine, 2- 
aminoadenosine, 5-methylcytosine, 2,6-diaminopurine, or any other non-naturally 
occurring base that can be employed to be complementary or non-complementary to 
target RNA or a non-nucleosidic base such as phenyl, naphthyl, 3-nitropyrrole, 5- 
nitroindole, nebularine, pyridone, pyridinone, or any other non-naturally occurring 
universal base that can be complementary or non-complementary to target RNA. 

The chemically-modified nucleotide or non-nucleotide of Formula HI can be 
present in one or both oligonucleotide strands of the siNA duplex, for example, in the 
sense strand, the antisense strand, or both strands. The siNA molecules of the invention 
can comprise one or more chemically-modified nucleotide or non-nucleotide of Formula 
III at the 3'-end, the 5'-end, or both of the 3' and Spends of the sense strand, the antisense 
strand, or both strands. For example, an exemplary siNA molecule of the invention can 
comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 5, or more) chemically- 
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modified nucleotide(s) or non-nucleotide(s) of Formula HI at the 5 '-end of the sense 
strand, the antisense strand, or both strands. In anther non-limiting example, an 
exemplary siNA molecule of the invention can comprise about 1 to about 5 or more (e.g., 
about 1, 2, 3, 4, 5, or more) chemically-modified nucleotide or non-nucleotide of Formula 
5 IH at the 3'-end of the sense strand, the antisense strand, or both strands. 

In another embodiment, a siNA molecule of the invention comprises a nucleotide 
having Formula II or EH, wherein the nucleotide having Formula II or HI is in an inverted 
configuration. For example, the nucleotide having Formula II or HI is connected to the 
siNA construct in a 3-3', 3 f -2 ! , 2-3', or 5 f -5' configuration, such as at the 3'-end, the 5 f - 
10 end, or both of the 3' and 5 ! -ends of one or both siNA strands. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises a 5 f - 
terminal phosphate group having Formula IV: 

Z 

ii 

X P Y 

I 

15 W 

wherein each X and Y is independently O, S, N, alkyl, substituted alkyl, or alkylhalo; 
wherein each Z and W is independently O, S, N, alkyl, substituted alkyl, O-alkyl, S-alkyl, 
alkaryl, aralkyl, or alkylhalo; and wherein W, X, Y and Z are not all O. 

In one embodiment, the invention features a siNA molecule having a 5-terminal 
20 phosphate group having Formula IV on the target-complementary strand, for example, a 
strand complementary to a target RNA, wherein the siNA molecule comprises an all RNA 
siNA molecule. In another embodiment, the invention features a siNA molecule having a 
5-terminal phosphate group having Formula IV on the target-complementary strand 
wherein the siNA molecule also comprises about 1 to about 3 (e.g., about 1, 2, or 3) 
25 nucleotide 3 -terminal nucleotide overhangs having about 1 to about 4 (e.g, about 1, 2, 3, 
or 4) deoxyribonucleotides on the 3'-end of one or both strands. In another embodiment, 
a S'-tenninal phosphate group having Formula IV is present on the target-complementary 
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strand of a siNA molecule of the invention, for example a siNA molecule having 
chemical modifications having any of Formulae I- VII. 



In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
more phosphorothioate internucleotide linkages. For example, in a non-limiting example, 
the invention features a chemically-modified short interfering nucleic acid (siNA) having 
about 1, 2, 3, 4, 5, 6, 7, 8 or more phosphorothioate internucleotide linkages in one siNA 
strand. In yet another embodiment, the invention features a chemically-modified short 
interfering nucleic acid (siNA) individually having about 1, 2, 3, 4, 5, 6, 7, 8 or more 
phosphorothioate internucleotide linkages in both siNA strands. The phosphorothioate 
internucleotide linkages can be present in one or both oligonucleotide strands of the siNA 
duplex, for example in the sense strand, the antisense strand, or both strands. The siNA 
molecules of the invention can comprise one or more phosphorothioate internucleotide 
linkages at the 3'-end, the 5'-end, or both of the 3'- and 5-ends of the sense strand, the 
antisense strand, or both strands. For example, an exemplary siNA molecule of the 
invention can comprise about 1 to about 5 or more (eg., about 1, 2, 3, 4, 5, or more) 
consecutive phosphorothioate internucleotide linkages at the 5'-end of the sense strand, 
the antisense strand, or both strands. In another non-limiting example, an exemplary 
siNA molecule of the invention can comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 
9, 10, or more) pyrimidine phosphorothioate internucleotide linkages in the sense strand, 
the antisense strand, or both strands. In yet another non-limiting example, an exemplary 
siNA molecule of the invention can comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 
9, 10, or more) purine phosphorothioate internucleotide linkages in the sense strand, the 
antisense strand, or both strands. 

In one embodiment, the invention features a siNA molecule, wherein the sense 
strand comprises one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more 
phosphorothioate internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 
7, 8, 9, 10 or more) 2'-deoxy, 2 , -Omethyl, 2 , -deoxy-2 , -fluoro, and/or about one or more 
(e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3 '-end, the 5'-end, or both of the 3'- and S'-ends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 10 or 
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more, specifically about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more phosphorothioate 
internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or 
more) 2 r -deoxy, 2 -O-methyl, 2 -deoxy-2'-fluoro, and/or one or more {e.g., about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and optionally a terminal 
5 cap molecule at the 3 f -end, the 5-end, or both of the 3 - and 5-ends of the antisense 
strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 
10, or more, pyrimidine nucleotides of the sense and/or antisense siNA strand are 
chemically-modified with 2-deoxy, 2-O-methyl and/or 2 , -deoxy-2 , -fluoro nucleotides, 
with or without one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more, 
10 phosphorothioate internucleotide linkages and/or a terminal cap molecule at the 3'-end, 
the 5 f -end, or both of the 3 f - and 5-ends, being present in the same or different strand. 

In another embodiment, the invention features a siNA molecule, wherein the sense 
strand comprises about 1 to about 5, specifically about 1, 2, 3, 4, or 5 phosphorothioate 
internucleotide linkages, and/or one or more {e.g., about 1, 2, 3, 4, 5, or more) 2-deoxy, 

15 2'-0-methyl, 2 , -deoxy-2'-fluoro, and/or one or more {e.g., about 1, 2, 3, 4, 5, or more) 
universal base modified nucleotides, and optionally a terminal cap molecule at the 3-end, 
the 5-end, or both of the 3 ! - and 5-ends of the sense strand; and wherein the antisense 
strand comprises about 1 to about 5 or more, specifically about 1, 2, 3, 4, 5, or more 
phosphorothioate internucleotide linkages, and/or one or more {e.g., about 1, 2, 3, 4, 5, 6, 

20 7, 8, 9, 10 or more) 2-deoxy, 2-O-methyl, 2 , -deoxy-2'-fluoro, and/or one or more {e.g., 
about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3'-end, the 5-end, or both of the 3'- and 5-ends 
of the antisense strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10, or more, pyrimidine nucleotides of the sense and/or antisense siNA strand 

25 are chemically-modified with 2'-deoxy, 2 , -0-methyl and/or 2 , -deoxy-2 , -fluoro 
nucleotides, with or without about 1 to about 5 or more, for example about 1, 2, 3, 4, 5, or 
more phosphorothioate internucleotide linkages and/or a terminal cap molecule at the 3- 
end, the 5-end, or both of the 3'- and 5-ends, being present in the same or different 
strand. 

30 In one embodiment, the invention features a siNA molecule, wherein the antisense 

strand comprises one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more 
phosphorothioate internucleotide linkages, and/or about one or more {e.g., about 1, 2, 3, 
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4, 5, 6, 7, 8, 9, 10 or more) 2'-deoxy, 2'-0-methyl, 2 , -deoxy-2 , -fluoro, and/or one or more 
(e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3'-end, the 5'-end, or both of the 3'- and 5 f -ends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 10 or 

5 more, specifically about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more phosphorothioate 
intemucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or 
more) 2'-deoxy, 2'-Omethyl, 2'-deoxy-2 , -fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 

5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and optionally a terminal 
cap molecule at the 3'-end, the 5'-end, or both of the 3'- and Spends of the antisense 

10 strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 
or more pyrimidine nucleotides of the sense and/or antisense siNA strand are chemically- 
modified with 2'-deoxy, 2 ? -0-methyl and/or 2 , -deoxy-2 , -fluoro nucleotides, with or 
without one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more 
phosphorothioate intemucleotide linkages and/or a terminal cap molecule at the 3'-end, 

1 5 the 5'-end, or both of the 3' and 5 '-ends, being present in the same or different strand. 

In another embodiment, the invention features a siNA molecule, wherein the 
antisense strand comprises about 1 to about 5 or more, specifically about 1, 2, 3, 4, 5 or 
more phosphorothioate intemucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10 or more) 2'-deoxy, 2'-0-methyl, 2'-deoxy-2'-fluoro, and/or one or more 

20 (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3'-end, the 5'-end, or both of the 3'- and S'-ends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 5 or 
more, specifically about 1, 2, 3, 4, 5 or more phosphorothioate intemucleotide linkages, 
and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) 2'-deoxy, 2 , -0-methyl, 

25 2 , -deoxy-2'-fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) 
universal base modified nucleotides, and optionally a terminal cap molecule at the 3' -end, 
the 5'-end, or both of the 3'- and 5'-ends of the antisense strand. In another embodiment, 
one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more pyrimidine nucleotides 
of the sense and/or antisense siNA strand are chemically-modified with 2-deoxy, 2'-0- 

30 methyl and/or 2'-deoxy-2-fluoro nucleotides, with or without about 1 to about 5, for 
example about 1, 2, 3, 4, 5 or more phosphorothioate intemucleotide linkages and/or a 
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terminal cap molecule at the 3-end, the 5 ? -end, or both of the 3 1 - and 5'-ends, being 
present in the same or different strand. 



In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule having about 1 to about 5, specifically about 1, 2, 3, 4, 5 or 
more phosphorothioate internucleotide linkages in each strand of the siNA molecule. 

In another embodiment, the invention features a siNA molecule comprising 2-5' 
internucleotide linkages. The 2'-5 f internucleotide linkage(s) can be at the 3-end, the 5'- 
end, or both of the 3'- and 5-ends of one or both siNA sequence strands. In addition, the 
2 f -5* internucleotide linkage(s) can be present at various other positions within one or both 
siNA sequence strands, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more including 
every internucleotide linkage of a pyrimidine nucleotide in one or both strands of the 
siNA molecule can comprise a 2'-5' internucleotide linkage, or about 1, 2, 3, 4, 5, 6, 7, 8, 
9, 10, or more including every internucleotide linkage of a purine nucleotide in one or 
both strands of the siNA molecule can comprise a 2'-5 r internucleotide linkage. 

In another embodiment, a chemically-modified siNA molecule of the invention 
comprises a duplex having two strands, one or both of which can be chemically-modified, 
wherein each strand is about 18 to about 27 (e.g., about 18, 19, 20, 21, 22, 23, 24, 25, 26, 
or 27) nucleotides in length, wherein the duplex has about 18 to about 23 (e.g., about 18, 
19, 20, 21, 22, or 23) base pairs, and wherein the chemical modification comprises a 
structure having any of Formulae I-VIL For example, an exemplary chemically-modified 
siNA molecule of the invention comprises a duplex having two strands, one or both of 
which can be chemically-modified with a chemical modification having any of Formulae 
I-Vn or any combination thereof, wherein each strand consists of about 21 nucleotides, 
each having a 2-nucleotide 3' -terminal nucleotide overhang, and wherein the duplex has 
about 19 base pairs. In another embodiment, a siNA molecule of the invention comprises 
a single stranded hairpin structure, wherein the siNA is about 36 to about 70 (e.g., about 
36, 40, 45, 50, 55, 60, 65, or 70) nucleotides in length having about 18 to about 23 (e.g., 
about 18, 19, 20, 21, 22, or 23) base pairs, and wherein the siNA can include a chemical 
modification comprising a structure having any of Formulae I- VII or any combination 
thereof. For example, an exemplary chemically-modified siNA molecule of the invention 
comprises a linear oligonucleotide having about 42 to about 50 (e.g., about 42, 43, 44, 45, 
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46, 47, 48, 49, or 50) nucleotides that is chemically-modified with a chemical 
modification having any of Formulae I-VII or any combination thereof, wherein the linear 
oligonucleotide forms a hairpin structure having about 19 base pairs and a 2-nucleotide 
3Merminal nucleotide overhang. In another embodiment, a linear hairpin siNA molecule 
of the invention contains a stem loop motif, wherein the loop portion of the siNA 
molecule is biodegradable. For example, a linear hairpin siNA molecule of the invention 
is designed such that degradation of the loop portion of the siNA molecule in vivo can 
generate a double-stranded siNA molecule with 3 ! -terminal overhangs, such as 3-terminal 
nucleotide overhangs comprising about 2 nucleotides. 

In another embodiment, a siNA molecule of the invention comprises a circular 
nucleic acid molecule, wherein the siNA is about 38 to about 70 (e.g., about 38, 40, 45, 
50, 55, 60, 65, or 70) nucleotides in length having about 18 to about 23 (e.g., about 18, 
19, 20, 21, 22, or 23) base pairs, and wherein the siNA can include a chemical 
modification, which comprises a structure having any of Formulae I-VII or any 
combination thereof. For example, an exemplary chemically-modified siNA molecule of 
the invention comprises a circular oligonucleotide having about 42 to about 50 (e.g., 
about 42, 43, 44, 45, 46, 47, 48, 49, or 50) nucleotides that is chemically-modified with a 
chemical modification having any of Formulae I-VII or any combination thereof, wherein 
the circular oligonucleotide forms a dumbbell shaped structure having about 19 base pairs 
and 2 loops. 

In another embodiment, a circular siNA molecule of the invention contains two 
loop motifs, wherein one or both loop portions of the siNA molecule is biodegradable. 
For example, a circular siNA molecule of the invention is designed such that degradation 
of the loop portions of the siNA molecule in vivo can generate a double-stranded siNA 
molecule with 3-terminal overhangs, such as 3'-terminal nucleotide overhangs 
comprising about 2 nucleotides. 

In one embodiment, a siNA molecule of the invention comprises at least one (e.g., 
about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) abasic moiety, for example a compound having 
Formula V: 
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R10 




wherein each R3, R4, R5, R6, R7, R8, RIO, Rl 1, R12, and R13 is independently H, OH, 
alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S- 
alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl- 
5 OH, O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2. 

In one embodiment, a siNA molecule of the invention comprises at least one (e.g., 
10 about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) inverted abasic moiety, for example a 
compound having Formula VI: 




wherein each R3, R4, R5, R6, R7, R8, RIO, Rll, R12, and R13 is independently H, OH, 
alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S- 
15 alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl- 
OH, O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2, and 
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either R2, R3, R8 or R13 serve as points of attachment to the siNA molecule of the 
invention. 



In another embodiment, a siNA molecule of the invention comprises at least one 
(e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) substituted polyalkyl moieties, for 
example a compound having Formula VII: 




wherein each n is independently an integer from 1 to 12, each Rl, R2 and R3 is 
independently H, OH, alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, 
OCF3, OCN, O-alkyl, S-alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl- 
OSH, alkyl-OH, O-alkyl-OH, O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl- 
O-alkyl, ON02, N02, N3, NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O- 
aminoalkyl, O-aminoacid, O-aminoacyl, heterocycloalkyl, heterocycloalkaryl, 
aminoalkylamino, polyalklylamino, substituted silyl, or a group having Formula I, and 
Rl, R2 or R3 serves as points of attachment to the siNA molecule of the invention. 

In another embodiment, the invention features a compound having Formula VH, 
wherein Rl and R2 are hydroxyl (OH) groups, n = 1, and R3 comprises 0 and is the point 
of attachment to the 3'-end, the 5'-end, or both of the 3 1 and 5'-ends of one or both strands 
of a double-stranded siNA molecule of the invention or to a single-stranded siNA 
molecule of the invention. This modification is referred to herein as "glyceryl" (for 
example modification 6 in Figure 22). 

In another embodiment, a moiety having any of Formula V, VI or VII of the 
invention is at the 3'-end, the 5-end, or both of the 3' and 5-ends of a siNA molecule of 
the invention. For example, a moiety having Formula V, VI or VII can be present at the 
3 -end, the 5-end, or both of the 3' and 5 f -ends of the antisense strand, the sense strand, or 
both antisense and sense strands of the siNA molecule. In addition, a moiety having 
Formula VH can be present at the 3'-end or the 5'-end of a hairpin siNA molecule as 
described herein. 
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In another embodiment, a siNA molecule of the invention comprises an abasic 
residue having Formula V or VI, wherein the abasic residue having Formula VI or VI is 
connected to the siNA construct in a 3'-3', 3'-2', 2*-3', or 5'-5' configuration, such as at the 
3-end, the 5-end, or both of the 3' and 5'-ends of one or both siNA strands. 

In one embodiment, a siNA molecule of the invention comprises one or more (e.g., 
about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) locked nucleic acid (LNA) nucleotides, for 
example at the 5'-end, the 3'-end, both of the 5' and 3-ends, or any combination thereof, 
of the siNA molecule. 

In another embodiment, a siNA molecule of the invention comprises one or more 
(e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) acyclic nucleotides, for example at the 5 - 
end, the 3 '-end, both of the 5' and 3 '-ends, or any combination thereof, of the siNA 
molecule. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
comprises a sense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the sense region are 2'-deoxy-2'~fluoro pyrimidine nucleotides (e.g., wherein all 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a 
plurality of pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and 
where any (e.g., one or more or all) purine nucleotides present in the sense region are 2 1 - 
deoxy purine nucleotides (e.g., wherein all purine nucleotides are 2'-deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy purine 
nucleotides). 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
comprises a sense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the sense region are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all 
pyrimidine nucleotides are 2 , -deoxy-2*-fluoro pyrimidine nucleotides or alternately a 
plurality of pyrimidine nucleotides are 2 , -deoxy-2'-fluoro pyrimidine nucleotides), and 
where any (e.g., one or more or all) purine nucleotides present in the sense region are 2'- 
deoxy purine nucleotides (e.g., wherein all purine nucleotides are 2'-deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy purine 
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nucleotides), wherein any nucleotides comprising a 3 -terminal nucleotide overhang that 
are present in said sense region are 2-deoxy nucleotides. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2 1 -deoxy-2 , -fluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2 ! -deoxy-2'-fluoro pyrimidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2 , -deoxy-2 , ~fluoro pyrimidine 
nucleotides), and wherein any (e.g., one or more or all) purine nucleotides present in the 
antisense region are 2'-0-methyl purine nucleotides (e.g., wherein all purine nucleotides 
are 2-O-methyl purine nucleotides or alternately a plurality of purine nucleotides are 2- 
O-methyl purine nucleotides). 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2 l -deoxy-2 , -fluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2-deoxy-2 , -fluoro pyrimidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine 
nucleotides), and wherein any (e.g., one or more or all) purine nucleotides present in the 
antisense region are 2'-0-methyl purine nucleotides (e.g., wherein all purine nucleotides 
are 2 , -0-methyl purine nucleotides or alternately a plurality of purine nucleotides are 2 1 - 
O-methyl purine nucleotides), wherein any nucleotides comprising a 3 '-terminal 
nucleotide overhang that are present in said antisense region are 2-deoxy nucleotides. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2 l -deoxy-2 t -fluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2'-deoxy-2 ? -fluoro pyrimidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2 ! -deoxy-2 r -fluoro pyrimidine 
nucleotides), and where any (e.g., one or more or all) purine nucleotides present in the 
antisense region are 2'-deoxy purine nucleotides (e.g., wherein all purine nucleotides are 
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2'-deoxy purine nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy 
purine nucleotides). 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
(RNAi) inside a cell or reconstituted in vitro system, wherein the chemically-modified 
siNA comprises a sense region and an antisense region. The sense region comprises one 
or more 2 , -deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2 ! -deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 , -deoxy-2 , -fluoro pyrimidine nucleotides), and one or more 
2'-deoxy purine nucleotides (e.g., wherein all purine nucleotides are 2-deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy purine 
nucleotides). Inverted deoxy abasic modifications can be optionally present at the 3'- 
end, the 5'-end, or both of the 3* and 5-ends of the sense region. The sense region 
optionally further comprises a 3'-terminal overhang having about 1 to about 4 (e.g., about 
1, 2, 3, or 4) 2'-deoxyribonucleo tides. The antisense region comprises one or more 2- 
deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine nucleotides are 2'- 
deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of pyrimidine nucleotides 
are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and one or more 2 , -0-methyl purine 
nucleotides (e.g., wherein all purine nucleotides are 2'-0-methyl purine nucleotides or 
alternately a plurality of purine nucleotides are 2'-Omethyl purine nucleotides). A 
terminal cap modification, such as any modification described herein or shown in Figure 
22, is optionally present at the 3 f -end, the 5'-end, or both of the 3' and 5'-ends of the 
antisense sequence. The antisense region optionally further comprises a 3 f -terminal 
nucleotide overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 4) 2'- 
deoxynucleotides, wherein the overhang nucleotides can further comprise one or more 
(e.g., 1, 2, 3, or 4) phosphorothioate internucleotide linkages. Non-limiting examples of 
these chemically-modified siNAs are shown in Figures 18 and 19 and Table IV herein. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
(RNAi) inside a cell or reconstituted in vitro system, wherein the siNA comprises a sense 
region and an antisense region, wherein the sense region comprises one or more 2 f -deoxy- 
2-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine nucleotides are 2-deoxy-2'- 
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fluoro pyrimidine nucleotides or alternately a plurality of pyrimidine nucleotides are 2'- 
deoxy-2 ! -fluoro pyrimidine nucleotides), and one or more purine ribonucleotides (e.g., 
wherein all purine nucleotides are purine ribonucleotides or alternately a plurality of 
purine nucleotides are purine ribonucleotides) and wherein the antisense region comprises 
one or more 2 , -deoxy-2-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2 , -deoxy-2 , -fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 l -deoxy-2'-fluoro pyrimidine nucleotides), and one or more 
2 , -0-methyl purine nucleotides (e.g., wherein all purine nucleotides are 2'-0-methyl 
purine nucleotides or alternately a plurality of purine nucleotides are 2 , -0-methyl purine 
nucleotides). Inverted deoxy abasic modifications are optionally present at the 3 ! -end, the 
5-end, or both of the 3' and S'-ends of the sense region. The sense region optionally 
further comprises a 3 '-terminal overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 
4) 2 , -deoxyribonucleotides. A terminal cap modification, such as any modification 
described herein or shown in Figure 22, is optionally present at the 3'-end, the 5'-end, or 
both of the 3 1 and 5-ends of the antisense sequence. The antisense region optionally 
further comprises a S'-terminal nucleotide overhang having about 1 to about 4 (e.g., about 
1, 2, 3, or 4) 2'-deoxynucleotides, wherein the overhang nucleotides can further comprise 
one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate internucleotide linkages. Non-limiting 
examples of these chemically-modified siNAs are shown in Figures 18 and 19 and Table 
IV herein. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
(RNAi) inside a cell or reconstituted in vitro system, wherein the chemically-modified 
siNA comprises a sense region and an antisense region, wherein the sense region 
comprises one or 2 -deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2 , -deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 l -deoxy-2 , -fluoro pyrimidine nucleotides), and one or more 
purine nucleotides selected from the group consisting of 2'-deoxy nucleotides, locked 
nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4'~thionucleotides, and 2*- 
O-methyl nucleotides (e.g., wherein all purine nucleotides are selected from the group 
consisting of 2'-deoxy nucleotides, locked nucleic acid (LNA) nucleotides, 2*- 
methoxyethyl nucleotides, 4 > -thionucleotides, and 2'-0-methyl nucleotides or alternately 
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a plurality of purine nucleotides are selected from the group consisting of 2'-deoxy 
nucleotides, locked nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4'- 
thionucleotides, and 2'-0-methyl nucleotides) and wherein the antisense region comprises 
one or more 2 , -deoxy-2 f -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
5 nucleotides are 2 , -deoxy-2 , -fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and one or more 
purine nucleotides selected from the group consisting of 2'-deoxy nucleotides, locked 
nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4'-thionucleotides, and 2'- 
O-methyl nucleotides (e.g., wherein all purine nucleotides are selected from the group 

10 consisting of 2'-deoxy nucleotides, locked nucleic acid (LNA) nucleotides, 2'- 
methoxyethyl nucleotides, 4'-thionucleotides, and 2 , -0-methyl nucleotides or alternately 
a plurality of purine nucleotides are selected from the group consisting of 2'-deoxy 
nucleotides, locked nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4'- 
thionucleotides, and 2'-0-methyl nucleotides). Inverted deoxy abasic modifications are 

15 optionally present at the 3-end, the 5 f -end, or both of the 3* and Spends of the sense 
region. The sense region optionally further comprises a 3 ! -teraiinal overhang having about 
1 to about 4 (e.g., about 1, 2, 3, or 4) 2'-deoxyribonucleotides. A terminal cap 
modification, such as any modification described herein or shown in Figure 22, is 
optionally present at the 3'-end, the 5'-end, or both of the 3' and 5 f -ends of the antisense 

20 sequence. The antisense region optionally further comprises a 3-terminal nucleotide 
overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 4) 2-deoxynucleotides, wherein 
the overhang nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4) 
phosphorothioate internucleotide linkages. 

In another embodiment, any modified nucleotides present in the siNA molecules of 
25 the invention, preferably in the antisense strand of the siNA molecules of the invention, 
but also optionally in the sense and/or both antisense and sense strands, comprise 
modified nucleotides having properties or characteristics similar to naturally occurring 
ribonucleotides. For example, the invention features siNA molecules including modified 
nucleotides having a Northern conformation (e.g., Northern pseudorotation cycle, see for 
30 example Saenger, Principles of Nucleic Acid Structure, Springer- Verlag ed., 1984). As 
such, chemically modified nucleotides present in the siNA molecules of the invention, 
preferably in the antisense strand of the siNA molecules of the invention, but also 
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optionally in the sense and/or both antisense and sense strands, are resistant to nuclease 
degradation while at the same time maintaining the capacity to mediate RNAi Non- 
limiting examples of nucleotides having a northern configuration include locked nucleic 
acid (LNA) nucleotides (e.g., 2'-0,4'-C-methylene-P-ribofiiranosyl) nucleotides); 2'- 
5 methoxyethoxy (MOE) nucleotides; 2'-methyl-thio-ethyl, 2'-deoxy-2'-fluoro nucleotides, 
2'-deoxy-2'-chloro nucleotides, 2'-azido nucleotides, and 2'-0-methyl nucleotides. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid molecule (siNA) capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises a conjugate 

10 covalently attached to the chemically-modified siNA molecule. In another embodiment, 
the conjugate is covalently attached to the chemically-modified siNA molecule via a 
biodegradable linker. In one embodiment, the conjugate molecule is attached at the 3 1 - 
end of either the sense strand, the antisense strand, or both strands of the chemically- 
modified siNA molecule. In another embodiment, the conjugate molecule is attached at 

15 the 5 f -end of either the sense strand, the antisense strand, or both strands of the 
chemically-modified siNA molecule. In yet another embodiment, the conjugate molecule 
is attached both the 3 -end and 5'-end of either the sense strand, the antisense strand, or 
both strands of the chemically-modified siNA molecule, or any combination thereof. In 
one embodiment, a conjugate molecule of the invention comprises a molecule that 

20 facilitates delivery of a chemically-modified siNA molecule into a biological system, 
such as a cell. In another embodiment, the conjugate molecule attached to the 
chemically-modified siNA molecule is a poly ethylene glycol, human serum albumin, or a 
ligand for a cellular receptor that can mediate cellular uptake. Examples of specific 
conjugate molecules contemplated by the instant invention that can be attached to 

25 chemically-modified siNA molecules are described in Vargeese et al t U.S. Serial No. 
10/201,394, incorporated by reference herein. The type of conjugates used and the extent 
of conjugation of siNA molecules of the invention can be evaluated for improved 
pharmacokinetic profiles, bioavailability, and/or stability of siNA constructs while at the 
same time maintaining the ability of the siNA to mediate RNAi activity. As such, one 

30 skilled in the art can screen siNA constructs that are modified with various conjugates to 
determine whether the siNA conjugate complex possesses improved properties while 
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maintaining the ability to mediate RNAi, for example in animal models as are generally 
known in the art. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 
molecule of the invention, wherein the siNA further comprises a nucleotide, non- 
5 nucleotide, or mixed nucleotide/non-nucleotide linker that joins the sense region of the 
siNA to the antisense region of the siNA. In one embodiment, a nucleotide linker of the 
invention can be a linker of > 2 nucleotides in length, for example 3, 4, 5, 6, 7, 8, 9, or 10 
nucleotides in length. In another embodiment, the nucleotide linker can be a nucleic acid 
aptamer. By "aptamer" or "nucleic acid aptamer" as used herein is meant a nucleic acid 

10 molecule that binds specifically to a target molecule wherein the nucleic acid molecule 
has sequence that comprises a sequence recognized by the target molecule in its natural 
setting. Alternately, an aptamer can be a nucleic acid molecule that binds to a target 
molecule where the target molecule does not naturally bind to a nucleic acid. The target 
molecule can be any molecule of interest. For example, the aptamer can be used to bind to 

15 a ligand-binding domain of a protein, thereby preventing interaction of the naturally 
occurring ligand with the protein. This is a non-limiting example and those in the art will 
recognize that other embodiments can be readily generated using techniques generally 
known in the art. (See, for example, Gold et al, 1995, Annu. Rev. Biochem., 64, 763; 
Brody and Gold, 2000, J. BiotechnoL, 74, 5; Sun, 2000, Curr. Opin. Mol Ther., 2, 100; 

20 Kusser, 2000, J. BiotechnoL, 74, 27; Hermann and Patel, 2000, Science, 287, 820; and 
Jayasena, 1999, Clinical Chemistry, 45, 1628.) 

In yet another embodiment, a non-nucleotide linker of the invention comprises 
abasic nucleotide, polyether, polyamine, polyamide, peptide, carbohydrate, lipid, 
polyhydrocarbon, or other polymeric compounds (e.g. polyethylene glycols such as those 

25 having between 2 and 100 ethylene glycol units). Specific examples include those 
described by Seela and Kaiser, Nucleic Acids Res. 1990, 75:6353 and Nucleic Acids Res. 
1987, 75:3113; Cload and Schepartz, Am. Chem. Soc. 1991, 773:6324; Richardson and 
Schepartz, J. Am. Chem. Soc. 1991, 775:5109; Ma et al, Nucleic Acids Res. 1993, 
27:2585 and Biochemistry 1993, 32:1751; Durand et al, Nucleic Acids Res. 1990, 

30 75:6353; McCurdy et al, Nucleosides & Nucleotides 1991, 70:287; Jschke et al, 
Tetrahedron Lett 1993, 34:301; Ono et al, Biochemistry 1991, 30:9914; Arnold et al, 
International Publication No. WO 89/02439; Usman et al, International Publication No. 
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WO 95/06731; Dudycz et al 9 International Publication No. WO 95/11910 and Ferentz 
and Verdine, J. Am. Chem. Soc. 1991, 773:4000, all hereby incorporated by reference 
herein. A "non-nucleotide" further means any group or compound that can be 
incorporated into a nucleic acid chain in the place of one or more nucleotide units, 
5 including either sugar and/or phosphate substitutions, and allows the remaining bases to 
exhibit their enzymatic activity. The group or compound can be abasic in that it does not 
contain a commonly recognized nucleotide base, such as adenosine, guanine, cytosine, 
uracil or thymine, for example at the CI position of the sugar. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 

10 molecule capable of mediating RNA interference (RNAi) inside a cell or reconstituted in 
vitro system, wherein one or both strands of the siNA molecule that are assembled from 
two separate oligonucleotides do not comprise any ribonucleotides. For example, a siNA 
molecule can be assembled from a single oligonculeotide where the sense and antisense 
• regions of the siNA comprise separate oligonucleotides not having any ribonucleotides 

15 (e.g., nucleotides having a 2'-OH group) present in the oligonucleotides. In another 
example, a siNA molecule can be assembled from a single oligonculeotide where the 
sense and antisense regions of the siNA are linked or circularized by a nucleotide or non- 
nucleotide linker as desrcibed herein, wherein the oligonucleotide does not have any 
ribonucleotides (e.g., nucleotides having a 2'-OH group) present in the oligonucleotide. 

20 Applicant has surprisingly found that the presense of ribonucleotides (e.g., nucleotides 
having a 2'-hydroxyl group) within the siNA molecule is not required or essential to 
support RNAi activity. As such, in one embodiment, all positions within the siNA can 
include chemically modified nucleotides and/or non-nucleotides such as nucleotides and 
or non-nucleotides having Formula I, II, HI, IV, V, VI, or VH or any combination thereof 

25 to the extent that the ability of the siNA molecule to support RNAi activity in a cell is 
maintained. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
30 a target nucleic acid sequence. In another embodiment, the single stranded siNA 
molecule of the invention comprises a 5' -terminal phosphate group, hi another 
embodiment, the single stranded siNA molecule of the invention comprises a 5 '-terminal 
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phosphate group and a 3'-terminal phosphate group (e.g., a 2', 3*-cyclic phosphate). Li 
another embodiment, the single stranded siNA molecule of the invention comprises about 
19 to about 29 nucleotides. In yet another embodiment, the single stranded siNA 
molecule of the invention comprises one or more chemically modified nucleotides or non- 
5 nucleotides described herein. For example, all the positions within the siNA molecule 
can include chemically-modified nucleotides such as nucleotides having any of Formulae 
I- VII, or any combination thereof to the extent that the ability of the siNA molecule to 
support RNAi activity in a cell is maintained. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 

10 molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
the siNA are 2'-deoxy-2 f -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 

15 pyrimidine nucleotides are 2 , -deoxy-2'-fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are 2 f -0-methyl purine nucleotides 
(e.g., wherein all purine nucleotides are 2'-0-methyl purine nucleotides or alternately a 
plurality of purine nucleotides are 2-O-methyl purine nucleotides), and a terminal cap 
modification, such as any modification described herein or shown in Figure 22, that is 

20 optionally present at the 3'-end, the 5'-end, or both of the 3' and 5-ends of the antisense 
sequence, the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 
4) terminal 2'-deoxynucleotides at the 3'-end of the siNA molecule, wherein the terminal 
nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
internucleotide linkages, and wherein the siNA optionally further comprises a terminal 

25 phosphate group, such as a 5'-terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
30 the siNA are 2'-deoxy-2 , -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2 l -fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2-fluoro pyrimidine nucleotides), and wherein any 
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purine nucleotides present in the antisense region are 2-deoxy purine nucleotides (e.g., 
wherein all purine nucleotides are 2'-deoxy purine nucleotides or alternately a plurality of 
purine nucleotides are 2-deoxy purine nucleotides), and a terminal cap modification, such 
as any modification described herein or shown in Figure 22, that is optionally present at 
5 the 3'-end, the 5'-end, or both of the 3' and 5'-ends of the antisense sequence, the siNA 
optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 4) terminal 2'- 
deoxynucleotides at the 3 '-end of the siNA molecule, wherein the terminal nucleotides 
can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate internucleotide 
linkages, and wherein the siNA optionally further comprises a terminal phosphate group, 
1 0 such as a 5 ' -terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 

15 the siNA are 2 f -deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2 -deoxy-^-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 f -deoxy-2'-fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are locked nucleic acid (LNA) 
nucleotides (e.g., wherein all purine nucleotides are LNA nucleotides or alternately a 

20 plurality of purine nucleotides are LNA nucleotides), and a terminal cap modification, 
such as any modification described herein or shown in Figure 22, that is optionally 
present at the 3 ! -end, the 5-end, or both of the 3 ! and 5-ends of the antisense sequence, 
the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 4) 
terminal 2-deoxynucleotides at the 3'-end of the siNA molecule, wherein the terminal 

25 nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
internucleotide linkages, and wherein the siNA optionally further comprises a terminal 
phosphate group, such as a SMerminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
30 the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
the siNA are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
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nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 f -deoxy-2'-fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are 2'-rnethoxyethyl purine nucleotides 
(e.g., wherein all purine nucleotides are 2'-methoxyethyl purine nucleotides or alternately 
5 a plurality of purine nucleotides are 2'-methoxyethyl purine nucleotides), and a terminal 
cap modification, such as any modification described herein or shown in Figure 22, that 
is optionally present at the 3-end, the 5-end, or both of the 3* and 5 ! -ends of the antisense 
sequence, the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 
4) terminal 2-deoxynucleotides at the 3'-end of the siNA molecule, wherein the terminal 
10 nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
internucleotide linkages, and wherein the siNA optionally further comprises a terminal 
phosphate group, such as a 5'-terminal phosphate group. 

In another embodiment, any modified nucleotides present in the single stranded 
siNA molecules of the invention comprise modified nucleotides having properties or 

15 characteristics similar to naturally occurring ribonucleotides. For example, the invention 
features siNA molecules including modified nucleotides having a Northern conformation 
(e.g., Northern pseudorotation cycle, see for example Saenger, Principles of Nucleic Acid 
Structure, Springer- Verlag ed., 1984). As such, chemically modified nucleotides present 
in the single stranded siNA molecules of the invention are preferably resistant to nuclease 

20 degradation while at the same time maintaining the capacity to mediate RNAi. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene; and (b) introducing the siNA molecule into 
25 a cell under conditions suitable to modulate the expression of the gene in the cell. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene and wherein the sense strand sequence of 
30 the siNA comprises a sequence substantially similar to the sequence of the target RNA; 
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and (b) introducing the siNA molecule into a cell under conditions suitable to modulate 
the expression of the gene in the cell. 

In another embodiment, the invention features a method for modulating the 
expression of more than one gene within a cell comprising: (a) synthesizing siNA 
5 molecules of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
the siNA molecules into a cell under conditions suitable to modulate the expression of the 
genes in the cell. 

In another embodiment, the invention features a method for modulating the 
10 expression of more than one gene within a cell comprising: (a) synthesizing a siNA 
molecule of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the gene and wherein the sense 
strand sequence of the siNA comprises a sequence substantially similar to the sequence of 
the target RNA; and (b) introducing the siNA molecules into a cell under conditions 
1 5 suitable to modulate the expression of the genes in the cell. 

In one embodiment, siNA molecules of the invention are used as reagents in ex 
vivo applications. For example, siNA reagents are intoduced into tissue or cells that are 
transplanted into a subject for therapeutic effect. The cells and/or tissue can be derived 
from an organism or subject that later receives the explant, or can be derived from another 

20 organism or subject prior to transplantation. The siNA molecules can be used to 
modulate the expression of one or more genes in the cells or tissue, such that the cells or 
tissue obtain a desired phenotype or are able to perform a function when transplanted in 
vivo. In one embodiment, certain target cells from a patient are extracted. These 
extracted cells are contacted with siNAs targeteing a specific nucleotide sequence within 

25 the cells under conditions suitable for uptake of the siNAs by these cells (e.g. using 
delivery reagents such as cationic lipids, liposomes and the like or using techniques such 
as electroporation to facilitate the delivery of siNAs into cells). The cells are then 
reintroduced back into the same patient or other patients. Non-limiting examples of ex 
vivo applications include use in organ/tissue transplant, tissue grafting* or treatment of 

30 pulmonary disease (e.g., restenosis) or prevent neointimal hyperplasia and atherosclerosis 
in vein grafts. Such ex vivo applications may also used to treat conditions associated with 
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coronary and peripheral bypass graft failure, for example, such methods can be used in 
conjunction with peripheral vascular bypass graft surgery and coronary artery bypass 
graft surgery. Additional applications include transplants to treat CNS lesions or injury, 
including use in treatment of neurodegenerative conditions such as Alzheimer's disease, 
5 Parkinson's Disease, Epilepsy, Dementia, Huntington's disease, or amyotrophic lateral 
sclerosis (ALS). 

In one embodiment, the invention features a method of modulating the expression 
of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
invention, which can be chemically-modified, wherein one of the siNA strands comprises 

10 a sequence complementary to RNA of the gene; and (b) introducing the siNA molecule 
into a cell of the tissue explant derived from a particular organism under conditions 
suitable to modulate the expression of the gene in the tissue explant. In another 
embodiment, the method further comprises introducing the tissue explant back into the 
organism the tissue was derived from or into another organism under conditions suitable 

15 to modulate the expression of the gene in that organism. 

In one embodiment, the invention features a method of modulating the expression 
of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
invention, which can be chemically-modified, wherein one of the siNA strands comprises 
a sequence complementary to RNA of the gene and wherein the sense strand sequence of 

20 the siNA comprises a sequence substantially similar to the sequence of the target RNA; 
and (b) introducing the siNA molecule into a cell of the tissue explant derived from a 
particular organism under conditions suitable to modulate the expression of the gene in 
the tissue explant. In another embodiment, the method further comprises introducing the 
tissue explant back into the organism the tissue was derived from or into another 

25 organism under conditions suitable to modulate the expression of the gene in that 
organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in a tissue explant comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein one of the siNA 
30 strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
the siNA molecules into a cell of the tissue explant derived from a particular organism 
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under conditions suitable to modulate the expression of the genes in the tissue explant. In 
another embodiment, the method further comprises introducing the tissue explant back 
into the organism the tissue was derived from or into another organism under conditions 
suitable to modulate the expression of the genes in that organism. 

In one embodiment, the invention features a method of modulating the expression 
of a gene in an organism comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene; and (b) introducing the siNA molecule into 
the organism under conditions suitable to modulate the expression of the gene in the 
organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in an organism comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
the siNA molecules into the organism under conditions suitable to modulate the 
expression of the genes in the organism. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein the siNA comprises a single stranded 
sequence having complementarity to RNA of the gene; and (b) introducing the siNA 
molecule into a cell under conditions suitable to modulate the expression of the gene in 
the cell. 

In another embodiment, the invention features a method for modulating the 
expression of more than one gene within a cell comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) contacting the siNA molecule with a cell in vitro or in vivo under conditions suitable 
to modulate the expression of the genes in the cell. 

In one embodiment, the invention features a method of modulating the expression 
of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 



40 



WO 03/074654 



PCT/US03/05028 



invention, which can be chemically-modified, wherein the siNA comprises a single 
stranded sequence having complementarity to RNA of the gene; and (b) contacting the 
siNA molecule with a cell of the tissue explant derived from a particular organism under 
conditions suitable to modulate the expression of the gene in the tissue explant. In another 
5 embodiment, the method further comprises introducing the tissue explant back into the 
organism the tissue was derived from or into another organism under conditions suitable 
to modulate the expression of the gene in that organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in a tissue explant comprising: (a) synthesizing siNA 

10 molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) introducing the siNA molecules into a cell of the tissue explant derived from a 
particular organism under conditions suitable to modulate the expression of the genes in 
the tissue explant. In another embodiment, the method further comprises introducing the 

15 tissue explant back into the organism the tissue was derived from or into another 
organism under conditions suitable to modulate the expression of the genes in that 
organism. 

In one embodiment, the invention features a method of modulating the expression 
of a gene in an organism comprising: (a) synthesizing a siNA molecule of the invention, 
20 which can be chemically-modified, wherein the siNA comprises a single stranded 
sequence having complementarity to RNA of the gene; and (b) introducing the siNA 
molecule into the organism under conditions suitable to modulate the expression of the 
gene in the organism. 

In another embodiment, the invention features a method of modulating the 
25 expression of more than one gene in an organism comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) introducing the siNA molecules into the organism under conditions suitable to 
modulate the expression of the genes in the organism. 

30 In one embodiment, the invention features a method of modulating the expression 

of a gene in an organism comprising contacting the organism with a siNA molecule of the 
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invention under conditions suitable to modulate the expression of the gene in the 
organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in an organism comprising contacting the organism 
5 with one or more siNA molecules of the invention under conditions suitable to modulate 
the expression of the genes in the organism. 

The siNA molecules of the invention can be designed to inhibit target gene 
expression through RNAi targeting of a variety of RNA molecules. In one embodiment, 
the siNA molecules of the invention are used to target various RNAs corresponding to a 

10 target gene. Non-limiting examples of such RNAs include messenger RNA (mRNA), 
alternate RNA splice variants of target gene(s), post-transcriptionally modified RNA of 
target gene(s), pre-mRNA of target gene(s), and/or RNA templates. If alternate splicing 
produces a family of transcripts that are distinguished by usage of appropriate exons, the 
instant invention can be used to inhibit gene expression through the appropriate exons to 

15 specifically inhibit or to distinguish among the functions of gene family members. For 
example, a protein that contains an alternatively spliced transmembrane domain can be 
expressed in both membrane bound and secreted forms. Use of the invention to target the 
exon containing the transmembrane domain can be used to determine the functional 
consequences of pharmaceutical targeting of membrane bound as opposed to the secreted 

20 form of the protein. Non-limiting examples of applications of the invention relating to 
targeting these RNA molecules include therapeutic pharmaceutical applications, 
pharmaceutical discovery applications, molecular diagnostic and gene function 
applications, and gene mapping, for example using single nucleotide polymorphism 
mapping with siNA molecules of the invention. Such applications can be implemented 

25 using known gene sequences or from partial sequences available from an expressed 
sequence tag (EST). 

In another embodiment, the siNA molecules of the invention are used to target 
conserved sequences corresponding to a gene family or gene families. As such, siNA 
molecules targeting multiple gene targets can provide increased therapeutic effect. In 
30 addition, siNA can be used to characterize pathways of gene function in a variety of 
applications. For example, the present invention can be used to inhibit the activity of 
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target gene(s) in a pathway to determine the function of uncharacterized gene(s) in gene 
function analysis, mRNA function analysis, or translational analysis. The invention can 
be used to determine potential target gene pathways involved in various diseases and 
conditions toward pharmaceutical development. The invention can be used to understand 
5 pathways of gene expression involved in, for example, in development, such as prenatal 
development and postnatal development, and/or the progression and/or maintenance of 
cancer, infectious disease, autoimmunity, inflammation, endocrine disorders, renal 
disease, pulmonary disease, cardiovascular disease, birth defects, ageing, any other 
disease or condition related to gene expression. 

10 In one embodiment, the invention features a method comprising: (a) generating a 

library of siNA constructs having a predetermined complexity; and (b) assaying the siNA 
constructs of (a) above, under conditions suitable to determine RNAi target sites within 
the target RNA sequence. In another embodiment, the siNA molecules of (a) have 
strands of a fixed length, for example, about 23 nucleotides in length. In yet another 

15 embodiment, the siNA molecules of (a) are of differing length, for example having 
strands of about 19 to about 25 (e.g., about 19, 20, 21, 22, 23, 24, or 25) nucleotides in 
length. In one embodiment, the assay can comprise a reconstituted in vitro siNA assay as 
described herein. In another embodiment, the assay can comprise a cell culture system in 
which target RNA is expressed. In another embodiment, fragments of target RNA are 

20 analyzed for detectable levels of cleavage, for example by gel electrophoresis, northern 
blot analysis, or RNAse protection assays, to determine the most suitable target site(s) 
within the target RNA sequence. The target RNA sequence can be obtained as is known 
in the art, for example, by cloning and/or transcription for in vitro systems, and by 
cellular expression in in vivo systems. 

25 In one embodiment, the invention features a method comprising: (a) generating a 

randomized library of siNA constructs having a predetermined complexity, such as of 4 N , 
where N represents the number of base paired nucleotides in each of the siNA construct 
strands (eg. for a siNA construct having 21 nucleotide sense and antisense strands with 19 
base pairs, the complexity would be 4 19 ); and (b) assaying the siNA constructs of (a) 

30 above, under conditions suitable to determine RNAi target sites within the target RNA 
sequence. In another embodiment, the siNA molecules of (a) have strands of a fixed 
length, for example about 23 nucleotides in length. In yet another embodiment, the siNA 
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molecules of (a) are of differing length, for example having strands of about 19 to about 
25 (eg., about 19, 20, 21, 22, 23, 24, or 25) nucleotides in length. In one embodiment, 
the assay can comprise a reconstituted in vitro siNA assay as described in Example 7 
herein. In another embodiment, the assay can comprise a cell culture system in which 
5 target RNA is expressed. In another embodiment, fragments of target RNA are analyzed 
for detectable levels of cleavage, for example by gel electrophoresis, northern blot 
analysis, or RNAse protection assays, to determine the most suitable target site(s) within 
the target RNA sequence. In another embodiment, the target RNA sequence can be 
obtained as is known in the art, for example, by cloning and/or transcription for in vitro 
1 0 systems, and by cellular expression in in vivo systems. 

In another embodiment, the invention features a method comprising: (a) analyzing 
the sequence of a RNA target encoded by a target gene; (b) synthesizing one or more sets 
of siNA molecules having sequence complementary to one or more regions of the RNA 
of (a); and (c) assaying the siNA molecules of (b) under conditions suitable to determine 

15 RNAi targets within the target RNA sequence. In one embodiment, the siNA molecules 
of (b) have strands of a fixed length, for example about 23 nucleotides in length. In 
another embodiment, the siNA molecules of (b) are of differing length, for example 
having strands of about 19 to about 25 (e.g., about 19, 20, 21, 22, 23, 24, or 25) 
nucleotides in length. In one embodiment, the assay can comprise a reconstituted in vitro 

20 siNA assay as described herein. In another embodiment, the assay can comprise a cell 
culture system in which target RNA is expressed. Fragments of target RNA are analyzed 
for detectable levels of cleavage, for example by gel electrophoresis, northern blot 
analysis, or RNAse protection assays, to determine the most suitable target site(s) within 
the target RNA sequence. The target RNA sequence can be obtained as is known in the 

25 art, for example, by cloning and/or transcription for in vitro systems, and by expression in 
in vivo systems. 

By "target site" is meant a sequence within a target RNA that is "targeted" for 
cleavage mediated by a siNA construct which contains sequences within its antisense 
region that are complementary to the target sequence. 

30 By "detectable level of cleavage" is meant cleavage of target RNA (and formation 

of cleaved product RNAs) to an extent sufficient to discern cleavage products above the 
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background of RNAs produced by random degradation of the target RNA. Production of 
cleavage products from 1-5% of the target RNA is sufficient to detect above the 
background for most methods of detection. 

In one embodiment, the invention features a composition comprising a siNA 
5 molecule of the invention, which can be chemically-modified, in a pharmaceutically 
acceptable carrier or diluent. In another embodiment, the invention features a 
pharmaceutical composition comprising siNA molecules of the invention, which can be 
chemically-modified, targeting one or more genes in a pharmaceutically acceptable 
carrier or diluent. In another embodiment, the invention features a method for treating or 

10 preventing a disease or condition in a subject, comprising administering to the subject a 
composition of the invention under conditions suitable for the treatment or prevention of 
the disease or condition in the subject, alone or in conjunction with one or more other 
therapeutic compounds. In yet another embodiment, the invention features a method for 
reducing or preventing tissue rejection in a subject comprising administering to the 

15 subject a composition of the invention under conditions suitable for the reduction or 
prevention of tissue rejection in the subject. 

In another embodiment, the invention features a method for validating a gene target, 
comprising: (a) synthesizing a siNA molecule of the invention, which can be chemically- 
modified, wherein one of the siNA strands includes a sequence complementary to RNA 
20 of a target gene; (b) introducing the siNA molecule into a cell, tissue, or organism under 
conditions suitable for modulating expression of the target gene in the cell, tissue, or 
organism; and (c) determining the function of the gene by assaying for any phenotypic 
change in the cell, tissue, or organism. 

In another embodiment, the invention features a method for validating a target gene 
25 comprising: (a) synthesizing a siNA molecule of the invention, which can be chemically- 
modified, wherein one of the siNA strands includes a sequence complementary to RNA 
of a target gene; (b) introducing the siNA molecule into a biological system under 
conditions suitable for modulating expression of the target gene in the biological system; 
and (c) determining the function of the gene by assaying for any phenotypic change in the 
30 biological system. 
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By "biological system" is meant, material, in a purified or unpurified form, from 
biological sources, including but not limited to human, animal, plant, insect, bacterial, 
viral or other sources, wherein the system comprises the components required for RNAi 
acitivity. The term "biological system" includes, for example, a cell, tissue, or organism, 
5 or extract thereof. The term biological system also includes reconstituted RNAi systems 
that can be used in an in vitro setting. 

By "phenotypic change" is meant any detectable change to a cell that occurs in 
response to contact or treatment with a nucleic acid molecule of the invention (e.g., 
siNA). Such detectable changes include, but are not limited to, changes in shape, size, 
10 proliferation, motility, protein expression or RNA expression or other physical or 
chemical changes as can be assayed by methods known in the art. The detectable change 
can also include expression of reporter genes/molecules such as Green Florescent Protein 
(GFP) or various tags that are used to identify an expressed protein or any other cellular 
component that can be assayed. 

15 In one embodiment, the invention features a kit containing a siNA molecule of the 

invention, which can be chemically-modified, that can be used to modulate the expression 
of a target gene in a cell, tissue, or organism. In another embodiment, the invention 
features a kit containing more than one siNA molecule of the invention, which can be 
chemically-modified, that can be used to modulate the expression of more than one target 

20 gene in a cell, tissue, or organism. 

In one embodiment, the invention features a kit containing a siNA molecule of the 
invention, which can be chemically-modified, that can be used to modulate the expression 
of a target gene in a biological system. In another embodiment, the invention features a 
kit containing more than one siNA molecule of the invention, which can be chemically- 
25 modified, that can be used to modulate the expression of more than one target gene in a 
biological system. 

In one embodiment, the invention features a cell containing one or more siNA 
molecules of the invention, which can be chemically-modified. In another embodiment, 
the cell containing a siNA molecule of the invention is a mammalian cell hi yet another 
30 embodiment, the cell containing a siNA molecule of the invention is a human cell. 
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In one embodiment, the synthesis of a siNA molecule of the invention, which can 
be chemically-modified, comprises: (a) synthesis of two complementary strands of the 
siNA molecule; (b) annealing the two complementary strands together under conditions 
suitable to obtain a double-stranded siNA molecule. In another embodiment, synthesis of 
5 the two complementary strands of the siNA molecule is by solid phase oligonucleotide 
synthesis. In yet another embodiment, synthesis of the two complementary strands of the 
siNA molecule is by solid phase tandem oligonucleotide synthesis. 

In one embodiment, the invention features a method for synthesizing a siNA duplex 
molecule comprising: (a) synthesizing a first oligonucleotide sequence strand of the siNA 

10 molecule, wherein the first oligonucleotide sequence strand comprises a cleavable linker 
molecule that can be used as a scaffold for the synthesis of the second oligonucleotide 
sequence strand of the siNA; (b) synthesizing the second oligonucleotide sequence strand 
of siNA on the scaffold of the first oligonucleotide sequence strand, wherein the second 
oligonucleotide sequence strand further comprises a chemical moiety than can be used to 

15 purify the siNA duplex; (c) cleaving the linker molecule of (a) under conditions suitable 
for the two siNA oligonucleotide strands to hybridize and form a stable duplex; and (d) 
purifying the siNA duplex utilizing the chemical moiety of the second oligonucleotide 
sequence strand. In one embodiment, cleavage of the linker molecule in (c) above takes 
place during deprotection of the oligonucleotide, for example under hydrolysis conditions 

20 using an alkylamine base such as methylamine. In one embodiment, the method of 
synthesis comprises solid phase synthesis on a solid support such as controlled pore glass 
(CPG) or polystyrene, wherein the first sequence of (a) is synthesized on a cleavable 
linker, such as a succinyl linker, using the solid support as a scaffold. The cleavable 
linker in (a) used as a scaffold for synthesizing the second strand can comprise similar 

25 reactivity as the solid support derivatized linker, such that cleavage of the solid support 
derivatized linker and the cleavable linker of (a) takes place concomitantly. In another 
embodiment, the chemical moiety of (b) that can be used to isolate the attached 
oligonucleotide sequence comprises a trityl group, for example a dimethoxytrityl group, 
which can be employed in a trityl-on synthesis strategy as described herein. In yet 

30 another embodiment, the chemical moiety, such as a dimethoxytrityl group, is removed 
during purification, for example, using acidic conditions. 
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In a further embodiment, the method for siNA synthesis is a solution phase 
synthesis or hybrid phase synthesis wherein both strands of the siNA duplex are 
synthesized in tandem using a cleavable linker attached to the first sequence which acts a 
scaffold for synthesis of the second sequence. Cleavage of the linker under conditions 
5 suitable for hybridization of the separate siNA sequence strands results in formation of 
the double-stranded siNA molecule. 

In another embodiment, the invention features a method for synthesizing a siNA 
duplex molecule comprising: (a) synthesizing one oligonucleotide sequence strand of the 
siNA molecule, wherein the sequence comprises a cleavable linker molecule that can be 

10 used as a scaffold for the synthesis of another oligonucleotide sequence; (b) synthesizing 
a second oligonucleotide sequence having complementarity to the first sequence strand on 
the scaffold of (a), wherein the second sequence comprises the other strand of the double- 
stranded siNA molecule and wherein the second sequence further comprises a chemical 
moiety than can be used to isolate the attached oligonucleotide sequence; (c) purifying the 

15 product of (b) utilizing the chemical moiety of the second oligonucleotide sequence 
strand under conditions suitable for isolating the full-length sequence comprising both 
siNA oligonucleotide strands connected by the cleavable linker and under conditions 
suitable for the two siNA oligonucleotide strands to hybridize and form a stable duplex. 
In one embodiment, cleavage of the linker molecule in (c) above takes place during 

20 deprotection of the oligonucleotide, for example under hydrolysis conditions. In another 
embodiment, cleavage of the linker molecule in (c) above takes place after deprotection 
of the oligonucleotide. In another embodiment, the method of synthesis comprises solid 
phase synthesis on a solid support such as controlled pore glass (CPG) or polystyrene, 
wherein the first sequence of (a) is synthesized on a cleavable linker, such as a succinyl 

25 linker, using the solid support as a scaffold. The cleavable linker in (a) used as a scaffold 
for synthesizing the second strand can comprise similar reactivity or differing reactivity 
as the solid support derivatized linker, such that cleavage of the solid support derivatized 
linker and the cleavable linker of (a) takes place either concomitantly or sequentially. In 
one embodiment, the chemical moiety of (b) that can be used to isolate the attached 

30 oligonucleotide sequence comprises a trityl group, for example a dimethoxytrityl group. 

In another embodiment, the invention features a method for making a double- 
stranded siNA molecule in a single synthetic process comprising: (a) synthesizing an 
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oligonucleotide having a first and a second sequence, wherein the first sequence is 
complementary to the second sequence, and the first oligonucleotide sequence is linked to 
the second sequence via a cleavable linker, and wherein a terminal 5'-protecting group, 
for example, a 5'-0-dimethoxytrityl group (5'-0-DMT) remains on the oligonucleotide 
5 having the second sequence; (b) deprotecting the oligonucleotide whereby the 
deprotection results in the cleavage of the linker joining the two oligonucleotide 
sequences; and (c) purifying the product of (b) under conditions suitable for isolating the 
double-stranded siNA molecule, for example using a trityl-on synthesis strategy as 
described herein. 

10 In another embodiment, the method of synthesis of siNA molecules of the invention 

comprises the teachings of Scaringe et al, US Patent Nos. 5,889,136; 6,008,400; and 
6,1 1 1,086, incorporated by reference herein in their entirety. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
15 modifications, for example, one or more chemical modifications having any of Formulae 
I-VII or any combination thereof that increases the nuclease resistance of the siNA 
construct. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased nuclease resistance comprising (a) introducing nucleotides 
20 having any of Formula I-VII or any combination thereof into a siNA molecule, and (b) 
assaying the siNA molecule of step (a) under conditions suitable for isolating siNA 
molecules having increased nuclease resistance. 

In one embodiment, the invention features siNA constructs that mediate RNAi 
against a target gene, wherein the siNA construct comprises one or more chemical 
25 modifications described herein that modulates the binding affinity between the sense and 
anti sense strands of the siNA construct. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the sense and antisense strands of the 
siNA molecule comprising (a) introducing nucleotides having any of Formula I-VII or 
30 any combination thereof into a siNA molecule, and (b) assaying the siNA molecule of 
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step (a) under conditions suitable for isolating siNA molecules having increased binding 
affinity between the sense and antisense strands of the siNA molecule. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
5 modifications described herein that modulates the binding affinity between the antisense 
strand of the siNA construct and a complementary target RNA sequence within a cell. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulates the binding affinity between the antisense 
10 strand of the siNA construct and a complementary target DNA sequence within a cell. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the antisense strand of the siNA 
molecule and a complementary target RNA sequence comprising (a) introducing 
nucleotides having any of Formula I- VII or any combination thereof into a siNA 
15 molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having increased binding affinity between the antisense strand 
of the siNA molecule and a complementary target RNA sequence. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the antisense strand of the siNA 
20 molecule and a complementary target DNA sequence comprising (a) introducing 
nucleotides having any of Formula I- VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having increased binding affinity between the antisense strand 
of the siNA molecule and a complementary target DNA sequence. 

25 In one embodiment, the invention features siNA constructs that mediate RNAi in a 

cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulate the polymerase activity of a cellular 
polymerase capable of generating additional endogenous siNA molecules having 
sequence homology to the chemically-modified siNA construct. 
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In another embodiment, the invention features a method for generating siNA 
molecules capable of mediating increased polymerase activity of a cellular polymerase 
capable of generating additional endogenous siNA molecules having sequence homology 
to a chemically-modified siNA molecule comprising (a) introducing nucleotides having 
5 any of Formula I- VII or any combination thereof into a siNA molecule, and (b) assaying 
the siNA molecule of step (a) under conditions suitable for isolating siNA molecules 
capable of mediating increased polymerase activity of a cellular polymerase capable of 
generating additional endogenous siNA molecules having sequence homology to the 
chemically-modified siNA molecule. 

10 In one embodiment, the invention features chemically-modified siNA constructs 

that mediate RNAi in a cell or reconstituted system, wherein the chemical modifications 
do not significantly effect the interaction of siNA with a target RNA molecule, DNA 
molecule and/or proteins or other factors that are essential for RNAi in a manner that 
would decrease the efficacy of RNAi mediated by such siNA constructs. 

15 In another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity, comprising (a) introducing nucleotides having 
any of Formula I- VET or any combination thereof into a siNA molecule, and (b) assaying 
the siNA molecule of step (a) under conditions suitable for isolating siNA molecules 
having improved RNAi activity. 

20 In yet another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity against a target RNA comprising (a) introducing 
nucleotides having any of Formula I- W or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved RNAi activity against the target RNA. 

25 In yet another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity against a DNA target comprising (a) introducing 
nucleotides having any of Formula I- VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved RNAi activity against the DNA target, such as 

30 a gene, chromosome, or portion thereof 
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In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulates the cellular uptake of the siNA construct. 

In another embodiment, the invention features a method for generating siNA 
5 molecules against a target gene with improved cellular uptake comprising (a) introducing 
nucleotides having any of Formula I- VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved cellular uptake. 

In one embodiment, the invention features siNA constructs that mediate RNAi 
10 against a target gene, wherein the siNA construct comprises one or more chemical 
modifications described herein that increases the bioavailability of the siNA construct, for 
example, by attaching polymeric conjugates such as polyethyleneglycol or equivalent 
conjugates that improve the pharmacokinetics of the siNA construct, or by attaching 
conjugates that target specific tissue types or cell types in vivo. Non-limiting examples of 
15 such conjugates are described in Vargeese et aL, U.S. Serial No. 10/201,394 incorporated 
by reference herein. 

In one embodiment, the invention features a method for generating siNA molecules 
of the invention with improved bioavailability, comprising (a) introducing a conjugate 
into the structure of a siNA molecule, and (b) assaying the siNA molecule of step (a) 

20 under conditions suitable for isolating siNA molecules having improved bioavailability. 
Such conjugates can include ligands for cellular receptors, such as peptides derived from 
naturally occurring protein ligands; protein localization sequences, including cellular ZIP 
code sequences; antibodies; nucleic acid aptamers; vitamins and other co-factors, such as 
folate and N-acetylgalactosamine; polymers, such as polyethyleneglycol (PEG); 

25 phospholipids; polyamines, such as spermine or spermidine; and others. 

In another embodiment, the invention features a method for generating siNA 
molecules of the invention with improved bioavailability comprising (a) introducing an 
excipient formulation to a siNA molecule, and (b) assaying the siNA molecule of step (a) 
under conditions suitable for isolating siNA molecules having improved bioavailability. 
30 Such excipients include polymers such as cyclodextrins, lipids, cationic lipids, 
polyamines, phospholipids, and others. 
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In another embodiment, the invention features a method for generating siNA 
molecules of the invention with improved bioavailability comprising (a) introducing 
nucleotides having any of Formulae I- VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
5 isolating siNA molecules having improved bioavailability. 

In another embodiment, polyethylene glycol (PEG) can be covalently attached to 
siNA compounds of the present invention. The attached PEG can be any molecular 
weight, preferably from about 2,000 to about 50,000 daltons (Da). 

The present invention can be used alone or as a component of a kit having at least 
10 one of the reagents necessary to carry out the in vitro or in vivo introduction of RNA to 
test samples and/or subjects. For example, preferred components of the kit include a 
siNA molecule of the invention and a vehicle that promotes introduction of the siNA into 
cells of interest as described herein (e.g., using lipids and other methods of transfection 
known in the art, see for example Beigehnan et al, US 6,395,713). The kit can be used 
15 for target validation, such as in determining gene function and/or activity, or in drug 
optimization, and in drug discovery (see for example Usman et al., USSN 60/402,996). 
Such a kit can also include instructions to allow a user of the kit to practice the invention. 

The term "short interfering nucleic acid", "siNA", "short interfering RNA", 
"siRNA", "short interfering nucleic acid molecule", "short interfering oligonucleotide 

20 molecule", or "chemically-modified short interfering nucleic acid molecule" as used 
herein refers to any nucleic acid molecule capable of inhibiting or down regulating gene 
expression or viral replication, for example by mediating RNA interference "RNAi" or 
gene silencing in a sequence-specific manner; see for example Bass, 2001, Nature, 411, 
428-429; Elbashir et al, 2001, Nature, 411, 494-498; and Kreutzer et al, International 

25 PCT Publication No. WO 00/44895; Zernicka-Goetz et al, International PCT Publication 
No. WO 01/36646; Fire, International PCT Publication No. WO 99/32619; Plaetinck et 
al, International PCT Publication No. WO 00/01846; Mello and Fire, International PCT 
Publication No. WO 01/29058; Deschamps-Depaillette, International PCT Publication 
No. WO 99/07409; and Li et al, International PCT Publication No. WO 00/44914; 

30 Allshire., 2002, Science, 297, 1818-1819; Volpe et al, 2002, Science, 297, 1833-1837; 
Jenuwein, 2002, Science, 297, 2215-2218; and Hall et al, 2002, Science, 297, 2232-2237; 
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Hutvagner and Zamore, 2002, Science, 297, 2056-60; McManus et al, 2002, UNA, 8, 
842-850; Reinhart et ai, 2002, Gene & Dev., 16, 1616-1626; and Reinhart & Bartel, 
2002, Science, 297, 1831). Non limiting examples of siNA molecules of the invention are 
shown in Figures 4-6, and Tables II, III, and IV herein. For example the siNA can be a 
5 double-stranded polynucleotide molecule comprising self-complementary sense and 
antisense regions, wherein the antisense region comprises nucleotide sequence that is 
complementary to nucleotide sequence in a target nucleic acid molecule or a portion 
thereof and the sense region having nucleotide sequence corresponding to the target 
nucleic acid sequence or a portion thereof. The siNA can be assembled from two separate 

10 oligonucleotides, where one strand is the sense strand and the other is the antisense 
strand, wherein the antisense and sense strands are self-complementary (i.e. each strand 
comprises nucleotide sequence that is complementary to nucleotide sequence in the other 
strand; such as where the antisense strand and sense strand form a duplex or double 
stranded structure, for example wherein the double stranded region is about 19 base 

15 pairs); the antisense strand comprises nucleotide sequence that is complementary to 
nucleotide sequence in a target nucleic acid molecule or a portion thereof and the sense 
strand comprises nucleotide sequence corresponding to the target nucleic acid sequence 
or a portion thereof. Alternatively, the siNA is assembled from a single oligonucleotide, 
where the self-complementary sense and antisense regions of the siNA are linked by 

20 means of a nucleic acid based or non-nucleic acid-based linker(s). The siNA can be a 
polynucleotide with a hairpin secondary structure, having self-complementary sense and 
antisense regions, wherein the antisense region comprises nucleotide sequence that is 
complementary to nucleotide sequence in a separate target nucleic acid molecule or a 
portion thereof and the sense region having nucleotide sequence corresponding to the 

25 target nucleic acid sequence or a portion thereof. The siNA can be a circular single- 
stranded polynucleotide having two or more loop structures and a stem comprising self- 
complementary sense and antisense regions, wherein the antisense region comprises 
nucleotide sequence that is complementary to nucleotide sequence in a target nucleic acid 
molecule or a portion thereof and the sense region having nucleotide sequence 

30 corresponding to the target nucleic acid sequence or a portion thereof, and wherein the 
circular polynucleotide can be processed either in vivo or in vitro to generate an active 
siNA molecule capable of mediating RNAi. The siNA can also comprise a single 
stranded polynucleotide having nucleotide sequence complementary to nucleotide 
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sequence in a target nucleic acid molecule or a portion thereof (for example, where such 
siNA molecule does not require the presence within the siNA molecule of nucleotide 
sequence corresponding to the target nucleic acid sequence or a portion thereof), wherein 
the single stranded polynucleotide can further comprise a terminal phosphate group, such 
5 as a S'-phosphate (see for example Martinez et al, 2002, Cell, 110, 563-574 and 
Schwarz et al, 2002, Molecular Cell, 10, 537-568), or 5 ',3 '-diphosphate. In certain 
embodiment, the siNA molecule of the invention comprises separate sense and antisense 
sequences or regions, wherein the sense and antisense regions are covalently linked by 
nucleotide or non-nucleotide linkers molecules as is known in the art, or are alternately 

10 non-covalently linked by ionic interactions, hydrogen bonding, van der waals 
interactions, hydrophobic intercations, and/or stacking interactions. In certain 
embodiments, the siNA molecules of the invention comprise nucleotide sequence that is 
complementary to nucleotide sequence of a target gene. In another embodiment, the 
siNA molecule of the invention interacts with nucleotide sequence of a target gene in a 

15 manner that causes inhibition of expression of the target gene. As used herein, siNA 
molecules need not be limited to those molecules containing only RNA, but further 
encompasses chemically-modified nucleotides and non-nucleotides. In certain 
embodiments, the short interfering nucleic acid molecules of the invention lack 2- 
hydroxy (2-OH) containing nucleotides. Applicant describes in certain embodiments 

20 short interfering nucleic acids that do not require the presence of nucleotides having a 2- 
hydroxy group for mediating RNAi and as such, short interfering nucleic acid molecules 
of the invention optionally do not include any ribonucleotides (e.g.-, nucleotides having a 
2-OH group). Such siNA molecules that do not require the presence of ribonucleotides 
within the siNA molecule to support RNAi can however have an attached linker or linkers 

25 or other attached or associated groups, moieties, or chains containing one or more 
nucleotides with T -OH groups. Optionally, siNA molecules can comprise ribonucleotides 
at about 5, 10, 20, 30, 40, or 50% of the nucleotide positions. The modified short 
interfering nucleic acid molecules of the invention can also be referred to as short 
interfering modified oligonucleotides "siMON." As used herein, the term siNA is meant 

30 to be equivalent to other terms used to describe nucleic acid molecules that are capable of 
mediating sequence specific RNAi, for example short interfering RNA (siRNA), double- 
stranded RNA (dsRNA), micro-RNA (miRNA), short hairpin RNA (shRNA), short 
interfering oligonucleotide, short interfering nucleic acid, short interfering modified 
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oligonucleotide, chemically-modified siRNA, post-transcriptional gene silencing RNA 
(ptgsRNA), and others. In addition, as used herein, the term RNAi is meant to be 
equivalent to other terms used to describe sequence specific RNA interference, such as 
post transcriptional gene silencing, or epigenetics. For example, siNA molecules of the 
5 invention can be used to epigenetically silence genes at both the post-transcriptional level 
or the pre-transcriptional level. In a non-limiting example, epigenetic regulation of gene 
expression by siNA molecules of the invention can result from siNA mediated 
modification of chromatin structure to alter gene expression (see, for example, Allshire, 
2002, Science, 297, 1818-1819; Volpe et al., 2002, Science, 297, 1833-1837; Jenuwein, 
10 2002, Science, 297 2215-2218; and Hall et al, 2002, Science, 297, 2232-2237). 

By "modulate" is meant that the expression of the gene, or level of RNA molecule 
or equivalent RNA molecules encoding one or more proteins or protein subunits, or 
activity of one or more proteins or protein subunits is up regulated or down regulated, 
such that expression, level, or activity is greater than or less than that observed in the 
15 absence of the modulator. For example, the term "modulate" can mean "inhibit," but the 
use of the word "modulate" is not limited to this definition. 

By "inhibit" it is meant that the activity of a gene expression product or level of 
RNAs or equivalent RNAs encoding one or more gene products is reduced below that 
observed in the absence of the nucleic acid molecule of the invention. In one 
20 embodiment, inhibition with a siNA molecule preferably is below that level observed in 
the presence of an inactive or attenuated molecule that is unable to mediate an RNAi 
response. In another embodiment, inhibition of gene expression with the siNA molecule 
of the instant invention is greater in the presence of the siNA molecule than in its 
absence. 

25 By "inhibit", "down-regulate", or "reduce", it is meant that the expression of the 

gene, or level of RNA molecules or equivalent RNA molecules encoding one or more 
proteins or protein subunits, or activity of one or more proteins or protein subunits, is 
reduced below that observed in the absence of the nucleic acid molecules (e.g., siNA) of 
the invention. In one embodiment, inhibition, down-regulation or reduction with an siNA 

30 molecule is below that level observed in the presence of an inactive or attenuated 
molecule. In another embodiment, inhibition, down-regulation, or reduction with siNA 
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molecules is below that level observed in the presence of, for example, an siNA molecule 
with scrambled sequence or with mismatches. In another embodiment, inhibition, down- 
regulation, or reduction of gene expression with a nucleic acid molecule of the instant 
invention is greater in the presence of the nucleic acid molecule than in its absence. 

5 By "gene" or "target gene" is meant, a nucleic acid that encodes an RNA, for 

example, nucleic acid sequences including, but not limited to, structural genes encoding a 
polypeptide. The target gene can be a gene derived from a cell, an endogenous gene, a 
transgene, or exogenous genes such as genes of a pathogen, for example a virus, which is 
present in the cell after infection thereof. The cell containing the target gene can be 
10 derived from or contained in any organism, for example a plant, animal, protozoan, virus, 
bacterium, or fungus. Non-limiting examples of plants include monocots, dicots, or 
gymnospenns. Non-limiting examples of animals include vertebrates or invertebrates. 
Non-limiting examples of fungi include molds or yeasts. 

By "endogenous" or "cellular" gene is meant a gene normally found in a cell in its 
15 natural location in the genome. For example, HER-2, VEGF, VEGF-R, EGFR, BCL-2, c- 
MYC, RAS and the like would be considered an endogenous gene. Genes expressed in a 
cell from a plasmid, viral vector or other vectors or from virus, bacteria, fungi would be 
considered "foreign" or "heterologous" gene; such genes are not normally found in the 
host cell, but are introduced by standard gene transfer techniques or as a result of 
20 infection by a virus, bacterial or other infectious agent. 

By "gene family" is meant a group of more than one nucleic acid molecules that 
share at least one common characteristic, such as sequence homology, target specificity, 
mode of action, secondary structure, or the ability to modulate a process or more than one 
process in a biological system. The gene family can be of viral or cellular origin. The 
25 gene family can encode, for example, groups of cytokines, receptors, growth factors, 
adapter proteins, structural proteins, and other protein epitopes. 

By "protein family" is meant a group of more than one proteins, peptides, or 
polypeptides that share at least one common characteristic, such as sequence homology, 
target specificity, mode of action, secondary structure, or the ability to modulate a process 
30 or more than one process in a biological system. The protein family can be of viral or 
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cellular origin. The protein family can encode, for example, groups of cytokines, 
receptors, growth factors, adapter proteins, structural proteins, and other protein epitopes. 

By "highly conserved sequence region" is meant, a nucleotide sequence of one or 
more regions in a target gene does not vary significantly from one generation to the other 
5 or from one biological system to the other. 

By "cancer" is meant a group of diseases characterized by uncontrolled growth and 
spread of abnormal cells. 

By "sense region" is meant a nucleotide sequence of a siNA molecule having 
complementarity to an antisense region of the siNA molecule. In addition, the sense 
10 region of a siNA molecule can comprise a nucleic acid sequence having homology with a 
target nucleic acid sequence. 

By "antisense region" is meant a nucleotide sequence of a siNA molecule having 
complementarity to a target nucleic acid sequence. In addition, the antisense region of a 
siNA molecule can optionally comprise a nucleic acid sequence having complementarity 
15 to a sense region of the siNA molecule. 

By "target nucleic acid" is meant any nucleic acid sequence whose expression or 
activity is to be modulated. The target nucleic acid can be DNA or RNA. 

By "complementarity" is meant that a nucleic acid can form hydrogen bond(s) with 
another nucleic acid sequence by either traditional Watson-Crick or other non-traditional 

20 types. In reference to the nucleic molecules of the present invention, the binding free 
energy for a nucleic acid molecule with its complementary sequence is sufficient to allow 
the relevant function of the nucleic acid to proceed, e.g., RNAi activity. Determination of 
binding free energies for nucleic acid molecules is well known in the art (see, e.g., Turner 
et al, 1987, CSHSymp. Quant Biol LH pp.123-133; Frier et al, 1986, Proc. Nat Acad. 

25 Set USA 83:9373-9377; Turner et al, 1987, Am. Chem. Soc. 109:3783-3785). A 
percent complementarity indicates the percentage of contiguous residues in a nucleic acid 
molecule that can form hydrogen bonds (e.g., Watson-Crick base pairing) with a second 
nucleic acid sequence (e.g., 5, 6, 7, 8, 9, 10 out of 10 being 50%, 60%, 70%, 80%, 90%, 
and 100% complementary). "Perfectly complementary" means that all the contiguous 
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residues of a nucleic acid sequence will hydrogen bond with the same number of 
contiguous residues in a second nucleic acid sequence. 

The siNA molecules of the invention represent a novel therapeutic approach to a 
broad spectrum of diseases and conditions, including cancer or cancerous disease, 
5 infectious disease, cardiovascular disease, neurological disease, prion disease, 
inflammatory disease, autoimmune disease, pulmonary disease, renal disease, liver 
disease, mitochondrial disease, endocrine disease, reproduction related diseases and 
conditions, and any other indications that can respond to the level of an expressed gene 
product in a cell or organsim. 

10 In one embodiment of the present invention, each sequence of a siNA molecule of 

the invention is independently about 18 to about 24 nucleotides in length, in specific 
embodiments about 18, 19, 20, 21, 22, 23, or 24 nucleotides in length. In another 
embodiment, the siNA duplexes of the invention independently comprise about 17 to 
about 23 base pairs (e.g., about 17, 18, 19, 20, 21, 22 or 23). In yet another embodiment, 

15 siNA molecules of the invention comprising hairpin or circular structures are about 35 to 
about 55 (e.g., about 35, 40, 45, 50 or 55) nucleotides in length, or about 38 to about 44 
(e.g., 38, 39, 40, 41, 42, 43 or 44) nucleotides in length and comprising about 16 to about 
22 (e.g., about 16, 17, 18, 19, 20, 21 or 22) base pairs. Exemplary siNA molecules of the 
invention are shown in Table II. Exemplary synthetic siNA molecules of the invention 

20 are shown in Table I and/or Figures 18-19. 

As used herein "cell" is used in its usual biological sense, and does not refer to an 
entire multicellular organism, e.g., specifically does not refer to a human. The cell can be 
present in an organism, e.g., birds, plants and mammals such as humans, cows, sheep, 
apes, monkeys, swine, dogs, and cats. The cell can be prokaryotic or eukaryotic (e.g., 
25 mammalian or plant cell). The cell can be of somatic or germ line origin, totipotent or 
pluripotent, dividing or non-dividing. The cell can also be derived from or can comprise 
a gamete or embryo, a stem cell, or a fully differentiated cell. 

The siNA molecules of the invention are added directly, or can be complexed with 
cationic lipids, packaged within liposomes, or otherwise delivered to target cells or 
30 tissues. The nucleic acid or nucleic acid complexes can be locally administered to 
relevant tissues ex vivo, or in vivo through injection, infusion pump or stent, with or 
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without their incorporation in biopolymers. In particular embodiments, the nucleic acid 
molecules of the invention comprise sequences shown in Tables I-II and/or Figures 18- 
19. Examples of such nucleic acid molecules consist essentially of sequences defined in 
these tables and figures. Furthermore, the chemically modified constructs described in 
5 Table IV can be applied to any siNA sequence of the invention. 

In another aspect, the invention provides mammalian cells containing one or more 
siNA molecules of this invention. The one or more siNA molecules can independently be 
targeted to the same or different sites. 

By "RNA" is meant a molecule comprising at least one ribonucleotide residue. By 
10 "ribonucleotide" is meant a nucleotide with a hydroxyl group at the T position of a p-D- 
ribo-furanose moiety. The terms include double-stranded RNA, single-stranded RNA, 
v isolated RNA such as partially purified RNA, essentially pure RNA, synthetic RNA, 
recombinantly produced RNA, as well as altered RNA that differs from naturally 
occurring RNA by the addition, deletion, substitution and/or alteration of one or more 
15 nucleotides. Such alterations can include addition of non-nucleotide material, such as to 
the end(s) of the siNA or internally, for example at one or more nucleotides of the RNA. 
Nucleotides in the RNA molecules of the instant invention can also comprise non- 
standard nucleotides, such as non-naturally occurring nucleotides or chemically 
synthesized nucleotides or deoxynucleotides. These altered RNAs can be referred to as 
20 analogs or analogs of naturally-occurring RNA. 

By "subject" is meant an organism, which is a donor or recipient of explanted cells 
or the cells themselves. "Subject" also refers to an organism to which the nucleic acid 
molecules of the invention can be administered. In one embodiment, a subject is a 
mammal or mammalian cells. In another embodiment, a subject is a human or human 
25 cells. 

The term "phosphorothioate" as used herein refers to an internucleotide linkage 
having Formula I, wherein Z and/or W comprise a sulfur atom. Hence, the term 
phosphorothioate refers to both phosphorothioate and phosphorodithioate internucleotide 
linkages. 
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The term "universal base" as used herein refers to nucleotide base analogs that form 
base pairs with each of the natural DNA/RNA bases with little discrimination between 
them. Non-limiting examples of universal bases include C-phenyl, C-naphthyl and other 
aromatic derivatives, inosine, azole carboxamides, and nitroazole derivatives such as 3- 
5 nitropyrrole, 4-nitroindole, 5-nitroindole, and 6-nitroindole as known in the art (see for 
example Loakes, 2001, Nucleic Acids Research, 29, 2437-2447). 

The term "acyclic nucleotide" as used herein refers to any nucleotide having an 
acyclic ribose sugar, for example where any of the ribose carbons (CI, C2, C3, C4, or 
C5), are independently or in combination absent from the nucleotide. 

10 The nucleic acid molecules of the instant invention, individually, or in combination 

or in conjunction with other drugs, can be used to treat diseases or conditions discussed 
herein. For example, to treat a particular disease or condition, the siNA molecules can be 
administered to a subject or can be administered to other appropriate cells evident to those 
skilled in the art, individually or in combination with one or more drugs under conditions 

1 5 suitable for the treatment. 

In a further embodiment, the siNA molecules can be used in combination with other 
known treatments to treat conditions or diseases discussed above. For example, the 
described molecules could be used in combination with one or more known therapeutic 
agents to treat a disease or condition. Non-limiting examples of other therapeutic agents 
20 that can be readily combined with a siNA molecule of the invention are enzymatic nucleic 
acid molecules, allosteric nucleic acid molecules, antisense, decoy, or aptamer nucleic 
acid molecules, antibodies such as monoclonal antibodies, small molecules, and other 
organic and/or inorganic compounds including metals, salts and ions. 

In one embodiment, the invention features an expression vector comprising a 
25 nucleic acid sequence encoding at least one siNA molecule of the invention, in a manner 
which allows expression of the siNA molecule. For example, the vector can contain 
sequence(s) encoding both strands of a siNA molecule comprising a duplex. The vector 
can also contain sequence(s) encoding a single nucleic acid molecule that is self- 
complementary and thus forms a siNA molecule. Non-limiting examples of such 
30 expression vectors are described in Paul et al, 2002, Nature Biotechnology, 19, 505; 
Miyagishi and Taira, 2002, Nature Biotechnology, 19, 497; Lee et al, 2002, Nature 
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Biotechnology, 19, 500; and Novina et al, 2002, Nature Medicine, advance online 
publication doi:10.1038/nm725. 

In another embodiment, the invention features a mammalian cell, for example, a 
human cell, including an expression vector of the invention. 

5 In yet another embodiment, the expression vector of the invention comprises a 

sequence for a siRNA molecule having complementarity to a RNA molecule referred to 
by a Genbank Accession number in Table III. 

In yet another embodiment, the expression vector of the invention comprises a 
sequence for a siNA molecule having complementarity to a RNA molecule referred to by 
10 a Genbank Accession numbers, for example Genbank Accession Nos. shown in Table I. 

In one embodiment, an expression vector of the invention comprises a nucleic acid 
sequence encoding two or more siNA molecules, which can be the same or different. 

In another aspect of the invention, siRNA molecules that interact with target RNA 
molecules and down-regulate gene encoding target RNA molecules (for example target 

15 RNA molecules referred to by Genbank Accession number in Table DOT) are expressed 
from transcription units inserted into DNA or RNA vectors. The recombinant vectors 
can be DNA plasmids or viral vectors. siNA expressing viral vectors can be constructed 
based on, but not limited to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. 
The recombinant vectors capable of expressing the siNA molecules can be delivered as 

20 described herein, and persist in target cells. Alternatively, viral vectors can be used that 
provide for transient expression of siNA molecules. Such vectors can be repeatedly 
administered as necessary. Once expressed, the siNA molecules bind and down-regulate 
gene function or expression via RNA interference (RNAi). Delivery of siNA expressing 
vectors can be systemic, such as by intravenous or intramuscular administration, by 

25 administration to target cells ex-planted from a subject followed by reintroduction into the 
subject, or by any other means that would allow for introduction into the desired target 
cell. 

By "vectors" is meant any nucleic acid- and/or viral-based technique used to deliver 
a desired nucleic acid 
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Other features and advantages of the invention will be apparent from the following 
description of the preferred embodiments thereof, and from the claims. 

BRIEF DESCRIPTION OF THE DRAWINGS 

Figure 1 shows a non-limiting example of a scheme for the synthesis of siNA 
5 molecules. The complementary siNA sequence strands, strand 1 and strand 2, are 
synthesized in tandem and are connected by a cleavable linkage, such as a nucleotide 
succinate or abasic succinate, which can be the same or different from the cleavable 
linker used for solid phase synthesis on a solid support. The synthesis can be either solid 
phase or solution phase, in the example shown, the synthesis is a solid phase synthesis. 

10 The synthesis is performed such that a protecting group, such as a dimethoxytrityl group, 
remains intact on the terminal nucleotide of the tandem oligonucleotide. Upon cleavage 
and deprotection of the oligonucleotide, the two siNA strands spontaneously hybridize to 
form a siNA duplex, which allows the purification of the duplex by utilizing the 
properties of the terminal protecting group, for example by applying a trityl on 

15 purification method wherein only duplexes/oligonucleotides with the terminal protecting 
group are isolated. 

Figure 2 shows a MALDI-TOV mass spectrum of a purified siNA duplex 
synthesized by a method of the invention. The two peaks shown correspond to the 
predicted mass of the separate siNA sequence strands. This result demonstrates that the 
20 siNA duplex generated from tandem synthesis can be purified as a single entity using a 
simple trityl-on purification methodology. 

Figure 3 shows the results of a stability assay used to determine the serum stability 
of chemically modified siNA constructs compared to a siNA control consisting of all 
RNA with 3'-TT termini. T l A values are shown for duplex stability. 

25 Figure 4 shows the results of an RNAi activity screen of phosphorothioate 

modified siNA constructs using a luciferase reporter system. 

Figure 5 shows the results of an RNAi activity screen of phosphorothioate and 
universal base modified siNA constructs using a luciferase reporter system. 
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Figure 6 shows the results of an RNAi activity screen of 2'-0-methyl modified 
siNA constructs using a luciferase reporter system. 

Figure 7 shows the results of an RNAi activity screen of 2'-0-methyl and 2'- 
deoxy-2'-fluoro modified siNA constructs using a luciferase reporter system. 

5 Figure 8 shows the results of an RNAi activity screen of a phosphorothioate 

modified siNA construct using a luciferase reporter system. 

Figure 9 shows the results of an RNAi activity screen of an inverted deoxyabasic 
modified siNA construct generated via tandem synthesis using a luciferase reporter 
system. 

10 Figure 10 shows the results of an RNAi activity screen of chemically modifed 

siNA constructs including 3' -glyceryl modified siNA constructs compared to an all RNA 
control siNA construct using a luciferase reporter system. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3Merminal 

15 di thymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table L 

20 Figure 11 shows the results of an RNAi activity screen of chemically modifed 

siNA constructs. The screen compared various combinations of sense strand chemical 
modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 

25 dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. 
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Figure 12 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 
modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
5 concentration using an all RNA siNA control (siGL2) having having 3' -terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
10 are shown in Table I. In addition, the antisense strand alone (RPI 30430) and an inverted 
control (RPI 30227/30229, having matched chemistry to RPI 30063/30224) was 
compared to the siNA duplexes described above. 

Figure 13 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

15 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

20 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. In addition, an inverted control (RPI 30226/30229, having matched 
chemistry to RPI 30222/30224) was compared to the siNA duplexes described above. 

Figure 14 shows the results of an RNAi activity screen of chemically modifed 
25 siNA constructs including various 3 '-terminal modified siNA constructs compared to an 
all RNA control siNA construct using a luciferase reporter system. These chemically 
modified siNAs were compared in the luciferase assay described herein at 1 nM and 
lOnM concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
30 level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
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number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. 

Figure 15 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemistries 
5 compared to a fixed antisense strand chemistry. These chemically modified siNAs were 
compared in the luciferase assay described herein at 1 nM and lOnM concentration using 
an all RNA siNA control (siGL2) having having 3'-terminal dithymidine (TT) and its 
corresponding inverted control (Inv siGL2). The background level of luciferase 
expression in the HeLa cells is designated by the "cells" column. Sense and antisense 
10 strands of chemically modified siNA constructs are shown by RPI number (sense 
strand/antisense strand). Sequences correspoding to these RPI numbers are shown in 
Table! 

Figure 16 shows the results of a siNA titration study wherein the RNAi activity of 
a phosphorothioate modified siNA construct is compared to that of a siNA construct 
15 consisting of all ribonucleotides except for two terminal thymidine residues using a 
luciferase reporter system. 

Figure 17 shows a non-limiting proposed mechanistic representation of target RNA 
degradation involved in RNAi. Double-stranded RNA (dsRNA), which is generated by 
RNA-dependent RNA polymerase (RdRP) from foreign single-stranded RNA, for 

20 example viral, transposon, or other exogenous RNA, activates the DICER enzyme that in 
turn generates siNA duplexes. Alternately, synthetic or expressed siNA can be 
introduced directely into a cell by appropriate means. An active siNA complex forms 
which recognizes a target RNA, resulting in degradation of the target RNA by the RISC 
endonuclease complex or in the synthesis of additional RNA by RNA-dependent RNA 

25 polymerase (RdRP), which can activate DICER and result in additional siNA molecules, 
thereby amplifying the RNAi response. 

Figure 18A-F shows non-limiting examples of chemically-modified siNA 
constructs of the present invention. In the figure, N stands for any nucleotide (adenosine, 
guanosine, cytosine, uridine, or optionally thymidine, for example thymidine can be 
30 substituted in the overhanging regions designated by parenthesis (N N). Various 
modifications are shown for the sense and antisense strands of the siNA constructs. 
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Figure 18A: The sense strand comprises 21 nucleotides having four 
phosphorothioate 5'- and 3 -terminal internucleotide linkages, wherein the two terminal 3 f - 
nucleotides are optionally base paired and wherein all pyrimidine nucleotides that may be 
present are 2'-0-methyl or 2 , -deoxy-2 , -fluoro modified nucleotides except for (N N) 
5 nucleotides, which can comprise ribonucleotides, deoxynucleotides, universal bases, or 
other chemical modifications described herein. The antisense strand comprises 21 
nucleotides, optionally having a 3 f -terminal glyceryl moiety and wherein the two terminal 
3'~nucleotides are optionally complementary to the target RNA sequence, and having one 
3'-terminal phosphorothioate internucleotide linkage and four S'-terminal 
10 phosphorothioate internucleotide linkages and wherein all pyrimidine nucleotides that 
may be present are 2 l -deoxy-2 , -fluoro modified nucleotides except for (N N) nucleotides, 
which can comprise ribonucleotides, deoxynucleotides, universal bases, or other chemical 
modifications described herein. 

Figure 18B: The sense strand comprises 21 nucleotides wherein the two terminal 
15 3 -nucleotides are optionally base paired and wherein all pyrimidine nucleotides that may 
be present are 2'-0-methyl or 2 , -deoxy-2'-fluoro modified nucleotides except for (N N) 
nucleotides, which can comprise ribonucleotides, deoxynucleotides, universal bases, or 
other chemical modifications described herein. The antisense strand comprises 21 
nucleotides, optionally having a 3'-terminal glyceryl moiety and wherein.the two terminal 
20 S'-nucleotides are optionally complementary to the target RNA sequence, and wherein all 
pyrimidine nucleotides that may be present are 2 t -deoxy-2 , -fluoro modified nucleotides 
except for (N N) nucleotides, which can comprise ribonucleotides, deoxynucleotides, 
universal bases, or other chemical modifications described herein. 

Figure 18C: The sense strand comprises 21 nucleotides having 5 f - and 3'- terminal 
25 cap moieties wherein the two terminal 3 f -nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2-O-methyl or 2 , -deoxy-2 t - 
fluoro modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. The antisense strand comprises 21 nucleotides, optionally having a 3 - 
30 terminal glyceryl moiety and wherein the two terminal 3 , -nucleotides are optionally 
complementary to the target RNA sequence, and having one 3 f -terminal phosphorothioate 
internucleotide linkage and wherein all pyrimidine nucleotides that may be present are 2- 
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deoxy-2 -fluoro modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. 

Figure 18D: The sense strand comprises 21 nucleotides having 5 - and 3 f - terminal 
5 cap moieties wherein the two terminal 3-nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2 f -deoxy-2 f -fluoro modified 
nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein and 
wherein and all purine nucleotides that may be present are 2 ! -deoxy nucleotides. The 

10 antisense strand comprises 21 nucleotides, optionally having a 3 '-terminal glyceryl moiety 
and wherein the two terminal 3'-nucleotides are optionally complementary to the target 
RNA sequence, and having one 3 f -terminal phosphorothioate internucleotide linkage and 
wherein all pyrimidine nucleotides that may be present are 2 f -deoxy-2 ! -fluoro modified 
nucleotides and all purine nucleotides that may be present are 2'-0-methyl modified 

15 nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. 

Figure 18E: The sense strand comprises 21 nucleotides having 5'- and 3 - terminal 
cap moieties wherein the two terminal 3-nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2'-deoxy-2'-fluoro modified 

20 nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. The 
antisense strand comprises 21 nucleotides, optionally having a 3 '-terminal glyceryl moiety 
and wherein the two terminal 3-nucleotides are optionally complementary to the target 
RNA sequence, and wherein all pyrimidine nucleotides that may be present are 2-deoxy- 

25 2'-fluoro modified nucleotides and all purine nucleotides that may be present are 2-0- 
methyl modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. 

Figure 18F: The sense strand comprises 21 nucleotides having 5 f - and 3 ! - terminal 
30 cap moieties wherein the two terminal 3-nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2 t -deoxy-2 , -fluoro modified 
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nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. The 
antisense strand comprises 21 nucleotides, optionally having a 3'-terminal glyceryl moiety 
and wherein the two terminal 3 '-nucleotides are optionally complementary to the target 
5 RNA sequence, and having one 3-temiinal phosphorothioate intemucleotide linkage and 
wherein all pyrimidine nucleotides that may be present are 2 f -deoxy-2 -fluoro modified 
nucleotides and all purine nucleotides that may be present are 2 , -deoxy modified 
nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. The 
10 antisense strand of constructs A-F comprise sequence complementary to target RNA 
sequence of the invention. 

Figure 19 shows non-limiting examples of specific chemically modified siNA 
sequences of the invention. A-F applies the chemical modifications described in Figure 
18A-F to a representative siNA sequence targeting the EGFR (HER1). 

15 Figure 20 shows non-limiting examples of different siNA constructs of the 

invention. The examples shown (constructs 1, 2, and 3) have 19 representative base pairs, 
however, different embodiments of the invention include any number of base pairs 
described herein. Bracketed regions represent nucleotide overhangs, for example 
comprising between about 1, 2, 3, or 4 nucleotides in length, preferably about 2 

20 nucleotides. Constructs 1 and 2 can be used independently for RNAi activity. Construct 
2 can comprise a polynucleotide or non-nucleotide linker, which can optionally be 
designed as a biodegradable linker. In one embodiment, the loop structure shown in 
construct 2 can comprise a biodegradable linker that results in the formation of construct 
1 in vivo and/or in vitro. In another example, construct 3 can be used to generate 

25 construct 2 under the same principle wherein a linker is used to generate the active siNA 
construct 2 in vivo and/or in vitro, which can optionally utilize another biodegradable 
linker to generate the active siNA construct 1 in vivo and/or in vitro. As such, the 
stability and/or activity of the siNA constructs can be modulated based on the design of 
the siNA construct for use in vivo or in vitro and/or in vitro. 

30 Figure 21 is a diagrammatic representation of a method used to determine target 

sites for siNA mediated RNAi within a particular target nucleic acid sequence, such as 
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messenger RNA. (A) A pool of siNA oligonucleotides are synthesized wherein the 
antisense region of the siNA constructs has complementarity to target sites across the 
target nucleic acid sequence, and wherein the sense region comprises sequence 
complementary to the antisense region of the siNA. (B) The sequences are transfected 
5 into cells. (C) Cells are selected based on phenotypic change that is associated with 
modulation of the target nucleic acid sequence. (D) The siNA is isolated from the 
selected cells and is sequenced to identify efficacious target sites within the target nucleic 
acid sequence. 

Figure 22 shows non-limiting examples of different stabilization chemistries (1-10) 
10 that can be used, for example, to stabilize the 3 -end of siNA sequences of the invention, 
including (1) [3-3']-inverted deoxyribose; (2) deoxyribonucleotide; (3) [5'-3 ? ]-3'- 
deoxyribonucleotide; (4) ^'^-ribonucleotide; (5) [S^-S'-O-methyl ribonucleotide; (6) 
3'-glyceryl; (7) P^-S'-deoxyribonucleotide; (8) [3'-3']-deoxyribonucleotide; (9) [5'-2']- 
deoxyribonucleotide; and (10) [S-S'J-dideoxyribonucleotide. In addition to modified and 
15 unmodified backbone chemistries indicated in the figure, these chemistries can be 
combined with different backbone modifications as described herein, for example, 
backbone modifications having Formula I. In addition, the 2'-deoxy nucleotide shown 5 f 
to the terminal modifications shown can be another modified or unmodified nucleotide or 
non-nucleotide described herein, for example modifications having any of Formulae I- VII 
20 or any combination thereof. 

Figure 23 shows a non-limiting example of siNA mediated inhibition of VEGF- 
induced angiogenesis using the rat corneal model of angiogenesis. siNA targeting site 
2340 of VEGFR1 RNA (shown as RPI No. sense strand/antisense strand) were compared 
to inverted controls (shown as RPI No. sense strand/antisense strand) at three different 
25 concentrations and compared to a VEGF control in which no siNA was administered. 

Figure 24 shows a non-limiting example of a strategy used to identify chemically 
modified siNA constructs of the invention that are nuclease resistance while preserving 
the ability to mediate RNAi activity. Chemical modifications are introduced into the 
siNA construct based on educated design parameters (e.g. introducing 2'-mofications, 
30 base modifications, backbone modifications, terminal cap modifications etc). The 
modified construct in tested in an appropriate system (e.g human serum for nuclease 
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resistance, shown, or an animal model for PK/delivery parameters). In parallel, the siNA 
construct is tested for RNAi activity, for example in a cell culture system such as a 
luciferase reporter assay). Lead siNA constructs are then identified which possess a 
particular characteristic while maintaining RNAi activity, and can be further modified and 
5 assayed once again. This same approach can be used to identify siNA-conjugate 
molecules with improved pharmacokinetic profiles, delivery, and RNAi activity. 

Figure 25 shows a non-limiting example of reduction of HER2 mRNA in A549 
cells mediated by RNA-based and chemically-modified siNAs that target HER2 mRNA 
sites 2344 and 3706. A549 cells were transfected with 4 ug/ml lipid complexed with 25 

10 nM unmodified siNA with a 3'-terminal dithymidine cap (RPI#28266/28267) or a 
corresponding inverted control (RPI#28268/28269) for site 2344 and (RPI#28262/28263) 
and a corresponding inverted control (RPI 28264/28265) for site 3706. In addition, A549 
cells were transfected with 4 ug/ml lipid complexed with 25 nM modified siNA 
(RPI#30442/30443) and a corresponding matched control (RPI#30444/30445) for site 

15 2344 and (RPI#30438/30439) and a corresponding matched control (RPI 30440/30441) 
for site 3706. As shown in the figures, the modified and unmodified constructs targeting 
sites 2344 and 3706 all demonstrate significant inhibition of HER2 RNA expression. 

Figure 26 shows a non-limiting example of reduction of PKC-alpha mRNA in 
A549 cells mediated by chemically-modified siNAs that target PKC-alpha mRNA. A549 
20 cells were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A screen 
of siNA constructs comprising ribonucleotides and S'-terminal dithymidine caps was 
compared to untreated cells, scrambled siNA control constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, all of 
the siNA constructs show significant reduction of PKC-alpha RNA expression. 

25 Figure 27 shows a non-limiting example of reduction of Myc (c-Myc) mRNA in 

293T cells mediated by chemically-modified siNAs that target c-Myc mRNA. 293T cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A screen of 
siNA constructs comprising ribonucleotides and 3 '-terminal dithymidine caps was 
compared to untreated cells, scrambled siNA control constructs (Scraml and Scram2), 

30 and cells transfected with lipid alone (transfection control). As shown in the figure, three 
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of the siNA constructs (RPI 30993/31069; RPI 30995/31071; and RPI 30996/31072) 
show significant reduction of c-Myc RNA expression. 



Figure 28 shows a non-limiting example of reduction of BCL2 mRNA in A549 
cells mediated by chemically-modified siNAs that target BCL2 mRNA. A549 cells were 
5 transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA construct 
comprising ribonucleotides and 3 '-terminal dithymidine caps (RPI#30998/31074) was 
tested along with a chemically modified siNA construct comprising 2'-deoxy-2'~fluoro 
pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the siNA 
is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense 

10 strand comprises a 3'-terminal phosphorothioate internucleotide linkage 
(RPI#3 1368/3 1369), which was also compared to a matched chemistry inverted control 
(RPI#31370/31371) and a chemically modified siNA construct comprising 2'-deoxy-2'- 
fluoro pyrimidine and 2'-deoxy-2'-fluoro purine nucleotides in which the sense strand of 
the siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and the 

15 antisense strand comprises a 3' -terminal phosphorothioate internucleotide linkage 
(RPI#3 1372/3 1373) which was also compared to a matched chemistry inverted control 
(RPI#3 1374/3 1375). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, the 

20 siNA constructs show significant reduction of BCL2 RNA expression compared to 
scrambled, untreated, and transfection controls. 

Figure 29 shows a non-limiting example of reduction of CHK-1 mRNA in A549 
cells mediated by chemically-modified siNAs that target CHK-1 mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 

25 construct comprising ribonucleotides and 3 '-terminal dithymidine caps 
(RPI#31003/31079) and a chemically modified siNA construct comprising 2'-deoxy-2'- 
fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the 
siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and in which 
the antisense strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 

30 (RPI#3 1302/3 1303), were compared to a matched chemistry inverted control 
(RPI#3 13 14/3 1325). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
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and cells transfected with lipid alone (transfection control). As shown in the figure, both 
siNA constructs show significant reduction of CHK-1 RNA expression compared to 
appropriate controls. 

Figure 30 shows a non-limiting example of reduction of BACE mKNA in A549 
cells mediated by siNAs that target BACE mRNA. A549 cells were transfected with 0.25 
ug/well of lipid complexed with 25 nM siNA. A screen of siNA constructs comprising 
ribonucleotides and 3 '-terminal dithymidine caps was compared to untreated cells, 
scrambled siNA control constructs (Scraml and Scram2), and cells transfected with lipid 
alone (transfection control). As shown in the figure, all of the siNA constructs show 
significant reduction of BACE RNA expression. 

Figure 31 shows a non-limiting example of reduction of cyclin Dl mRNA in A549 
cells mediated by chemically-modified siNAs that target cyclin Dl mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 
construct comprising ribonucleotides and 3 '-terminal dithymidine caps 
(RPI#3 1009/3 1085) was compared to a chemically modified siNA construct comprising 
2'-deoxy-2'-fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense 
strand of the siNA is further modified with 5' and 3'-tertninal inverted deoxyabasic caps 
and the antisense strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 
(RPI#31304/31305), which was also compared to a matched chemistry inverted control 
(RPK3 13 16/3 1317). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 
siNA constructs show significant reduction of cyclin Dl RNA expression. 

Figure 32 shows a non-limiting example of reduction of PTP-1B mRNA in A549 
cells mediated by chemically-modified siNAs that target PTP-1B mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 
construct comprising ribonucleotides and 3 '-terminal dithymidine caps 
(RPI#3 10 18/3 1307) was compared to a chemically modified siNA construct comprising 
2'~deoxy-2'-fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense 
strand of the siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps 
and the antisense strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 
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(RPI#3 1306/3 1307), which was also compared to a matched chemistry inverted control 
(RPI#31318/31319). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scram 1 and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 
siNA constructs show significant reduction of PTP-1B RNA expression. 

Figure 33 shows a non-limiting example of reduction of ERG2 mRNA in DLD1 
cells mediated by siNAs that target ERG2 mRNA. DLD1 cells were transfected with 
0.25 ug/well of lipid complexed with 25 nM siNA. A screen of siNA constructs 
comprising ribonucleotides and 3 '-terminal dithymidine caps was compared to untreated 
cells, scrambled siNA control constructs (Scraml and Scram2), and cells transfected with 
lipid alone (transfection control). As shown in the figure, all of the siNA constructs show 
significant reduction of ERG2 RNA expression. 

Figure 34 shows a non-limiting example of reduction of PCNA mRNA in A549 
cells mediated by chemically-modified siNAs that target PCNA mRNA. A549 cells were 
transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA construct 
comprising ribonucleotides and 3 '-terminal dithymidine caps (RPI#31035/31111) was 
compared to a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro 
pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the siNA 
is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense 
strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 
(RPI#3 13 10/31311), which was also compared to a matched chemistry inverted control 
(RPI#31322/31323). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 
siNA constructs show significant reduction of PCNA RNA expression. 

DETAILED DESCRIPTION OF THE INVENTION 

Mechanism of action of Nucleic Acid Molecules of the Invention 

The discussion that follows discusses the proposed mechanism of RNA interference 
mediated by short interfering RNA as is presently known, and is not meant to be limiting 
and is not an admission of prior art. Applicant demonstrates herein that chemically- 
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modified short interfering nucleic acids possess similar or improved capacity to mediate 
RNAi as do siRNA molecules and are expected to possess improved stability and activity 
in vivo\ therefore, this discussion is not meant to be limiting only to siRNA and can be 
applied to siNA as a whole. By "improved capacity to mediate RNAi 11 or "improved 
RNAi activity" is meant to include RNAi activity measured in vitro and/or in vivo where 
the RNAi activity is a reflection of both the ability of the siNA to mediate RNAi and the 
stability of the siNAs of the invention. In this invention, the product of these activities 
can be increased in vitro and/or in vivo compared to an all RNA siRNA or a siNA 
containing a plurality of ribonucleotides. In some cases, the activity or stability of the 
siNA molecule can be decreased (i.e., less than ten-fold), but the overall activity of the 
siNA molecule is enhanced in vitro and/or in vivo. 

RNA interference refers to the process of sequence specific post-transcriptional 
gene silencing in animals mediated by short interfering RNAs (siRNAs) (Fire et al, 1998, 
Nature, 391, 806). The corresponding process in plants is commonly referred to as post- 
transcriptional gene silencing or RNA silencing and is also referred to as quelling in 
fungi. The process of post-transcriptional gene silencing is thought to be an 
evolutionarily-conserved cellular defense mechanism used to prevent the expression of 
foreign genes which is commonly shared by diverse flora and phyla (Fire et al, 1999, 
Trends Genet., 15, 358). Such protection from foreign gene expression may have evolved 
in response to the production of double-stranded RNAs (dsRNAs) derived from viral 
infection or the random integration of transposon elements into a host genome via a 
cellular response that specifically destroys homologous single-stranded RNA or viral 
genomic RNA. The presence of dsRNA in cells triggers the RNAi response though a 
mechanism that has yet to be fully characterized. This mechanism appears to be different 
from the interferon response that results from dsRNA-mediated activation of protein 
kinase PKR and 2', S'-oligoadenylate synthetase resulting in non-specific cleavage of 
mRNA by ribonuclease L. 

The presence of long dsRNAs in cells stimulates the activity of a ribonuclease EI 
enzyme referred to as Dicer. Dicer is involved in the processing of the dsRNA into short 
pieces of dsRNA known as short interfering RNAs (siRNAs) (Berstein et al, 2001, 
Nature, 409, 363). Short interfering RNAs derived from Dicer activity are typically about 
21 to about 23 nucleotides in length and comprise about 19 base pair duplexes. Dicer has 
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also been implicated in the excision of 21- and 22-nucleotide small temporal RNAs 
(stRNAs) from precursor RNA of conserved structure that are implicated in translational 
control (Hutvagner et aL, 2001, Science, 293, 834). The RNAi response also features an 
endonuclease complex containing a siRNA, commonly referred to as an RNA-induced 
5 silencing complex (RISC), which mediates cleavage of single-stranded RNA having 
sequence homologous to the siRNA. Cleavage of the target RNA takes place in the 
middle of the region complementary to the guide sequence of the siRNA duplex (Elbashir 
et aL, 2001, Genes Dev., 15, 188). In addition, RNA interference can also involve small 
RNA (e.g., micro-RNA or miRNA) mediated gene silencing, presumably though cellular 

10 mechanisms that regulate chromatin structure and thereby prevent transcription of target 
gene sequences (see for example Allshire, 2002, Science, 297, 1818-1819; Volpe et aL, 
2002, Science, 297, 1833-1837; Jenuwein, 2002, Science, 291, 2215-2218; and Hall et aL, 
2002, Science, 297, 2232-2237). As such, siNA molecules of the invention can be used to 
mediate gene silencing via interaction with RNA transcripts or alternately by interaction 

15 with particular gene sequences, wherein such interaction results in gene silencing either at 
the transcriptional level or post-transcriptional level. 

RNAi has been studied in a variety of systems. Fire et aL, 1998, Nature, 391, 806, 
were the first to observe RNAi in C. elegans. Wianny and Goetz, 1999, Nature Cell 
BioL, 2, 70, describe RNAi mediated by dsRNA in mouse embryos. Hammond et aL, 

20 2000, Nature, 404, 293, describe RNAi in Drosophila cells transfected with dsRNA. 
Elbashir et aL, 2001, Nature, 411, 494, describe RNAi induced by introduction of 
duplexes of synthetic 21 -nucleotide RNAs in cultured mammalian cells including human 
embryonic kidney and HeLa cells. Recent work in Drosophila embryonic lysates has 
revealed certain requirements for siRNA length, structure, chemical composition, and 

25 sequence that are essential to mediate efficient RNAi activity. These studies have shown 
that 21 nucleotide siRNA duplexes are most active when containing two 2-nucleotide 3 f - 
terminal nucleotide overhangs. Furthermore, substitution of one or both siRNA strands 
with 2-deoxy or 2'-Omethyl nucleotides abolishes RNAi activity, whereas substitution of 
3 f -terminal siRNA nucleotides with deoxy nucleotides was shown to be tolerated. 

30 Mismatch sequences in the center of the siRNA duplex were also shown to abolish RNAi 
activity. In addition, these studies also indicate that the position of the cleavage site in the 
target RNA is defined by the 5*-end of the siRNA guide sequence rather than the 3'-end 
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(Elbashir et aL, 2001, EMBO J., 20, 6877). Other studies have indicated that a 5'- 
phosphate on the target-complementary strand of a siRNA duplex is required for siKNA 
activity and that ATP is utilized to maintain the 5 -phosphate moiety on the siRNA 
(Nykanen et al, 2001, Cell, 107, 309); however, siRNA molecules lacking a 5'-phosphate 
5 are active when introduced exogenously, suggesting that 5-phosphorylation of siRNA 
constructs may occur in vivo, 

Synthesis of Nucleic acid Molecules 

Synthesis of nucleic acids greater than 100 nucleotides in length is difficult using 
automated methods, and the therapeutic cost of such molecules is prohibitive. In this 

10 invention, small nucleic acid motifs "small" refers to nucleic acid motifs no more than 
100 nucleotides in length, preferably no more than 80 nucleotides in length, and most 
preferably no more than 50 nucleotides in length; e.g., individual siNA oligonucleotide 
sequences or siNA sequences synthesized in tandem) are preferably used for exogenous 
delivery. The simple structure of these molecules increases the ability of the nucleic acid 

15 to invade targeted regions of protein and/or RNA structure. Exemplary molecules of the 
instant invention are chemically synthesized, and others can similarly be synthesized. 

Oligonucleotides (e.g., certain modified oligonucleotides or portions of 
oligonucleotides lacking ribonucleotides) are synthesized using protocols known in the 
art, for example as described in Caruthers et al, 1992, Methods in Enzymology 211, 3-19, 

20 Thompson et al, International PCT Publication No. WO 99/54459, Wincott et al, 1995, 
Nucleic Acids Res. 23, 2677-2684, Wincott et aL, 1997, Methods Mol. Bio., 74, 59, 
Brennan et al., 1998, Biotechnol Bioeng., 61, 33-45, and Brennan, U.S. Pat. No. 
6,001,31 1. All of these references are incorporated herein by reference. The synthesis of 
oligonucleotides makes use of common nucleic acid protecting and coupling groups, such 

25 as dimethoxytrityl at the 5-end, and phosphoramidites at the 3 -end. In a non-limiting 
example, small scale syntheses are conducted on a 394 Applied Biosystems, Inc. 
synthesizer using a 0.2 jimol scale protocol with a 2.5 min coupling step for 2-0- 
methylated nucleotides and a 45 sec coupling step for 2'-deoxy nucleotides or 2'-deoxy-2'- 
fluoro nucleotides. Table II outlines the amounts and the contact times of the reagents 

30 used in the synthesis cycle. Alternatively, syntheses at the 0.2 jamol scale can be 
performed on a 96-well plate synthesizer, such as the instrument produced by Protogene 
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(Palo Alto, CA) with minimal modification to the cycle. A 33-fold excess (60 ^L of 0.1 1 
M = 6.6 nmol) of 2 , -0-methyl phosphoramidite and a 105-fold excess of S-ethyl tetrazole 
(60 \iL of 0.25 M = 15 (imol) can be used in each coupling cycle of 2'-0-methyl residues 
relative to polymer-bound 5'-hydroxyl. A 22-fold excess (40 nL of 0.11 M = 4.4 (xmol) 
of deoxy phosphoramidite and a 70-fold excess of S-ethyl tetrazole (40 fiL of 0.25 M = 
10 nmol) can be used in each coupling cycle of deoxy residues relative to polymer-bound 
5'-hydroxyl. Average coupling yields on the 394 Applied Biosystems, Inc. synthesizer, 
determined by colorimetric quantitation of the trityl fractions, are typically 97.5-99%. 
Other oligonucleotide synthesis reagents for the 394 Applied Biosystems, Inc. synthesizer 
include the following: detritylation solution is 3% TCA in methylene chloride (ABI); 
capping is performed with 16% iV-methyl imidazole in THF (ABI) and 10% acetic 
anhydride/10% 2,6-lutidine in THF (ABI); and. oxidation solution is 16.9 mM I2, 49 mM 
pyridine, 9% water in THF (PERSEPTIVE™). Burdick & Jackson Synthesis Grade 
acetonitrile is used directly from the reagent bottle. S-Ethyltetrazole solution (0.25 M in 
acetonitrile) is made up from the solid obtained from American International Chemical, 
Inc. Alternately, for the introduction of phosphorothioate linkages, Beaucage reagent. 
(3H-l,2-Benzodithiol-3-one 1,1-dioxide, 0.05 M in acetonitrile) is used. 

Deprotection of the DNA-based oligonucleotides is performed as follows: the 
polymer-bound trityl-on oligoribonucleotide is transferred to a 4 mL glass screw top vial 
and suspended in a solution of 40% aq. methylamine (1 mL) at 65 °C for 10 min. After 
cooling to -20 °C, the supernatant is removed from the polymer support. The support is 
washed three times with 1.0 mL of EtOH:MeCN:H20/3:l:l, vortexed and the supernatant 
is then added to the first supernatant The combined supematants, containing the 
oligoribonucleotide, are dried to a white powder. 

The method of synthesis used for RNA including certain siNA molecules of the 
invention follows the procedure as described in Usman et aL, 1987, J. Am. Chem. Soc 9 
109, 7845; Scaringe et al, 1990, Nucleic Acids Res., 18, 5433; and Wincott et aL, 1995, 
Nucleic Acids Res. 23, 2677-2684 Wincott et aL t 1997, Methods MoL Bio., 74, 59, and 
makes use of common nucleic acid protecting and coupling groups, such as 
dimethoxytrityl at the 5*-end, and phosphoramidites at the 3'-end. In a non-limiting 
example, small scale syntheses are conducted on a 394 Applied Biosystems, Inc. 
synthesizer using a 0.2 ^mol scale protocol with a 7.5 min coupling step for alkylsilyl 
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protected nucleotides and a 2.5 min coupling step for 2 f -0-methylated nucleotides. Table 
II outlines the amounts and the contact times of the reagents used in the synthesis cycle. 
Alternatively, syntheses at the 0.2 jimol scale can be done on a 96-well plate synthesizer, 
such as the instrument produced by Protogene (Palo Alto, CA) with minimal modification 
5 to the cycle. A 33-fold excess (60 ^L of 0.11 M = 6.6 fjunol) of 2'-0-methyl 
phosphoramidite and a 75-fold excess of S-ethyl tetrazole (60 jiL of 0.25 M = 15 nmol) 
can be used in each coupling cycle of 2-O-methyl residues relative to polymer-bound 5- 
hydroxyl. A 66-fold excess (120 \xL of 0.1 1 M = 13.2 nmol) of alkylsilyl (ribo) protected 
phosphoramidite and a 150-fold excess of S-ethyl tetrazole (120 \iL of 0.25 M = 30 fimol) 

10 can be used in each coupling cycle of ribo residues relative to polymer-bound 5- 
hydroxyl. Average coupling yields on the 394 Applied Biosystems, Inc. synthesizer, 
determined by colorimetric quantitation of the trityl fractions, are typically 97.5-99%. 
Other oligonucleotide synthesis reagents for the 394 Applied Biosystems, Inc. synthesizer 
include the following: detritylation solution is 3% TCA in methylene chloride (ABI); 

15 capping is performed with 16% AT-methyl imidazole in THF (ABI) and 10% acetic 
anhydride/10% 2,6-lutidine in THF (ABI); oxidation solution is 16.9 mM I2, 49 mM 
pyridine, 9% water in THF (PERSEPTIVE™). Burdick & Jackson Synthesis Grade 
acetonitrile is used directly from the reagent bottle. S-Ethyltetrazole solution (0.25 M in 
acetonitrile) is made up from the solid obtained from American International Chemical, 

20 Inc. Alternately, for the introduction of phosphorothioate linkages, Beaucage reagent 
(3H-l,2-Benzodithiol-3-one l,l-dioxide0.05 M in acetonitrile) is used. 

Deprotection of the RNA is performed using either a two-pot or one-pot protocol. 
For the two-pot protocol, the polymer-bound trityl-on oligoribonucleotide is transferred to 
a 4 mL glass screw top vial and suspended in a solution of 40% aq. methylamine (1 mL) 

25 at 65 °C for 10 min. After cooling to -20 °C, the supernatant is removed from the 
polymer support. The support is washed three times with 1.0 mL of 
EtOH:MeCN:H20/3:l:l, vortexed and the supernatant is then added to the first 
supernatant. The combined supernatants, containing the oligoribonucleotide, are dried to 
a white powder. The base deprotected oligoribonucleotide is resuspended in anhydrous 

30 TEA/HF/NMP solution (300 ^L of a solution of 1.5 mL N-methylpyrrolidinone, 750 fiL 
TEA and 1 mL TEA*3HF to provide a 1.4 M HF concentration) and heated to 65 °C. 
After 1.5 h, the oligomer is quenched with 1 .5 M NH4HCO3. 
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Alternatively, for the one-pot protocol, the polymer-bound trityl-on 
oligoribonucleotide is transferred to a 4 mL glass screw top vial and suspended in a 
solution of 33% ethanolic methylamine/DMSO: 1/1 (0.8 mL) at 65 °C for 15 min. The 
vial is brought to rt. TEA-3HF (0.1 mL) is added and the vial is heated at 65 °C for 15 
min. The sample is cooled at -20 °C and then quenched with 1 .5 M NH4HCO3. 

For purification of the trityl-on oligomers, the quenched NH4HCO3 solution is 
loaded onto a C-18 containing cartridge that had been prewashed with acetonitrile 
followed by 50 mM TEAA. After washing the loaded cartridge with water, the RNA is 
detritylated with 0.5% TFA for 13 min. The cartridge is then washed again with water, 
salt exchanged with 1 M NaCl and washed with water again. The oligonucleotide is then 
eluted with 30% acetonitrile. 

The average stepwise coupling yields are typically >98% (Wincott et al, 1995 
Nucleic Acids Res. 23,2677-2684). Those of ordinary skill in the art will recognize that 
the scale of synthesis can be adapted to be larger or smaller than the example described 
above including but not limited to 96-well format. 

Alternatively, the nucleic acid molecules of the present invention can be 
synthesized separately and joined together post-synthetically, for example, by ligation 
(Moore et al, 1992, Science 256, 9923; Draper et al, International PCT publication No. 
WO 93/23569; Shabarova et al, 1991, Nucleic Acids Research 19, 4247; Bellon et al, 
1997, Nucleosides & Nucleotides, 16, 951; Bellon et al, 1997, Bioconfugate Chem. 8, 
204), or by hybridization following synthesis and/or deprotection. 

The siNA molecules of the invention can also be synthesized via a tandem synthesis 
methodology as described in Example 1 herein, wherein both siNA strands are 
synthesized as a single contiguous oligonucleotide fragment or strand separated by a 
cleavable linker which is subsequently cleaved to provide separate siNA fragments or 
strands that hybridize and permit purification of the siNA duplex. The linker can be a 
polynucleotide linker or a non-nucleotide linker. The tandem synthesis of siNA as 
described herein can be readily adapted to both multiwell/multiplate synthesis platforms 
such as 96 well or similarly larger multi-well platforms. The tandem synthesis of siNA as 
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described herein can also be readily adapted to large scale synthesis platforms employing 
batch reactors, synthesis columns and the like. 

A siNA molecule can also be assembled from two distinct nucleic acid strands or 
fragments wherein one fragment includes the sense region and the second fragment 
5 includes the antisense region of the RNA molecule. 

The nucleic acid molecules of the present invention can be modified extensively to 
enhance stability by modification with nuclease resistant groups, for example, 2'-amino, 
2 f -C-allyl, 2 ! -fluoro, 2 , -0-methyl, 2'-H (for a review see Usman and Cedergren, 1992, 
TIBS 17, 34; Usman et aL, 1994, Nucleic Acids Symp. Sen 31, 163). siNA constructs can 
10 be purified by gel electrophoresis using general methods or can be purified by high 
pressure liquid chromatography (HPLC; see Wincott et al, supra, the totality of which is 
hereby incorporated herein by reference) and re-suspended in water. 

In another aspect of the invention, siNA molecules of the invention are expressed 
from transcription units inserted into DNA or RNA vectors. The recombinant vectors can 
15 be DNA plasmids or viral vectors. siNA expressing viral vectors can be constructed based 
on, but not limited to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. The 
recombinant vectors capable of expressing the siNA molecules can be delivered as 
described herein, and persist in target cells. Alternatively, viral vectors can be used that 
provide for transient expression of siNA molecules. 

20 Optimizing Activity of the nucleic acid molecule of the invention. 

Chemically synthesizing nucleic acid molecules with modifications (base, sugar 
and/or phosphate) can prevent their degradation by serum ribonucleases, which can 
increase their potency (see e.g., Eckstein et al, International Publication No. WO 
92/07065; Perrault et al, 1990 Nature 344, 565; Pieken et al, 1991, Science 253, 314; 

25 Usman and Cedergren, 1992, Trends in Biochem. Sci. 17, 334; Usman et al, International 
Publication No. WO 93/15187; and Rossi et al, International Publication No. WO 
91/03162; Sproat, U.S. Pat. No. 5,334,711; Gold et al, U.S. Pat. No. 6,300,074; and 
Burgin et al, supra; all of which are incorporated by reference herein). All of the above 
references describe various chemical modifications that can be made to the base, 

30 phosphate and/or sugar moieties of the nucleic acid molecules described herein. 
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Modifications that enhance their efficacy in cells, and removal of bases from nucleic acid 
molecules to shorten oligonucleotide synthesis times and reduce chemical requirements 
are desired. 

There are several examples in the art describing sugar, base and phosphate 
5 modifications that can be introduced into nucleic acid molecules with significant 
enhancement in their nuclease stability and efficacy. For example, oligonucleotides are 
modified to enhance stability and/or enhance biological activity by modification with 
nuclease resistant groups, for example, 2 ! -amino, 2 ! -C-allyl, 2'-fluoro, 2-0-methyl, 2 f -0- 
allyl, 2-H, nucleotide base modifications (for a review see Usman and Cedergren, 1992, 

10 TIBS. 17, 34; Usman et al, 1994, Nucleic Acids Symp. Ser, 31, 163; Burgin et al, 1996, 
Biochemistry, 35, 14090). Sugar modification of nucleic acid molecules have been 
extensively described in the art (see Eckstein et al, International Publication PCT No. 
WO 92/07065; Perrault et al Nature, 1990, 344, 565-568; Pieken et al Science, 1991, 
253, 314-317; Usman and Cedergren, Trends in Biochem. Set , 1992, 17, 334-339; 

15 Usman et al International Publication PCT No. WO 93/15187; Sproat, U.S. Pat. No. 
5,334,711 and Beigelman et al, 1995, J. Biol Chem., 270, 25702; Beigelman et al, 
International PCT publication No. WO 97/26270; Beigelman et al, U.S. Pat. No. 
5,716,824; Usman et al, U.S. Pat. No. 5,627,053; Woolf et al, International PCT 
Publication No. WO 98/13526; Thompson et al, USSN 60/082,404 which was filed on 

20 April 20, 1998; Karpeisky et al, 1998, Tetrahedron Lett, 39, 1131; Earnshaw and Gait, 
1998, Biopolymers (Nucleic Acid Sciences), 48, 39-55; Verma and Eckstein, 1998, Annu. 
Rev. Biochem., 67, 99-134; and Burlina et al, 1997, Bioorg. Med. Chem., 5, 1999-2010; 
all of the references are hereby incorporated in their totality by reference herein). Such 
publications describe general methods and strategies to determine the location of 

25 incorporation of sugar, base and/or phosphate modifications and the like into nucleic acid 
molecules without modulating catalysis, and are incorporated by reference herein. In 
view of such teachings, similar modifications can be used as described herein to modify 
the siNA nucleic acid molecules of the instant invention so long as the ability of siNA to 
promote RNAi is cells is not significantly inhibited. 

30 While chemical modification of oligonucleotide intemucleotide linkages with 

phosphorothioate, phosphorodithioate, and/or 5-methylphosphonate linkages improves 
stability, excessive modifications can cause some toxicity or decreased activity. 
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Therefore, when designing nucleic acid molecules, the amount of these internucleotide 
linkages should be minimized. The reduction in the concentration of these linkages 
should lower toxicity, resulting in increased efficacy and higher specificity of these 
molecules. 

5 Short interfering nucleic acid (siNA) molecules having chemical modifications that 

maintain or enhance activity are provided. Such a nucleic acid is also generally more 
resistant to nucleases than an unmodified nucleic acid. Accordingly, the in vitro and/or in 
vivo activity should not be significantly lowered. In cases in which modulation is the 
goal, therapeutic nucleic acid molecules delivered exogenously should optimally be stable 

10 within cells until translation of the target RNA has been modulated long enough to reduce 
the levels of the undesirable protein. This period of time varies between hours to days 
depending upon the disease state. Improvements in the chemical synthesis of RNA and 
DNA (Wincott et al, 1995, Nucleic Acids Res. 23, 2677; Caruthers et al, 1992, Methods 
in Enzymology 21 1,3-19 (incorporated by reference herein)) have expanded the ability to 

15 modify nucleic acid molecules by introducing nucleotide modifications to enhance their 
nuclease stability, as described above. 

In one embodiment, nucleic acid molecules of the invention include one or more 
{e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) G-clamp nucleotides. A G-clamp 
nucleotide is a modified cytosine analog wherein the modifications confer the ability to 
20 hydrogen bond both Watson-Crick and Hoogsteen faces of a complementary guanine 
within a duplex, see for example Lin and Matteucci, 1998, J. Am. Chem. Soc, 120, 8531- 
8532. A single G-clamp analog substitution within an oligonucleotide can result in 
substantially enhanced helical thermal stability and mismatch discrimination when 
hybridized to complementary oligonucleotides. The inclusion of such nucleotides in 
25 nucleic acid molecules of the invention results in both enhanced affinity and specificity to 
nucleic acid targets, complementary sequences, or template strands. In another 
embodiment, nucleic acid molecules of the invention include one or more {e.g., about 1, 
2, 3, 4, 5, 6, 7, 8, 9, 10, or more) LNA "locked nucleic acid" nucleotides such as a 2', 4'-C 
methylene bicyclo nucleotide (see for example Wengel et al, International PCT 
30 Publication No. WO 00/66604 and WO 99/14226). 
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In another embodiment, the invention features conjugates and/or complexes of 
siNA molecules of the invention. Such conjugates and/or complexes can be used to 
facilitate delivery of siNA molecules into a biological system, such as a cell. The 
conjugates and complexes provided by the instant invention can impart therapeutic 
5 activity by transferring therapeutic compounds across cellular membranes, altering the 
pharmacokinetics, and/or modulating the localization of nucleic acid molecules of the 
invention. The present invention encompasses the design and synthesis of novel 
conjugates and complexes for the delivery of molecules, including, but not limited to, 
small molecules, lipids, phospholipids, nucleosides, nucleotides, nucleic acids, antibodies, 

10 toxins, negatively charged polymers and other polymers, for example proteins, peptides, 
hormones, carbohydrates, polyethylene glycols, or polyamines, across cellular 
membranes. In general, the transporters described are designed to be used either 
individually or as part of a multi-component system, with or without degradable linkers. 
These compounds are expected to improve delivery and/or localization of nucleic acid 

15 molecules of the invention into a number of cell types originating from different tissues, 
in the presence or absence of serum (see Sullenger and Cech, U.S. Pat. No. 5,854,038). 
Conjugates of the molecules described herein can be attached to biologically active 
molecules via linkers that are biodegradable, such as biodegradable nucleic acid linker 
molecules. 

20 The term "biodegradable linker" as used herein, refers to a nucleic acid or non- 

nucleic acid linker molecule that is designed as a biodegradable linker to connect one 
molecule to another molecule, for example, a biologically active molecule to a siNA 
molecule of the invention or the sense and antisense strands of a siNA molecule of the 
invention. The biodegradable linker is designed such that its stability can be modulated 

25 for a particular purpose, such as delivery to a particular tissue or cell type. The stability 
of a nucleic acid-based biodegradable linker molecule can be modulated by using various 
chemistries, for example combinations of ribonucleotides, deoxyribonucleotides, and 
chemically-modified nucleotides, such as 2'-0-methyl, 2'-fluoro, 2'-amino, 2'-0-amino, 
2'-C-allyl, 2'-0-allyl, and other 2 , -modified or base modified nucleotides. The 

30 biodegradable nucleic acid linker molecule can be a dimer, trimer, tetramer or longer 
nucleic acid molecule, for example, an oligonucleotide of about 2, 3, 4, 5, 6, 7, 8, 9, 10, 
11, 12, 13, 14, 15, 16, 17, 18, 19, or 20 nucleotides in length, or can comprise a single 
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nucleotide with a phosphorus-based linkage, for example, a phosphoramidate or 
phosphodiester linkage. The biodegradable nucleic acid linker molecule can also 
comprise nucleic acid backbone, nucleic acid sugar, or nucleic acid base modifications. 

The term "biodegradable" as used herein, refers to degradation in a biological 
5 system, for example enzymatic degradation or chemical degradation. 

The term tf biologically active molecule" as used herein, refers to compounds or 
molecules that are capable of eliciting or modifying a biological response in a system. 
Non-limiting examples of biologically active siNA molecules either alone or in 
combination with other molecules contemplated by the instant invention include 

10 therapeutically active molecules such as antibodies, hormones, antivirals, peptides, 
proteins, chemotherapeutics, small molecules, vitamins, co-factors, nucleosides, 
nucleotides, oligonucleotides, enzymatic nucleic acids, antisense nucleic acids, triplex 
forming oligonucleotides, 2,5-A chimeras, siNA, dsRNA, allozymes, aptamers, decoys 
and analogs thereof. Biologically active molecules of the invention also include 

15 molecules capable of modulating the pharmacokinetics and/or pharmacodynamics of 
other biologically active molecules, for example, lipids and polymers such as polyamines, 
polyamides, polyethylene glycol and other polyethers. 

The term "phospholipid" as used herein, refers to a hydrophobic molecule 
comprising at least one phosphorus group. For example, a phospholipid can comprise a 
20 phosphorus-containing group and saturated or unsaturated alkyl group, optionally 
substituted with OH, COOH, oxo, amine, or substituted or unsubstituted aryl groups. 

Therapeutic nucleic acid molecules (e.g., siNA molecules) delivered exogenously 
optimally are stable within cells until reverse transcription of the RNA has been 
modulated long enough to reduce the levels of the RNA transcript. The nucleic acid 
25 molecules are resistant to nucleases in order to function as effective intracellular 
therapeutic agents. Improvements in the chemical synthesis of nucleic acid molecules 
described in the instant invention and in the art have expanded the ability to modify 
nucleic acid molecules by introducing nucleotide modifications to enhance their nuclease 
stability as described above. 
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In yet another embodiment, siNA molecules having chemical modifications that 
maintain or enhance enzymatic activity of proteins involved in RNAi are provided. Such 
nucleic acids are also generally more resistant to nucleases than unmodified nucleic acids. 
Thus, in vitro and/or in vivo the activity should not be significantly lowered. 

5 Use of the nucleic acid-based molecules of the invention will lead to better 

treatment of the disease progression by affording the possibility of combination therapies 
(e.g., multiple siNA molecules targeted to different genes; nucleic acid molecules coupled 
with known small molecule modulators; or intermittent treatment with combinations of 
molecules, including different motifs and/or other chemical or biological molecules). The 
10 treatment of subjects with siNA molecules can also include combinations of different 
types of nucleic acid molecules, such as enzymatic nucleic acid molecules (ribozymes), 
allozymes, antisense, 2,5-A oligoadenylate, decoys, and aptamers. 

In another aspect a siNA molecule of the invention comprises one or more 5' and/or 
a 3'- cap structure, for example on only the sense siNA strand, the antisense siNA strand, 
15 or both siNA strands. 

By "cap structure" is meant chemical modifications, which have been incorporated 
at either terminus of the oligonucleotide (see, for example, Adamic et al, U.S. Pat. No. 
5,998,203, incorporated by reference herein). These terminal modifications protect the 
nucleic acid molecule from exonuclease degradation, and may help in delivery and/or 

20 localization within a cell. The cap may be present at the 5'-teiminus (5'-cap) or at the 3'- 
terminal (3 -cap) or may be present on both termini. In non-limiting examples, the 5 f -cap 
is selected from the group consisting of glyceryl, inverted deoxy abasic residue (moiety); 
4',5-methylene nucleotide; l-(beta-D-eiythrofuranosyl) nucleotide, 4'-thio nucleotide; 
carbocyclic nucleotide; 1,5-anhydrohexitol nucleotide; L-nucleotides; alpha-nucleotides; 

25 modified base nucleotide; phosphorodithioate linkage; //zreo-pentofuranosyl nucleotide; 
acyclic 3',4'-seco nucleotide; acyclic 3,4-dihydroxybutyl nucleotide; acyclic 3,5- 
dihydroxypentyl nucleotide, S'^-inverted nucleotide moiety; 3 ! -3 ! -inverted abasic 
moiety; 3'-2 f -inverted nucleotide moiety; 3'-2 f -inverted abasic moiety; 1,4-butanediol 
phosphate; 3'-phosphoramidate; hexylphosphate; aminohexyl phosphate; 3-phosphate; 3 1 - 

30 phosphorothioate; phosphorodithioate; or bridging or non-bridging methylphosphonate 
moiety. 
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In non-limiting examples, the 3 '-cap is selected from the group consisting of 
glyceryl, inverted deoxy abasic residue (moiety), 4 f ,5 -methylene nucleotide; l-(beta-D- 
erythrofuranosyl) nucleotide; 4-thio nucleotide, carbocyclic nucleotide; 5'-amino-alkyl 
phosphate; l,3-diamino-2-propyl phosphate; 3-aminopropyl phosphate; 6-aminohexyl 
5 phosphate; 1,2-aminododecyl phosphate; hydroxypropyl phosphate; 1,5-anhydrohexitol 
nucleotide; L-nucleotide; alpha-nucleotide; modified base nucleotide; phosphorodithioate; 
/Areo-pentofuranosyl nucleotide; acyclic 3',4-seco nucleotide; 3,4-dihydroxybutyl 
nucleotide; 3,5-dihydroxypentyl nucleotide, 5-5 -inverted nucleotide moiety; 5'-5'- 
inverted abasic moiety; 5-phosphoramidate; 5'-phosphorothioate; 1,4-butanediol 
10 phosphate; 5 f ~amino; bridging and/or non-bridging 5-phosphoramidate, phosphorothioate 
and/or phosphorodithioate, bridging or non bridging methylphosphonate and 5-mercapto 
moieties (for more details see Beaucage and Iyer, 1993, Tetrahedron 49, 1925; 
incorporated by reference herein). 

By the term "non-nucleotide" is meant any group or compound which can be 
15 incorporated into a nucleic acid chain in the place of one or more nucleotide units, 
including either sugar and/or phosphate substitutions, and allows the remaining bases to 
exhibit their enzymatic activity. The group or compound is abasic in that it does not 
contain a commonly recognized nucleotide base, such as adenosine, guanine, cytosine, 
uracil or thymine and therefore lacks a base at the 1 '-position. 

20 An "alkyl" group refers to a saturated aliphatic hydrocarbon, including straight- 

chain, branched-chain, and cyclic alkyl groups. Preferably, the alkyl group has 1 to 12 
carbons. More preferably, it is a lower alkyl of from 1 to 7 carbons, more preferably 1 to 
4 carbons. The alkyl group can be substituted or unsubstituted. When substituted the 
substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, NO2 or N(CH3)2, 

25 amino, or SH. The term also includes alkenyl groups that are unsaturated hydrocarbon 
groups containing at least one carbon-carbon double bond, including straight-chain, 
branched-chain, and cyclic groups. Preferably, the alkenyl group has 1 to 12 carbons. 
More preferably, it is a lower alkenyl of from 1 to 7 carbons, more preferably 1 to 4 
carbons. The alkenyl group may be substituted or unsubstituted. When substituted the 

30 substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, NO2, halogen, 
N(CH3)2, amino, or SH. The term "alkyl" also includes alkynyl groups that have an 
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unsaturated hydrocarbon group containing at least one carbon-carbon triple bond, 
including straight-chain, branched-chain, and cyclic groups. Preferably, the alkynyl 
group has 1 to 12 carbons. More preferably, it is a lower alkynyl of from 1 to 7 carbons, 
more preferably 1 to 4 carbons. The alkynyl group may be substituted or unsubstituted. 
5 When substituted the substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, 
N02 or N(CH3)2, amino or SH. 

Such alkyl groups can also include aryl, alkylaryl, carbocyclic aryl, heterocyclic 
aryl, amide and ester groups. An "aryl" group refers to an aromatic group that has at least 
one ring having a conjugated pi electron system and includes carbocyclic aryl, 

10 heterocyclic aryl and biaryl groups, all of which may be optionally substituted. The 
preferred substituent(s) of aryl groups are halogen, trihalomethyl, hydroxyl, SH, OH, 
cyano, alkoxy, alkyl, alkenyl, alkynyl, and amino groups. An "alkylaryl" group refers to 
an alkyl group (as described above) covalently joined to an aryl group (as described 
above). Carbocyclic aryl groups are groups wherein the ring atoms on the aromatic ring 

15 are all carbon atoms. The carbon atoms are optionally substituted. Heterocyclic aryl 
groups are groups having from 1 to 3 heteroatoms as ring atoms in the aromatic ring and 
the remainder of the ring atoms are carbon atoms. Suitable heteroatoms include oxygen, 
sulfur, and nitrogen, and include furanyl, thienyl, pyridyl, pyrrolyl, N-lower alkyl pyrrolo, 
pyrimidyl, pyrazinyl, imidazolyl and the like, all optionally substituted. An "amide" 

20 refers to an -C(0)-NH-R, where R is either alkyl, aryl, alkylaryl or hydrogen. An "ester" 
refers to an -C(0)-OR ? , where R is either alkyl, aryl, alkylaryl or hydrogen. 

By "nucleotide" as used herein is as recognized in the art to include natural bases 
(standard), and modified bases well known in the art. Such bases are generally located at 
the T position of a nucleotide sugar moiety. Nucleotides generally comprise a base, sugar 

25 and a phosphate group. The nucleotides can be unmodified or modified at the sugar, 
phosphate and/or base moiety, (also referred to interchangeably as nucleotide analogs, 
modified nucleotides, non-natural nucleotides, non-standard nucleotides and other; see, 
for example, Usman and McSwiggen, supra; Eckstein et al, International PCT 
Publication No. WO 92/07065; Usman et al, International PCT Publication No. WO 

30 93/15187; Uhlman & Peyman, supra, all are hereby incorporated by reference herein). 
There are several examples of modified nucleic acid bases known in the art as 
summarized by Limbach et al, 1994, Nucleic Acids Res. 22, 2183. Some of the non- 
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limiting examples of base modifications that can be introduced into nucleic acid 
molecules include, inosine, purine, pyridin-4-one, pyridin-2-one, phenyl, pseudouracil, 2, 
4, 6-trimethoxy benzene, 3-methyl uracil, dihydrouridine, naphthyl, aminophenyl, 
5-alkylcytidines (e.g., 5-methylcytidine), 5-alkyluridines (e.g., ribothymidine), 
5 5-halouridine (e.g., 5-bromouridine) or 6-azapyrimidines or 6-alkylpyrimidines (e.g. 6- 
methyluridine), propyne, and others (Burgin et al, 1996, Biochemistry, 35, 14090; 
Uhlman & Peyman, supra). By "modified bases" in this aspect is meant nucleotide bases 
other than adenine, guanine, cytosine and uracil at l 1 position or their equivalents. 

In one embodiment, the invention features modified siNA molecules, with 
10 phosphate backbone modifications comprising one or more phosphorothioate, 
phosphorodithioate, methylphosphonate, phosphotriester, morpholino, amidate 
carbamate, carboxymethyl, acetamidate, polyamide, sulfonate, sulfonamide, sulfamate, 
formacetal, thioformacetal, and/or alkylsilyl, substitutions. For a review of 
oligonucleotide backbone modifications, see Hunziker and Leumann, 1995, Nucleic Acid 
15 Analogues: Synthesis and Properties, in Modern Synthetic Methods, VCH, 331-417, and 
Mesmaeker et al, 1994, Novel Backbone Replacements for Oligonucleotides, in 
Carbohydrate Modifications in Antisense Research, ACS, 24-39. 

By "abasic" is meant sugar moieties lacking a base or having other chemical groups 
in place of a base at the 1' position, see for example Adamic et al, U.S. Pat. No. 
20 5,998,203. 

By "unmodified nucleoside" is meant one of the bases adenine, cytosine, guanine, 
thymine, or uracil joined to the 1' carbon of P-D-ribo-furanose. 

By "modified nucleoside" is meant any nucleotide base which contains a 
modification in the chemical structure of an unmodified nucleotide base, sugar and/or 
25 phosphate. Non-limiting examples of modified nucleotides are shown by Formulae I- VII 
and/or other modifications described herein. 

In connection with 2-modified nucleotides as described for the present invention, 
by "amino" is meant 2'-NH 2 or 2'-<9- NH 2 , which can be modified or unmodified. Such 
modified groups are described, for example, in Eckstein et al, U.S. Pat. No. 5,672,695 
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and Matulic-Adamic et al, U.S. Pat. No. 6,248,878, which are both incorporated by 
reference in their entireties. 

Various modifications to nucleic acid siNA structure can be made to enhance the 
utility of these molecules. Such modifications will enhance shelf-life, half-life in vitro, 
5 stability, and ease of introduction of such oligonucleotides to the target site, e.g., to 
enhance penetration of cellular membranes, and confer the ability to recognize and bind 
to targeted cells. 

Administration of Nucleic Acid Molecules 

A siNA molecule of the invention can be adapted for use to treat any disease, 

10 infection or condition associated with gene expression, and other indications that can 
respond to the level of gene product in a cell or tissue, alone or in combination with other 
therapies. For example, a siNA molecule can comprise a delivery vehicle, including 
liposomes, for administration to a subject, carriers and diluents and their salts, and/or can 
be present in pharmaceutical^ acceptable formulations. Methods for the delivery of 

15 nucleic acid molecules are described in Akhtar et al, 1992, Trends Cell Bio., 2, 139; 
Delivery Strategies for Antisense Oligonucleotide Therapeutics, ed. Akhtar, 1995, Maurer 
et al, 1999, Mol Afembr. Biol, 16, 129-140; Hofland and Huang, 1999, Handb. Exp. 
Pharmacol, 137, 165-192; and Lee et al, 2000, ACS Symp. Ser., 752, 184-192, all of 
which are incorporated herein by reference. Beigelman et al, U.S. Pat. No. 6,395,713 

20 and Sullivan et al, PCT WO 94/02595 further describe the general methods for delivery 
of nucleic acid molecules. These protocols can be utilized for the delivery of virtually 
any nucleic acid molecule. Nucleic acid molecules can be administered to cells by a 
variety of methods known to those of skill in the art, including, but not restricted to, 
encapsulation in liposomes, by iontophoresis, or by incorporation into other vehicles, 

25 such as hydrogels, cyclodextrins (see for example Gonzalez et al, 1999, Bioconjugate 
Chem., 10, 1068-1074), biodegradable nanocapsules, and bioadhesive microspheres, or 
by proteinaceous vectors (O'Hare and Normand, International PCT Publication No. WO 
00/53722). Alternatively, the nucleic acid/vehicle combination is locally delivered by 
direct injection or by use of an infusion pump. Direct injection of the nucleic acid 

30 molecules of the invention, whether subcutaneous, intramuscular, or intradermal, can take 
place using standard needle and syringe methodologies, or by needle-free technologies 
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such as those described in Conry et al, 1999, Clin. Cancer Res., 5, 2330-2337 and Barry 
et al, International PCT Publication No. WO 99/31262. Many examples in the art 
describe CNS delivery methods of oligonucleotides by osmotic pump, (see Chun et al, 
1998, Neuroscience Letters, 257, 135-138, D'Aldin et al, 1998, Mol Brain Research, 55, 
5 151-164, Dryden et al, 1998, J. Endocrinol, 157, 169-175, Ghirnikar et al, 1998, 
Neuroscience Letters, 247, 21-24) or direct infusion (Broaddus et al, 1997, Neurosurg. 
Focus, 3, article 4). Other routes of delivery include, but are not limited to oral (tablet or 
pill form) and/or intrathecal delivery (Gold, 1997, Neuroscience, 76, 1153-1158). More 
detailed descriptions of nucleic acid delivery and administration are provided in Sullivan 
10 et al, supra, Draper et al 9 PCT W093/23569, Beigelman et al, PCT WO99/05094, and 
Klimuk et al, PCT WO99/04819 all of which have been incorporated by reference 
herein. The molecules of the instant invention can be used as pharmaceutical agents. 
Pharmaceutical agents prevent, modulate the occurrence, or treat (alleviate a symptom to 
some extent, preferably all of the symptoms) of a disease state in a subject 

15 In addition, the invention features the use of methods to deliver the nucleic acid 

molecules of the instant invention to hematopoietic cells, including monocytes and 
lymphocytes. These methods are described in detail by Hartmann et al, 1998, J. 
Phamacol Exp. Ther., 285(2), 920-928; Kronenwett et al, 1998, Blood, 91(3), 852-862; 
Filion and Phillips, 1997, Biochim. Biophys. Acta., 1329(2), 345-356; Ma and Wei, 1996, 

20 Leuk Res., 20(11/12), 925-930; and Bongartz et al, 1994, Nucleic Acids Research, 
22(22), 4681-8. Such methods, as described above, include the use of free 
oligonucleitide, cationic lipid formulations, liposome formulations including pH sensitive 
liposomes and immunoliposomes, and bioconjugates including oligonucleotides 
conjugated to fusogenic peptides, for the transfection of hematopoietic cells with 

25 oligonucleotides. 

Thus, the invention features a pharmaceutical composition comprising one or more 
nucleic acid(s) of the invention in an acceptable carrier, such as a stabilizer, buffer, and 
the like. The polynucleotides of the invention can be administered (e.g., RNA, DNA or 
protein) and introduced into a subject by any standard means, with or without stabilizers, 
30 buffers, and the like, to form a pharmaceutical composition. When it is desired to use a 
liposome delivery mechanism, standard protocols for formation of liposomes can be 
followed. The compositions of the present invention can also be formulated and used as 
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tablets, capsules or elixirs for oral administration, suppositories for rectal administration, 
sterile solutions, suspensions for injectable administration, and the other compositions 
known in the art. 

The present invention also includes pharmaceutically acceptable formulations of the 
5 compounds described. These formulations include salts of the above compounds, e.g., 
acid addition salts, for example, salts of hydrochloric, hydrobromic, acetic acid, and 
benzene sulfonic acid. 

A pharmacological composition or formulation refers to a composition or 
formulation in a form suitable for administration, e.g., systemic administration, into a cell 

10 or subject, including for example a human. Suitable forms, in part, depend upon the use 
or the route of entry, for example oral, transdermal, or by injection. Such forms should 
not prevent the composition or formulation from reaching a target cell (i.e., a cell to 
which the negatively charged nucleic acid is desirable for delivery). For example, 
pharmacological compositions injected into the blood stream should be soluble. Other 

15 factors are known in the art, and include considerations such as toxicity and forms that 
prevent the composition or formulation from exerting its effect. 

By "systemic administration" is meant in vivo systemic absorption or accumulation 
of drugs in the blood stream followed by distribution throughout the entire body. 
Administration routes that lead to systemic absorption include, without limitation: 

20 intravenous, subcutaneous, intraperitoneal, inhalation, oral, intrapulmonary and 
intramuscular. Each of these administration routes exposes the siNA molecules of the 
invention to an accessible diseased tissue. The rate of entry of a drug into the circulation 
has been shown to be a function of molecular weight or size. The use of a liposome or 
other drug carrier comprising the compounds of the instant invention can potentially 

25 localize the drug, for example, in certain tissue types, such as the tissues of the reticular 
endothelial system (RES). A liposome formulation that can facilitate the association of 
drug with the surface of cells, such as, lymphocytes and macrophages is also useful. This 
approach can provide enhanced delivery of the drug to target cells by taking advantage of 
the specificity of macrophage and lymphocyte immune recognition of abnormal cells, 

30 such as cells producing excess MDR. 
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By "pharmaceutical^ acceptable formulation" is meant, a composition or 
formulation that allows for the effective distribution of the nucleic acid molecules of the 
instant invention in the physical location most suitable for their desired activity. Non- 
limiting examples of agents suitable for formulation with the nucleic acid molecules of 
5 the instant invention include: P-glycoprotein inhibitors (such as Pluronic P85) 5 which can 
enhance entry of drugs into the CNS (Jolliet-Riant and Tillement, 1999, Fundam. Clin. 
Pharmacol, 13, 16-26); biodegradable polymers, such as poly (DL-lactide-coglycolide) 
microspheres for sustained release delivery after intracerebral implantation (Emerich, DF 
et al, 1999, Cell Transplant, 8, 47-58) (Alkermes, Inc. Cambridge, MA); and loaded 

10 nanoparticles, such as those made of polybutylcyanoacrylate, which can deliver drugs 
across the blood brain barrier and can alter neuronal uptake mechanisms (Prog 
Neuropsychopharmacol Biol Psychiatry, 23, 941-949, 1999). Other non-limiting 
examples of delivery strategies for the nucleic acid molecules of the instant invention 
include material described in Boado et al, 1998, J. Pharm. ScL, 87, 1308-1315; Tyler et 

15 al t 1999, FEBS Lett., 421, 280-284; Pardridge et al, 1995, PNAS USA., 92, 5592-5596; 
Boado, 1995, Adv. Drug Delivery Rev., 15, 73-107; Aldrian-Herrada et al, 1998, Nucleic 
Acids Res., 26, 4910-4916; and Tyler et al, 1999, PNAS USA., 96, 7053-7058. 

The invention also features the use of the composition comprising surface-modified 
liposomes containing poly (ethylene glycol) lipids (PEG-modified, or long-circulating 

20 liposomes or stealth liposomes). These formulations offer a method for increasing the 
accumulation of drugs in target tissues. This class of drug carriers resists opsonization 
and elimination by the mononuclear phagocytic system (MPS or RES), thereby enabling 
longer blood circulation times and enhanced tissue exposure for the encapsulated drug 
(Lasic et al Chem. Rev. 1995, 95, 2601-2627; Ishiwata et al, Chem. Phami. Bull 1995, 

25 43, 1005-1011). Such liposomes have been shown to accumulate selectively in tumors, 
presumably by extravasation and capture in the neovascularized target tissues (Lasic et 
al, Science 1995, 267, 1275-1276; Oku et al, 1995, Biochim. Biophys. Acta, 1238, 86- 
90). The long-circulating liposomes enhance the pharmacokinetics and 
pharmacodynamics of DNA and RNA, particularly compared to conventional cationic 

30 liposomes which are known to accumulate in tissues of the MPS (Liu et al, J. Biol 
Chem. 1995, 42, 24864-24870; Choi et al, International PCT Publication No. WO 
96/10391; Ansell et al, International PCT Publication No. WO 96/10390; Holland et al, 
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International PCT Publication No. WO 96/10392). Long-circulating liposomes are also 
likely to protect drugs from nuclease degradation to a greater extent compared to cationic 
liposomes, based on their ability to avoid accumulation in metabolically aggressive MPS 
tissues such as the liver and spleen. 

5 The present invention also includes compositions prepared for storage or 

administration that include a pharmaceutically effective amount of the desired compounds 
in a pharmaceutically acceptable carrier or diluent. Acceptable carriers or diluents for 
therapeutic use are well known in the pharmaceutical art, and are described, for example, 
in Remington's Pharmaceutical Sciences, Mack Publishing Co. (A.R. Gennaro edit. 
10 1985), hereby incorporated by reference herein. For example, preservatives, stabilizers, 
dyes and flavoring agents can be provided. These include sodium benzoate, sorbic acid 
and esters of /?-hydroxybenzoic acid. In addition, antioxidants and suspending agents can 
be used. 

A pharmaceutically effective dose is that dose required to prevent, inhibit the 
15 occurrence, or treat (alleviate a symptom to some extent, preferably all of the symptoms) 
of a disease state. The pharmaceutically effective dose depends on the type of disease, 
the composition used, the route of administration, the type of mammal being treated, the 
physical characteristics of the specific mammal under consideration, concurrent 
medication, and other factors that those skilled in the medical arts will recognize. 
20 Generally, an amount between 0.1 mg/kg and 100 mg/kg body weight/day of active 
ingredients is administered dependent upon potency of the negatively charged polymer. 

The nucleic acid molecules of the invention and formulations thereof can be 
administered orally, topically, parenterally, by inhalation or spray, or rectally in dosage 
unit formulations containing conventional non-toxic pharmaceutically acceptable carriers, 

25 adjuvants and/or vehicles. The term parenteral as used herein includes percutaneous, 
subcutaneous, intravascular (e.g., intravenous), intramuscular, or intrathecal injection or 
infusion techniques and the like. In addition, there is provided a pharmaceutical 
formulation comprising a nucleic acid molecule of the invention and a pharmaceutically 
acceptable carrier. One or more nucleic acid molecules of the invention can be present in 

30 association with one or more non-toxic pharmaceutically acceptable carriers and/or 
diluents and/or adjuvants, and if desired other active ingredients. The pharmaceutical 
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compositions containing nucleic acid molecules of the invention can be in a form suitable 
for oral use, for example, as tablets, troches, lozenges, aqueous or oily suspensions, 
dispersible powders or granules, emulsion, hard or soft capsules, or syrups or elixirs. 

Compositions intended for oral use can be prepared according to any method 
5 known to the art for the manufacture of pharmaceutical compositions and such 
compositions can contain one or more such sweetening agents, flavoring agents, coloring 
agents or preservative agents in order to provide pharmaceutically elegant and palatable 
preparations. Tablets contain the active ingredient in admixture with non-toxic 
pharmaceutical^ acceptable excipients that are suitable for the manufacture of tablets. 

10 These excipients can be, for example, inert diluents; such as calcium carbonate, sodium 
carbonate, lactose, calcium phosphate or sodium phosphate; granulating and 
disintegrating agents, for example, corn starch, or alginic acid; binding agents, for 
example starch, gelatin or acacia; and lubricating agents, for example magnesium 
stearate, stearic acid or talc. The tablets can be uncoated or they can be coated by known 

15 techniques. In some cases such coatings can be prepared by known techniques to delay 
disintegration and absorption in the gastrointestinal tract and thereby provide a sustained 
action over a longer period. For example, a time delay material such as glyceryl 
monosterate or glyceryl distearate can be employed. 

Formulations for oral use can also be presented as hard gelatin capsules wherein the 
20 active ingredient is mixed with an inert solid diluent, for example, calcium carbonate, 
calcium phosphate or kaolin, or as soft gelatin capsules wherein the active ingredient is 
mixed with water or an oil medium, for example peanut oil, liquid paraffin or olive oil. 

Aqueous suspensions contain the active materials in a mixture with excipients 
suitable for the manufacture of aqueous suspensions. Such excipients are suspending 

25 agents, for example sodium carboxymethylcellulose, methylcellulose, hydropropyl- 
methylcellulose, sodium alginate, polyvinylpyrrolidone, gum tragacanth and gum acacia; 
dispersing or wetting agents can be a naturally-occurring phosphatide, for example, 
lecithin, or condensation products of an alkylene oxide with fatty acids, for example 
polyoxyethylene stearate, or condensation products of ethylene oxide with long chain 

30 aliphatic alcohols, for example heptadecaethyleneoxycetanol, or condensation products of 
ethylene oxide with partial esters derived from fatty acids and a hexitol such as 
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polyoxyethylene sorbitol monooleate, or condensation products of ethylene oxide with 
partial esters derived from fatty acids and hexitol anhydrides, for example polyethylene 
sorbitan monooleate. The aqueous suspensions can also contain one or more 
preservatives, for example ethyl, or n-propyl p-hydroxybenzoate, one or more coloring 
5 agents, one or more flavoring agents, and one or more sweetening agents, such as sucrose 
or saccharin. 

Oily suspensions can be formulated by suspending the active ingredients in a 
vegetable oil, for example arachis oil, olive oil, sesame oil or coconut oil, or in a mineral 
oil such as liquid paraffin. The oily suspensions can contain a thickening agent, for 
10 example beeswax, hard paraffin or cetyl alcohol. Sweetening agents and flavoring agents 
can be added to provide palatable oral preparations. These compositions can be preserved 
by the addition of an anti-oxidant such as ascorbic acid 

Dispersible powders and granules suitable for preparation of an aqueous suspension 
by the addition of water provide the active ingredient in admixture with a dispersing or 
15 wetting agent, suspending agent and one or more preservatives. Suitable dispersing or 
wetting agents or suspending agents are exemplified by those already mentioned above. 
Additional excipients, for example sweetening, flavoring and coloring agents, can also be 
present. 

Pharmaceutical compositions of the invention can also be in the form of oil-in- 
20 water emulsions. The oily phase can be a vegetable oil or a mineral oil or mixtures of 
these. Suitable emulsifying agents can be naturally-occurring gums, for example gum 
acacia or gum tragacanth, naturally-occurring phosphatides, for example soy bean, 
lecithin, and esters or partial esters derived from fatty acids and hexitol, anhydrides, for 
example sorbitan monooleate, and condensation products of the said partial esters with 
25 ethylene oxide, for example polyoxyethylene sorbitan monooleate. The emulsions can 
also contain sweetening and flavoring agents. 

Syrups and elixirs can be formulated with sweetening agents, for example glycerol, 
propylene glycol, sorbitol, glucose or sucrose. Such formulations can also contain a 
demulcent, a preservative and flavoring and coloring agents. The pharmaceutical 
30 compositions can be in the form of a sterile injectable aqueous or oleaginous suspension. 
This suspension can be formulated according to the known art using those suitable 
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dispersing or wetting agents and suspending agents that have been mentioned above. The 
sterile injectable preparation can also be a sterile injectable solution or suspension in a 
non-toxic parentally acceptable diluent or solvent, for example as a solution in 1,3- 
butanediol. Among the acceptable vehicles and solvents that can be employed are water, 
5 Ringer's solution and isotonic sodium chloride solution. In addition, sterile, fixed oils are 
conventionally employed as a solvent or suspending medium. For this purpose, any bland 
fixed oil can be employed including synthetic mono-or diglycerides. In addition, fatty 
acids such as oleic acid find use in the preparation of injectables. 

The nucleic acid molecules of the invention can also be administered in the form of 
10 suppositories, e.g., for rectal administration of the drug. These compositions can be 
prepared by mixing the drug with a suitable non-irritating excipient that is solid at 
ordinary temperatures but liquid at the rectal temperature and will therefore melt in the 
rectum to release the drug. Such materials include cocoa butter and polyethylene glycols. 

Nucleic acid molecules of the invention can be administered parenterally in a sterile 
15 medium. The drug, depending on the vehicle and concentration used, can either be 
suspended or dissolved in the vehicle. Advantageously, adjuvants such as local 
anesthetics, preservatives and buffering agents can be dissolved in the vehicle. 

Dosage levels of the order of from about 0.1 mg to about 140 mg per kilogram of 
body weight per day are useful in the treatment of the above-indicated conditions (about 
20 0.5 mg to about 7 g per subject per day). The amount of active ingredient that can be 
combined with the carrier materials to produce a single dosage form varies depending 
upon the host treated and the particular mode of administration. Dosage unit forms 
generally contain between from about 1 mg to about 500 mg of an active ingredient. 

It is understood that the specific dose level for any particular subject depends upon 
25 a variety of factors including the activity of the specific compound employed, the age, 
body weight, general health, sex, diet, time of administration, route of administration, and 
rate of excretion, drug combination and the severity of the particular disease undergoing 
therapy. 

For administration to non-human animals, the composition can also be added to the 
30 animal feed or drinking water. It can be convenient to formulate the animal feed and 
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drinking water compositions so that the animal takes in a therapeutically appropriate 
quantity of the composition along with its diet. It can also be convenient to present the 
composition as a premix for addition to the feed or drinking water. 

The nucleic acid molecules of the present invention can also be administered to a 
5 subject in combination with other therapeutic compounds to increase the overall 
therapeutic effect. The use of multiple compounds to treat an indication can increase the 
beneficial effects while reducing the presence of side effects. 

In one embodiment, the invention comprises compositions suitable for 
administering nucleic acid molecules of the invention to specific cell types. For example, 

10, the asialoglycoprotein receptor (ASGPr) (Wu and Wu, 1987, /. Biol. Chem. 262, 4429- 
4432) is unique to hepatocytes and binds branched galactose-terminal glycoproteins, such 
as asialoorosomucoid (ASOR). In another example, the folate receptor is overexpressed 
in many cancer cells. Binding of such glycoproteins, synthetic glycoconjugates, or 
folates to the receptor takes place with an affinity that strongly depends on the degree of 

15 branching of the oligosaccharide chain, for example, triatennary structures are bound with 
greater affinity than biatenarry or monoatennary chains (Baenziger and Fiete, 1980, Cell, 
22, 611-620; Connolly et al, 1982, J. Biol Chem., 257, 939-945). Lee and Lee, 1987, 
Glycoconjugate J., 4, 317-328, obtained this high specificity through the use of N-acetyl- 
D-galactosamine as the carbohydrate moiety, which has higher affinity for the receptor, 

20 compared to galactose. This "clustering effect" has also been described for the binding 
and uptake of mannosyl-terminating glycoproteins or glycoconjugates (Ponpipom et al, 
1981, J. Med. Chem., 24, 1388-1395). The use of galactose, galactosamine, or folate 
based conjugates to transport exogenous compounds across cell membranes can provide a 
targeted delivery approach to, for example, the treatment of liver disease, cancers of the 

25 liver, or other cancers. The use of bioconjugates can also provide a reduction in the 
required dose of therapeutic compounds required for treatment. Furthermore, therapeutic 
bioavialability, pharmacodynamics, and pharmacokinetic parameters can be modulated 
through the use of nucleic acid bioconjugates of the invention. Non-limiting examples of 
such bioconjugates are described in Vargeese et al, USSN 10/201,394, filed August 13, 

30 2001; and Matulic-Adamic et al, USSN 60/362,016, filed March 6, 2002. 
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Alternatively, certain siNA molecules of the instant invention can be expressed 
within cells from eukaryotic promoters (e.g., Izant and Weintraub, 1985, Science, 229, 
345; McGarry and Lindquist, 1986, Proc. Natl Acad. Sci., USA 83, 399; Scanlon et al, 

1991, Proc. Natl Acad. Sci. USA, 88, 10591-5; Kashani-Sabet etal, 1992, Antisense Res. 
5 Dev., 2, 3-15; Dropulic et al, 1992, J. Virol, 66, 1432-41; Weerasinghe et al, 1991, J. 

Virol, 65, 5531-4; Ojwang et al, 1992, Proc. Natl. Acad. Sci. USA, 89, 10802-6; Chen 
etal, 1992, Nucleic Acids Res., 20,4581-9; Sarvere/a/., 1990 Science, 247, 1222-1225; 
Thompson et al, 1995, Nucleic Acids Res., 23, 2259; Good et al, 1997, Gene Tfterapy, 4, 
45. Those skilled in the art realize that any nucleic acid can be expressed in eukaryotic 
10 cells from the appropriate DNA/RNA vector. The activity of such nucleic acids can be 
augmented by their release from the primary transcript by a enzymatic nucleic acid 
(Draper et al, PCT WO 93/23569, and Sullivan et al, PCT WO 94/02595; Ohkawa et al, 

1992, Nucleic Acids Syrnp. Ser., 27, 15-6; Taira et al, 1991, Nucleic Acids Res., 19, 5125- 
30; Ventura et al, 1993, Nucleic Acids Res., 21, 3249-55; Chowrira et al, 1994, J. Biol 

15 Chem., 269, 25856. 

In another aspect of the invention, RNA molecules of the present invention can be 
expressed from transcription units (see for example Couture et al, 1996, TIG., 12, 510) 
inserted into DNA or RNA vectors. The recombinant vectors can be DNA plasmids or 
viral vectors. siNA expressing viral vectors can be constructed based on, but not limited 
to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. In another embodiment, 
pol m based constructs are used to express nucleic acid molecules of the invention (see 
for example Thompson, U.S. Pats. Nos. 5,902,880 and 6,146,886). The recombinant 
vectors capable of expressing the siNA molecules can be delivered as described above, 
and persist in target cells. Alternatively, viral vectors can be used that provide for 
transient expression of nucleic acid molecules. Such vectors can be repeatedly 
administered as necessary. Once expressed, the siNA molecule interacts with the target 
mENA and generates an RNAi response. Delivery of siNA molecule expressing vectors 
can be systemic, such as by intravenous or intra-muscular administration, by 
administration to target cells ex-planted from a subject followed by reintroduction into the 
subject, or by any other means that would allow for introduction into the desired target 
cell (for a review see Couture et al, 1996, TIG., 12, 510). 
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In one aspect the invention features an expression vector comprising a nucleic acid 
sequence encoding at least one siNA molecule of the instant invention. The expression 
vector can encode one or both strands of a siNA duplex, or a single self-complementary 
strand that self hybridizes into a siNA duplex. The nucleic acid sequences encoding the 
5 siNA molecules of the instant invention can be operably linked in a manner that allows 
expression of the siNA molecule (see for example Paul et al, 2002, Nature 
Biotechnology, 19, 505; Miyagishi and Taira, 2002, Nature Biotechnology, 19, 497; Lee 
et al, 2002, Nature Biotechnology »• 19, 500; and Novina et al, 2002, Nature Medicine, 
advance online publication doi:10.1038/nm725). 

10 In another aspect, the invention features an expression vector comprising: a) a 

transcription initiation region (e.g., eukaryotic pol I, II or HI initiation region); b) a 
transcription termination region (e.g., eukaryotic pol I, II or m termination region); and c) 
a nucleic acid sequence encoding at least one of the siNA molecules of the instant 
invention; wherein said sequence is operably linked to said initiation region and said 

15 termination region, in a manner that allows expression and/or delivery of the siNA 
molecule. The vector can optionally include an open reading frame (ORF) for a protein 
operably linked on the 5' side or the 3 ! -side of the sequence encoding the siNA of the 
invention; and/or an intron (intervening sequences). 

Transcription of the siNA molecule sequences can be driven from a promoter for 
20 eukaryotic RNA polymerase I (pol I), RNA polymerase II (pol II), or RNA polymerase III 
(pol III). Transcripts from pol II or pol III promoters are expressed at high levels in all 
cells; the levels of a given pol II promoter in a given cell type depends on the nature of 
the gene regulatory sequences (enhancers, silencers, etc.) present nearby. Prokaryotic 
RNA polymerase promoters are also used, providing that the prokaryotic RNA 
25 polymerase enzyme is expressed in the appropriate cells (Elroy-Stein and Moss, 1990, 
Proc. Natl Acad. Set USA, 87, 6743-7; Gao and Huang 1993, Nucleic Acids Res., 21, 
2867-72; Lieber et al, 1993, Methods Enzymol, 217, 47-66; Zhou et al, 1990, Mol 
Cell. Biol, 10, 4529-37). Several investigators have demonstrated that nucleic acid 
molecules expressed from such promoters can function in mammalian cells (e.g. Kashani- 
30 Sabet et al, 1992, Antisense Res. Dev., 2, 3-15; Ojwang et al, 1992, Proc. Natl Acad. 
Set USA, 89, 10802-6; Chen et al, 1992, Nucleic Acids Res., 20, 4581-9; Yu et al, 
1993, Proc. Natl Acad. Set USA, 90, 6340-4; L'Huillier et al, 1992, EMBO 1, 1 1, 
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4411-8; Lisziewicz et al, 1993, Proc. Natl Acad. Sci. U. S. A, 90, 8000-4; Thompson et 
al, 1995, Nucleic Acids Res., 23, 2259; Sullenger & Cech, 1993, Science, 262, 1566). 
More specifically, transcription units such as the ones derived from genes encoding U6 
small nuclear (snKNA), transfer RNA (tRNA) and adenovirus VA RNA are useful in 
5 generating high concentrations of desired RNA molecules such as siNA in cells 
(Thompson et al, supra; Couture and Stinchcomb, 1996, supra; Noonberg et al, 1994, 
Nucleic Acid Res., 22, 2830; Noonberg et al, U.S. Pat. No. 5,624,803; Good et al, 1997, 
Gene Titer., 4, 45; Beigelman et al, International PCT Publication No. WO 96/18736. 
The above siNA transcription units can be incorporated into a variety of vectors for 
10 introduction into mammalian cells, including but not restricted to, plasmid DNA vectors, 
viral DNA vectors (such as adenovirus or adeno-associated virus vectors), or viral RNA 
vectors (such as retroviral or alphavirus vectors) (for a review see Couture and 
Stinchcomb, 1996, supra). 

In another aspect the invention features an expression vector comprising a nucleic 
15 acid sequence encoding at least one of the siNA molecules of the invention in a manner 
that allows expression of that siNA molecule. The .expression vector comprises in one 
embodiment; a) a transcription initiation region; b) a transcription termination region; and 
c) a nucleic acid sequence encoding at least one strand of the siNA molecule, wherein the 
sequence is operably linked to the initiation region and the termination region in a manner 
20 that allows expression and/or delivery of the siNA molecule. 

In another embodiment the expression vector comprises: a) a transcription initiation 
region; b) a transcription termination region; c) an open reading frame; and d) a nucleic 
acid sequence encoding at least one strand of a siNA molecule, wherein the sequence is 
operably linked to the 3'-end of the open reading frame and wherein the sequence is 

25 operably linked to the initiation region, the open reading frame and the termination region 
in a manner that allows expression and/or delivery of the siNA molecule. In yet another 
embodiment, the expression vector comprises: a) a transcription initiation region; b) a 
transcription termination region; c) an intron; and d) a nucleic acid sequence encoding at 
least one siNA molecule, wherein the sequence is operably linked to the initiation region, 

30 the intron and the termination region in a manner which allows expression and/or delivery 
of the nucleic acid molecule. 
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In another embodiment, the expression vector comprises: a) a transcription 
initiation region; b) a transcription termination region; c) an intron; d) an open reading 
frame; and e) a nucleic acid sequence encoding at least one strand of a siNA molecule, 
wherein the sequence is operably linked to the 3-end of the open reading frame and 
5 wherein the sequence is operably linked to the initiation region, the intron, the open 
reading frame and the termination region in a manner which allows expression and/or 
delivery of the siNA molecule. 

Examples : 

The following are non-limiting examples showing the selection, isolation, synthesis 
10 and activity of nucleic acids of the instant invention. 

Example 1 : Tandem synthesis of siNA constructs 

Exemplary siNA molecules of the invention are synthesized in tandem using a 
cleavable linker, for example, a succinyl-based linker. Tandem synthesis as described 
herein is followed by a one-step purification process that provides RNAi molecules in 
15 high yield. This approach is highly amenable to siNA synthesis in support of high 
throughput RNAi screening, and can be readily adapted to multi-column or multi-well 
synthesis platforms. 

After completing a tandem synthesis of a siNA oligo and its complement in which 
the 5'-terminal dimethoxytrityl (5-ODMT) group remains intact (trityl on synthesis), the 

20 oligonucleotides are deprotected as described above. Following deprotection, the siNA 
sequence strands are allowed to spontaneously hybridize. This hybridization yields a 
duplex in which one strand has retained the 5'~0-DMT group while the complementary 
strand comprises a terminal 5'-hydroxyl. The newly formed duplex behaves as a single 
molecule during routine solid-phase extraction purification (Trityl-On purification) even 

25 though only one molecule has a dimethoxytrityl group. Because the strands form a stable 
duplex, this dimethoxytrityl group (or an equivalent group, such as other trityl groups or 
other hydrophobic moieties) is all that is required to purify the pair of oligos, for example, 
by using a CI 8 cartridge. 
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Standard phosphoramidite synthesis chemistry is used up to the point of introducing 
a tandem linker, such as an inverted deoxy abasic succinate or glyceryl succinate linker 
(see Figure 1) or an equivalent cleavable linker. A non-limiting example of linker 
coupling conditions that can be used includes a hindered base such as 
5 diisopropylethylamine (DIPA) and/or DMAP in the presence of an activator reagent such 
as Bromotripyrrolidinophosphoniumhexaflurorophosphate (PyBrOP). After the linker is 
coupled, standard synthesis chemistry is utilized to complete synthesis of the second 
sequence leaving the terminal the 5-O-DMT intact. Following synthesis, the resulting 
oligonucleotide is deprotected according to the procedures described herein and quenched 
10 with a suitable buffer, for example with 50mM NaOAc or 1 .5M NH4H2CO3. 

Purification of the siNA duplex can be readily accomplished using solid phase 
extraction, for example using a Waters C18 SepPak ig cartridge conditioned with 1 
column volume (CV) of acetonitrile, 2 CV H20, and 2 CV 50mM NaOAc. The sample is 
loaded and then washed with 1 CV H20 or 50mM NaOAc. Failure sequences are eluted 

15 with 1 CV 14% ACN (Aqueous with 50mM NaOAc and 50mM NaCl). The column is 
then washed, for example with 1 CV H20 followed by on-column detritylation, for 
example by passing 1 CV of 1% aqueous trifluoroacetic acid (TFA) over the column, then 
adding a second CV of 1% aqueous TFA to the column and allowing to stand for 
approximately 10 minutes. The remaining TFA solution is removed and the column 

20 washed with H20 followed by 1 CV 1M NaCl and additional H20. The siNA duplex 
product is then eluted, for example, using 1 CV 20% aqueous CAN. 

Figure 2 provides an example of MALDI-TOV mass spectrometry analysis of a 
purified siNA construct in which each peak corresponds to the calculated mass of an 
individual siNA strand of the siNA duplex. The same purified siNA provides three peaks 

25 when analyzed by capillary gel electrophoresis (CGE), one peak presumably 
corresponding to the duplex siNA, and two peaks presumably corresponding to the 
separate siNA sequence strands. Ion exchange HPLC analysis of the same siNA contract 
only shows a single peak. Testing of the purified siNA construct using a luciferase 
reporter assay described below demonstrated the same RNAi activity compared to siNA 

30 constructs generated from separately synthesized oligonucleotide sequence strands. 

Example 2: Serum stability of chemically modified siNA constructs 
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Chemical modifications were introduced into siNA constructs to determine the 
stability of these constructs compared to native siNA oligonucleotides (containing two 
thymidine nucleotide overhangs) in human serum. An investigation of the serum stability 
of RNA duplexes revealed that siNA constructs consisting of all RNA nucleotides 
5 containing two thymidine nucleotide overhangs have a half-life in serum of 15 seconds, 
whereas chemically modified siNA constructs remained stable in serum for 1 to 3 days 
depending on the extent of modification. RNAi stability tests were performed by 
internally labeling one strand (strand 1) of siNA and duplexing with 1.5 X the 
concentration of the complementary siNA strand (strand 2) (to insure all labeled material 
10 was in duplex form). Duplexed siNA constructs were then tested for stability by 
incubating at a final concentration of 2|iM siNA (strand 2 concentration) in 90% mouse 
or human serum for time-points of 30sec, lmin, 5min, 30min, 90min, 4hrs lOmin, 16hrs 
24min, and 49hrs. Time points were run on a 15% denaturing polyacrylamide gels and 
analyzed on a phosphoimager. 

15 Internal labeling was performed via kinase reactions with polynucleotide kinase 

(PNK) and 32 P-y-ATP, with addition of radiolabeled phosphate at nucleotide 13 of strand 
2, counting in from the 3' side. Ligation of the remaining 8-mer fragments with T4 RNA 
ligase resulted in the full length, 21-mer, strand 2. Duplexing of RNAi was done by 
adding appropriate concentrations of the siNA oligonucleotides and heating to 95° C for 

20 5min followed by slow cooling to room temperature. Reactions were performed by 
adding 100% serum to the siNA duplexes and incubating at 37° C, then removing aliquots 
at desired time-points. Results of this study are summarized in Figure 3. As shown in 
the Figure 3, chemically modified siNA molecules (e.g., SEQ ID NOs: 925/927, 925/928, 
925/929, 925/930, and 925/931) have significantly increased serum stability compared to 

25 an siNA construct having all ribonucleotides except a 3 terminal dithymidine (TT) 
modification (e.g., SEQ ID NOs: 925/926). 

Example 3: Identification of potential siNA target sites in any RNA sequence 

The sequence of an RNA target of interest, such as a viral or human mRNA 
transcript, is screened for target sites, for example by using a computer folding algorithm. 
30 In a non-limiting example, the sequence of a gene or RNA gene transcript derived from a 
database, such as Genbank, is used to generate siNA targets having complementarity to 
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the target. Such sequences can be obtained from a database, or can be determined 
experimentally as known in the art. Target sites that are known, for example, those target 
sites determined to be effective target sites based on studies with other nucleic acid 
molecules, for example ribozymes or antisense, or those targets known to be associated 
5 with a disease or condition such as those sites containing mutations or deletions, can be 
used to design siNA molecules targeting those sites. Various parameters can be used to 
determine which sites are the most suitable target sites within the target RNA sequence. 
These parameters include but are not limited to secondary or tertiary RNA structure, the 
nucleotide base composition of the target sequence, the degree of homology between 

10 various regions of the target sequence, or the relative position of the target sequence 
within the RNA transcript. Based on these determinations, any number of target sites 
within the RNA transcript can be chosen to screen siNA molecules for efficacy, for 
example by using in vitro RNA cleavage assays, cell culture, or animal models. In a non- 
limiting example, anywhere from 1 to 1000 target sites are chosen within the transcript 

15 based on the size of the siNA construct to be used. High throughput screening assays can 
be developed for screening siNA molecules using methods known in the art, such as with 
multi-well or multi-plate assays or combinatorial/siNA library screening assays to 
determine efficient reduction in target gene expression. 

Example 4: Selection of siNA molecule target sites in a RNA 

20 The following non-limiting steps can be used to carry out the selection of siNAs 

targeting a given gene sequence or transcript. 

The target sequence is parsed in silico into a list of all fragments or subsequences of 
a particular length, for example 23 nucleotide fragments, contained within the target 
sequence. This step is typically carried out using a custom Perl script, but commercial 
25 sequence analysis programs such as Oligo, MacVector, or the GCG Wisconsin Package 
can be employed as well. 

In some instances the siNAs correspond to more than one target sequence; such 
would be the case for example in targeting different transcripts of the same gene, 
targeting different transcripts of more than one gene, or for targeting both the human gene 
30 and an animal homolog. In this case, a subsequence list of a particular length is generated 
for each of the targets, and then the lists are compared to find matching sequences in each 
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list. The subsequences are then ranked according to the number of target sequences that 
contain the given subsequence; the goal is to find subsequences that are present in most or 
all of the target sequences. Alternately, the ranking can identify subsequences that are 
unique to a target sequence, such as a mutant target sequence. Such an approach would 
5 enable the use of siNA to target specifically the mutant sequence and not effect the 
expression of the normal sequence. 

In some instances the siNA subsequences are absent in one or more sequences 
while present in the desired target sequence; such would be the case if the siNA targets a 
gene with a paralogous family member that is to remain untargeted. As in case 2 above, a 
10 subsequence list of a particular length is generated for each of the targets, and then the 
lists are compared to find sequences that are present in the target gene but are absent in 
the untargeted paralog. 

The ranked siNA subsequences can be further analyzed and ranked according to GC 
content. A preference can be given to sites containing 30-70% GC, with a further 
1 5 preference to sites containing 40-60% GC. 

The ranked siNA subsequences can be further analyzed and ranked according to 
self-folding and internal hairpins. Weaker, internal folds are preferred; strong hairpin 
structures are to be avoided. 

The ranked siNA subsequences can be further analyzed and ranked according to 
20 whether they have runs of GGG or CCC in the sequence. GGG (or even more Gs) in 
either strand can make oligonucleotide synthesis problematic and can potentially interfere 
with RNAi activity, so it is avoided whenever other appropriately suitable sequences are 
available. CCC is searched in the target strand because that will place GGG in the 
antisense strand. 

25 The ranked siNA subsequences can be further analyzed and ranked according to 

whether they have the dinucleotide UU (uridine dinucleotide) on the 3 -end of the 
sequence, and/or AA on the 5'-end of the sequence (to yield 3' UU on the antisense 
sequence). These sequences allow one to design siNA molecules with terminal TT 
thymidine dinucleotides. 
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Four or five target sites are chosen from the ranked list of subsequences as 
described above. For example, in subsequences having 23 nucleotides, the right 21 
nucleotides of each chosen 23-mer subsequence are then designed and synthesized for the 
upper (sense) strand of the siNA duplex, while the reverse complement of the left 21 
5 nucleotides of each chosen 23-mer subsequence are then designed and synthesized for the 
lower (antisense) strand of the siNA duplex (see Tables I). If terminal TT residues are 
desired for the sequence (as described in paragraph 7), then the two 3' terminal 
nucleotides of both the sense and antisense strands are replaced by TT prior to 
synthesizing the oligos. 

10 The siNA molecules are screened in an in vitro, cell culture or animal model system 

to identify the most active siNA molecule or the most preferred target site within the 
target RNA sequence. 

In an alternate approach, a pool of siNA constructs specific to a target sequence is 
used to screen for target sites in cells expressing target RNA, such as human HeLa cells. 

15 The general strategy used in this approach is shown in Figure 21. A non-limiting 
example of such as pool is a pool comprising sequences having antisense sequences 
complementary to the target RNA sequence and sense sequences complementary to the 
antisense sequences. Cells (e.g., HeLa cells) expressing the target gene are transfected 
with the pool of siNA constructs and cells that demonstrate a phenotype associated with 

20 gene silencing are sorted. The pool of siNA constructs can be chemically modified as 
described herein and synthesized, for example, in a high throughput manner. The siNA 
from cells demonstrating a positive phenotypic change (e.g., decreased target mRNA 
levels or target protein expression), are identified, for example by positional analysis 
within the assay, and are used to determine the most suitable target site(s) within the 

25 target RNA sequence based upon the complementary sequence to the corresponding siNA 
antisense strand identified in the assay. 

Example 5: RNAi activity of chemically modified siNA constructs 

Short interfering nucleic acid (siNA) is emerging as a powerful tool for gene 
regulation. All-ribose siNA duplexes activate the RNAi pathway but have limited utility 
30 as therapeutic compounds due to their nuclease sensitivity and short half-life in serum, as 
shown in Example 2 above. To develop nuclease-resistant siNA constructs for in vivo 
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applications, siNAs that target luciferase mRNA and contain stabilizing chemical 
modifications were tested for activity in HeLa cells. The sequences for the siNA 
oligonucleotide sequences used in this study are shown in Table I. Modifications 
included phosphorothioate linkages (P=S), 2-O-methyl nucleotides, or 2-fluoro (F) 
5 nucleotides in one or both siNA strands and various 3 '-end stabilization chemistries, 
including 3'-glyceryl, 3 '-inverted abasic, 3'-inverted Thymidine, and/or Thymidine. 
Active siNA containing stabilizing modifications such as described herein should prove 
useful for in vivo applications. 

A luciferase reporter system was utilized to test RNAi activity of chemically 
1 0 modified siNA constructs compared to siNA constructs consisting of all RNA nucleotides 
containing two thymidine nucleotide overhangs. Sense and antisense siNA strands (20 
uM each) were annealed by incubation in buffer (100 mM potassium acetate, 30 mM 
HEPES-KOH, pH 7.4, 2 mM magnesium acetate) for 1 min. at 90°C followed by 1 hour 
at 37°C. Plasmids encoding firefly luciferase (pGL2) and renilla luciferase (pRLSV40) 
1 5 were purchased from Promega Biotech. 

HeLa S3 cells were grown at 37°C in DMEM with 5% FBS and seeded at 15,300 
cells in 100 ul media per well of a 96-well plate 24 hours prior to transfection. For 
transfection, 4 ul Lipofectamine 2000 (Life Technologies) was added to 96 ul OPTI- 
MUM, vortexed and incubated at room temperature for 5 minutes. The 100 ul diluted lipid 

20 was then added to a microtiter tube containing 5 ul pGL2 (200ng/ul), 5 ul pRLSV40 (8 
ng/ul) 6 ul siNA (25 nM or 10 nM final), and 84 ul OPTI-MEM, vortexed briefly and 
incubated at room temperature for 20 minutes. The transfection mix was then mixed 
briefly and 50 ul was added to each of three wells that contained HeLa S3 cells in 100 ul 
media. Cells were incubated for 20 hours after transfection and analyzed for luciferase 

25 expression using the Dual luciferase assay according to the manufacturer's instructions 
(Promega Biotech). The results of this study are summarized in Figures 4-16. The 
sequences of the siNA strands used in this study are shown in Table I and are referred to 
by RPI# in the figures. Normalized luciferase activity is reported as the ratio of firefly 
luciferase activity to renilla luciferase activity in the same sample. Error bars represent 

30 standard deviation of triplicate transfections. As shown in Figures 4-16, the RNAi 
activity of chemically modified constructs is comparable to that of control siNA 
constructs, which consist of all ribonucleotides at every position except the 3'-teiminus 
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which comprises two thymidine nucleotide overhangs. In some instances, the RNAi 
activity of the chemically modified constructs is greater than the siNA construct 
consisting of all ribonucleotides at every position except the 3 '-terminus which comprises 
two thymidine nucleotide overhangs. For example, Figure 4 shows results obtained from 
5 a screen using phosphorothioate modified siNA constructs; the RPI 27654/27659 
construct contains phosphorothioate substitutions for every pyrimidine nucleotide in both 
sequences, the RPI 27657/27662 construct contains 5 terminal 3 '-phosphorothioate 
substitutions in each strand, the RPI 27649/27658 construct contains all phosphorothioate 
substitutions only in the antisense strand, whereas the RPI 27649/27660 and RPI 
10 27649/27661 constructs have unmodified sense strands and varying degrees of 
phosphorothioate substitutions in the antisense strand. All of these constructs show 
significant RNAi activity when compared to a scrambled siNA. 

Figure 5 shows results obtained from a screen using phosphorothioate (RPI 
28253/28255 and RPI 28254/28256) and universal base substitutions (RPI 28257/28259 
15 and RPI 28258/28260) compared to the same controls described above. As shown, these 
modifications show equivalent or better RNAi activity when compared to the control 
siNA construct. 

Figure 6 shows results obtained from a screen using 2'-0-methyl modified siNA 
constructs in which the sense strand contains either 10 (RPI 28244/27650) or 5 (RPI 
20 28245/27650) 2'-0-methyl substitutions, both with comparable activity to the control 
siNA construct. 

Figure 7 shows results obtained from a screen using 2'-Omethyl or 2'-deoxy-2'- 
fluoro modified siNA constructs compared to a control construct consisting of all 
ribonucleotides at every position except the 3 '-terminus which comprises two thymidine 
25 nucleotide overhangs. 

Figure 8 compares a siNA construct containing six phosphorothioate substitutions 
in each strand (RPI 28460/28461), where 5 phosphorothioates are present at the 3' end 
and a single phosphorothioate is present at the 5' end of each strand. This motif shows 
very similar activity to the control siNA construct consisting of all ribonucleotides at 
30 every position except the 3 '-terminus which comprises two thymidine nucleotide 
overhangs. 
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Figure 9 compares a siNA construct synthesized by the method of the invention 
described in Example 1, wherein an inverted deoxyabasic succinate linker was used to 
generate a siNA having a 3 '-inverted deoxyabasic cap on the antisense strand of the 
siNA. This construct shows improved activity compared to the control siNA (siGL2) 
5 construct consisting of all ribonucleotides at every position except the 3'-terminus which 
comprises two thymidine nucleotide overhangs. 

Figure 10 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs including 3 '-glyceryl modified siNA constructs compared to an all RNA 
control siNA construct using a luciferase reporter system. These chemically modified 
10 siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
15 number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table L As shown in the Figure, the 3 '-terminal modified siNA constructs 
retain significant RNAi activity compared to the control siNA (siGL2) construct. 

Figure 11 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 
modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. As shown in the figure, the chemically modified RPI 30063/30430, 
RPI 30433/30430, and RPI 30063/30224 constructs retain significant RNAi activity 
compared to the control siNA construct. It should be noted that RPI 30433/30430 is a 
siNA construct having no ribonucleotides which retains significant RNAi activity 
compared to the constrol siGL2 construct in vitro, therefore, this construct is expected to 
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have both similar RNAi activity and improved stability compared to siNA constructs 
having ribonucleotides in vivo. 

Figure 12 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 
5 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

10 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. As shown in the figure, the chemically modified RPI 30063/30224 
and RPI 30063/30430 constructs retain significant RNAi activity compared to the control 
siNA (siGL2) construct. In addition, the antisense strand alone (RPI 30430) and an 

15 inverted control (RPI 30227/30229, having matched chemistry to RPI 30063/30224) were 
compared to the siNA duplexes described above. The antisense strand (RPI 30430) 
alone provides far less inhibition compared to the siNA duplexes using this sequence. 

Figure 13 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

20 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

25 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. In addition, an inverted control (RPI 30226/30229, having matched 
chemistry to RPI 30222/30224) was compared to the siNA duplexes described above. As 
shown in the figure, the chemically modified RPI 28251/30430, RPI 28251/30224, and 

30 RPI 30222/30224 constructs retain significant RNAi activity compared to the control 
siNA construct, and the chemically modified RPI 28251/30430 construct demonstrates 
improved activity compared to the control siNA (siGL2) construct. 
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Figure 14 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs including various 3Merminal modified siNA constructs compared to an 
all RNA control siNA construct using a luciferase reporter system. These chemically 
modified siNAs were compared in the luciferase assay described herein at 1 nM and 
5 lOnM concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
10 are shown in Table I. As shown in the figure, the chemically modified RPI 30222/30546, 
30222/30224, 30222/30551, 30222/30557 and 30222/30558 constructs retain significant 
RNAi activity compared to the control siNA construct. 

Figure 15 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemistries 

15 compared to a fixed antisense strand chemistry. These chemically modified siNAs were 
compared in the luciferase assay described herein at 1 nM and lOnM concentration using 
an all RNA siNA control (siGL2) having having 3 5 -terminal dithymidine (TT) and its 
corresponding inverted control (Inv siGL2). The background level of luciferase 
expression in the HeLa cells is designated by the "cells" column. Sense and antisense 

20 strands of chemically modified siNA constructs are shown by RPI number (sense 
strand/antisense strand). Sequences correspoding to these RPI numbers are shown in 
Table I. As shown in the figure, the chemically modified RPI 30063/30430, 
30434/30430, and 30435/30430 constructs all demonstrate greater activity compared to 
the control siNA (siGL2) construct. 

25 Example 6: RNAi activity titration 

A titration assay was performed to determine the lower range of siNA concentration 
required for RNAi activity both in a control siNA construct consisting of all RNA 
nucleotides containing two thymidine nucleotide overhangs and a chemically modified 
siNA construct comprising 5 phosphorothioate internucleotide linkages in both the sense 
30 and antisense strands. The assay was performed as described above, however, the siNA 
constructs were diluted to final concentrations between 2.5 nM and 0.025 nM. Results 
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are shown in Figure 16. As shown in Figure 16, the chemically modified siNA construct 
shows a very similar concentration dependent RNAi activity profile to the control siNA 
construct when compared to an inverted siNA sequence control. 

Example 7: siNA design 

5 siNA target sites were chosen by analyzing sequences of the target RNA and 

optionally prioritizing the target sites on the basis of folding (structure of any given 
sequence analyzed to determine siNA accessibility to the target), by using a library of 
siNA molecules as described in Example 4, or alternately by using an in vitro siNA 
system as described in Example 9 herein. siNA molecules were designed that could bind 

10 each target and are optionally individually analyzed by computer folding to assess 
whether the siNA molecule can interact with the target sequence. Varying the length of 
the siNA molecules can be chosen to optimize activity. Generally, a sufficient number of 
complementary nucleotide bases are chosen to bind to, or otherwise interact with, the 
target RNA, but the degree of complementarity can be modulated to accommodate siNA 

15 duplexes or varying length or base composition. By using such methodologies, siNA 
molecules can be designed to target sites within any known RNA sequence, for example 
those RNA sequences corresponding to the any gene transcript. 

Chemically modified siNA constructs are designed to provide nuclease stability for 
systemic administration in vivo and/or improved pharmacokinetic, localization, and 

20 delivery properties while preserving the ability to mediate RNAi activity. Chemical 
modifications as described herein are introduced synthetically using synthetic methods 
described herein and those generally known in the art. The synthetic siNA constructs are 
then assayed for nuclease stability in serum and/or cellular/tissue extracts (e.g. liver 
extracts). The synthetic siNA constructs are also tested in parallel for RNAi activity 

25 using an appropriate assay, such as a luciferase reporter assay as described herein or 
another suitable assay that can quantity RNAi activity. Synthetic siNA constructs that 
possess both nuclease stability and RNAi activity can be further modified and re- 
evaluated in stability and activity assays. The chemical modifications of the stabilized 
active siNA constructs can then be applied to any siNA sequence targeting any chosen 

30 RNA and used, for example, in target screening assays to pick lead siNA compounds for 
therapeutic development (see for example Figure 24). 
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Example 8: Chemical Synthesis and Purification of siNA 

siNA molecules can be designed to interact with various sites in the RNA message, 
for example, target sequences within the RNA sequences described herein. The sequence 
of one strand of the siNA molecule(s) is complementary to the target site sequences 
5 described above. The siNA molecules can be chemically synthesized using methods 
described herein. Inactive siNA molecules that are used as control sequences can be 
synthesized by scrambling the sequence of the siNA molecules such that it is not 
complementary to the target sequence. Generally, siNA constructs can by synthesized 
using solid phase oligonucleotide synthesis methods as described herein (see for example 
10 Usman et al, US Patent Nos. 5,804,683; 5,831,071; 5,998,203; 6,117,657; 6,353,098; 
6,362,323; 6,437,117; 6,469,158; Scaringe et al, US Patent Nos. 6,111,086; 6,008,400; 
6,1 1 1,086 all incorporated by reference herein in their entirety). 

In a non-limiting example, RNA oligonucleotides are synthesized in a stepwise 
fashion using the phosphoramidite chemistry as is known in the art. Standard 

15 phosphoramidite chemistry involves the use of nucleosides comprising any of 5'-0- 
dimethoxytrityl, 2'-0-tert-butyldimethylsilyl, 3'-0-2-Cyanoethyl N,N-diisopropylphos- 
phoroamidite groups, and exocyclic amine protecting groups (e.g. N6-benzoyl adenosine, 
N4 acetyl cytidine, and N2~isobutyryl guanosine). Alternately, 2'-0-Silyl Ethers can be 
used in conjunction with acid-labile 2'-0-orthoester protecting groups in the synthesis of 

20 RNA as described by Scaringe supra. Differing 2' chemistries can require different 
protecting groups, for example 2 , -deoxy-2'-amino nucleosides can utilize N-phthaloyl 
protection as described by Usman et al, US Patent 5,631,360, incorporated by reference 
herein in its entirety). 

During solid phase synthesis, each nucleotide is added sequentially (3'- to 5'- 
25 direction) to the solid support-bound oligonucleotide. The first nucleoside at the 3 '-end of 
the chain is covalently attached to a solid support (e.g., controlled pore glass or 
polystyrene) using various linkers. The nucleotide precursor, a ribonucleoside 
phosphoramidite, and activator are combined resulting in the coupling of the second 
nucleoside phosphoramidite onto the 5 '-end of the first nucleoside. The support is then 
30 washed and any unreacted 5'-hydroxyl groups are capped with a capping reagent such as 
acetic anhydride to yield inactive 5 '-acetyl moieties. The trivalent phosphorus linkage is 
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then oxidized to a more stable phosphate linkage. At the end of the nucleotide addition 
cycle, the 5'-0-protecting group is cleaved under suitable conditions (e.g., acidic 
conditions for trityl-based groups and Fluoride for silyl-based groups). The cycle is 
repeated for each subsequent nucleotide. 

5 Modification of synthesis conditions can be used to optimize coupling efficiency, 

for example by using differing coupling times, differing reagent/phosphoramidite 
concentrations, differing contact times, differing solid supports and solid support linker 
chemistries depending on the particular chemical composition of the siNA to be 
synthesized. Deprotection and purification of the siNA can be performed as is generally 

10 described in Usman et al., US 5,831,071, US 6,353,098, US 6,437,117, and Bellon et al., 
US 6,054,576, US 6,162,909, US 6,303,773, incorporated by reference herein in their 
entirety or Scaringe supra,. Additionally, deprotection conditions can be modified to 
provide the best possible yield and purity of siNA constructs. For example, applicant has 
observed that oligonucleotides comprising 2'-deoxy-2'~fluoro nucleotides can degrade 

15 under inappropriate deprotection conditions. Such oligonucleotides are deprotected using 
aqueous methylamine at about 35°C for 30 minutes. If the 2'-deoxy-2'-fluoro containing 
oligonucleotide also comprises ribonucleotides, after deprotection with aqueous 
methylamine at about 35°C for 30 minutes, TEA-HF is added and the reaction maintained 
at about 65°C for an additional 15 minutes. 

20 Example 9: RNAi in vitro assay to assess siNA activity 

An in vitro assay that recapitulates RNAi in a cell free system is used to evaluate 
siNA constructs specific to target RNA. The assay comprises the system described by 
Tuschl et al, 1999, Genes and Development, 13, 3191-3197 and Zamore et al, 2000, 
Cell, 101, 25-33 adapted for use with target RNA. A Drosophila extract derived from 

25 syncytial blastoderm is used to reconstitute RNAi activity in vitro. Target RNA is 
generated via in vitro transcription from an appropriate plasmid using T7 RNA 
polymerase or via chemical synthesis as described herein. Sense and antisense siNA 
strands (for example 20 uM each) are annealed by incubation in buffer (such as 100 mM 
potassium acetate, 30 mM HEPES-KOH, pH 7.4, 2 mM magnesium acetate) for 1 min. at 

30 90°C followed by 1 hour at 37°C , then diluted in lysis buffer (for example 100 mM 
potassium acetate, 30 mM HEPES-KOH at pH 7.4, 2mM magnesium acetate). Annealing 
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can be monitored by gel electrophoresis on an agarose gel in TBE buffer and stained with 
ethidium bromide. The Drosophila lysate is prepared using zero to two-hour-old embryos 
from Oregon R flies collected on yeasted molasses agar that are dechorionated and lysed. 
The lysate is centrifuged and the supernatant isolated. The assay comprises a reaction 
5 mixture containing 50% lysate [vol/vol], RNA (10-50 pM final concentration), and 10% 
[vol/vol] lysis buffer containing siNA (10 nM final concentration). The reaction mixture 
also contains 10 mM creatine phosphate, 10 ug.ml creatine phosphokinase, 100 urn GTP, 
100 uM UTP, 100 uM CTP, 500 uM ATP, 5 mM DTT, 0.1 U/uL RNasin (Promega), and 
100 uM of each amino acid. The final concentration of potassium acetate is adjusted to 
10 100 mM. The reactions are pre-assembled on ice and preincubated at 25° C for 10 
minutes before adding RNA, then incubated at 25° C for an additional 60 minutes. 
Reactions are quenched with 4 volumes of 1 .25 x Passive Lysis Buffer (Promega). Target 
RNA cleavage is assayed by RT-PCR analysis or other methods known in the art and are 
compared to control reactions in which siNA is omitted from the reaction. 

15 Alternately, internally-labeled target RNA for the assay is prepared by in vitro 

transcription in the presence of [alpha- 32 p] CTP, passed over a G 50 Sephadex column by 
spin chromatography and used as target RNA without further purification. Optionally, 
target RNA is 5'- 32 P-end labeled using T4 polynucleotide kinase enzyme. Assays are 
performed as described above and target RNA and the specific RNA cleavage products 

20 generated by RNAi are visualized on an autoradiograph of a gel. The percentage of 

cleavage is determined by Phosphor Imager® quantitation of bands representing intact 
control RNA or RNA from control reactions without siNA and the cleavage products 
generated by the assay. 

In one embodiment, this assay is used to determine target sites the RNA target for 
25 siNA mediated RNAi cleavage, wherein a plurality of siNA constructs are screened for 
RNAi mediated cleavage of the RNA target, for example, by analyzing the assay reaction 
by electrophoresis of labeled target RNA, or by northern blotting, as well as by other 
methodology well known in the art. 

Example 10: Nucleic acid inhibition of target RNA in vivo 
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siNA molecules targeted to the target RNA are designed and synthesized as 
described above. These nucleic acid molecules can be tested for cleavage activity in vivo, 
for example, using the following procedure. 

Two formats are used to test the efficacy of siNAs targeting a particular gene 
5 transcipt. First, the reagents are tested on target expressing cells (e.g., HeLa), to 
determine the extent of RNA and protein inhibition. siNA reagents are selected against 
the RNA target. RNA inhibition is measured after delivery of these reagents by a suitable 
transfection agent to cells. Relative amounts of target RNA are measured versus actin 
using real-time PCR monitoring of amplification (eg., ABI 7700 Taqman®). A 

10 comparison is made to a mixture of oligonucleotide sequences made to unrelated targets 
or to a randomized siNA control with the same overall length and chemistry, but 
randomly substituted at each position. Primary and secondary lead reagents are chosen for 
the target and optimization performed. After an optimal transfection agent concentration 
is chosen, a RNA time-course of inhibition is performed with the lead siNA molecule. In 

1 5 addition, a cell-plating format can be used to determine RNA inhibition. 

Delivery of siNA to Cells 

Cells (e.g., HeLa) are seeded, for example, at 1x10^ cells per well of a six-well dish 
in EGM-2 (BioWhittaker) the day before transfection. siNA (final concentration, for 
example 20nM) and cationic lipid (e.g., final concentration 2\ig/m\) are complexed in 
20 EGM basal media (Biowhittaker) at 37°C for 30 mins in polystyrene tubes. Following 
vortexing, the complexed siNA is added to each well and incubated for the times 

indicated. For initial optimization experiments, cells are seeded, for example, at 1x10^ in 
96 well plates and siNA complex added as described. Efficiency of delivery of siNA to 
cells is determined using a fluorescent siNA complexed with lipid. Cells in 6-well dishes 
25 are incubated with siNA for 24 hours, rinsed with PBS and fixed in 2% paraformaldehyde 
for 15 minutes at room temperature. Uptake of siNA is visualized using a fluorescent 
microscope. 

Taqman and Lightcvcler quantification of mRNA 

Total RNA is prepared from cells following siNA delivery, for example, using 
30 Qiagen RNA purification kits for 6-well or Rneasy extraction kits for 96-well assays. For 
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Taqman analysis, dual-labeled probes are synthesized with the reporter dye, FAM or JOE, 
covalently linked at the 5-end and the quencher dye TAMRA conjugated to the 3 -end. 
One-step RT-PCR amplifications are performed on, for example, an ABI PRISM 7700 
Sequence Detector using 50 reactions consisting of 10 |il total RNA, 100 nM forward 
5 primer, 900 nM reverse primer, 100 nM probe, IX TaqMan PCR reaction buffer (PE- 
Applied Biosystems), 5.5 raM MgCl 2 , 300 \M each dATP, dCTP, dGTP, and dTTP, 10U 
RNase Inhibitor (Promega), 1.25U AmpliTaq Gold (PE- Applied Biosystems) and 10U M~ 
MLV Reverse Transcriptase (Promega). The thermal cycling conditions can consist of 30 
min at 48°C, 10 min at 95°C, foUowed by 40 cycles of 15 sec at 95°C and 1 min at 60°C. 

10 Quantitation of mRNA levels is determined relative to standards generated from serially 
diluted total cellular RNA (300, 100, 33, 11 ng/rxn) and normalizing to B-actin or 
GAPDH mRNA in parallel TaqMan reactions. For each gene of interest an upper and 
lower primer and a fluorescently labeled probe are designed. Real time incorporation of 
SYBR Green I dye into a specific PCR product can be measured in glass capillary tubes 

15 using a lightcyler. A standard curve is generated for each primer pair using control 
cRNA. Values are represented as relative expression to GAPDH in each sample. 

Western blotting 

Nuclear extracts can be prepared using a standard micro preparation technique (see 
for example Andrews and Faller, 1991, Nucleic Acids Research, 19, 2499). Protein 

20 extracts from supernatants are prepared, for example using TCA precipitation. An equal 
volume of 20% TCA is added to the cell supernatant, incubated on ice for 1 hour and 
pelleted by centrifugation for 5 minutes. Pellets are washed in acetone, dried and 
resuspended in water. Cellular protein extracts are run on a 10% Bis-Tris NuPage 
(nuclear extracts) or 4-12% Tris-Glycine (supernatant extracts) polyacrylamide gel and 

25 transferred onto nitro-cellulose membranes. Non-specific binding can be blocked by 
incubation, for example, with 5% non-fat milk for 1 hour followed by primary antibody 
for 16 hour at 4°C Following washes, the secondary antibody is applied, for example 
(1:10,000 dilution) for 1 hour at room temperature and the signal detected with 
SuperSignal reagent (Pierce). 

30 Example 11: Animal Models 
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Various animal models can be used to screen siNA constructs in vivo as are known 
in the art, for example those animal models that are used to evaluate other nucleic acid 
technologies such as enzymatic nucleic acid molecules (ribozymes) and/or antisense. 
Such animal models are used to test the efficacy of siNA molecules described herein. In 
5 a non-limiting example, siNA molecules that are designed as anti-angiogenic agents can 
be screened animal models. There are several animal models in which the anti- 
angiogenesis effect of nucleic acids of the present invention, such as siNA, directed 
against genes associated with angiogenesis and/or metastais, such as VEGFR (e.g., 
VEGFR1, VEGFR2, and VEGFR3) genes. Typically a corneal model has been used to 

10 study angiogenesis in rat and rabbit since recruitment of vessels can easily be followed in 
this normally avascular tissue (Pandey et al, 1995 Science 268: 567-569). In these 
models, a small Teflon or Hydron disk pretreated with an angiogenesis factor (e.g. bFGF 
or VEGF) is inserted into a pocket surgically created in the cornea. Angiogenesis is 
monitored 3 to 5 days later. siNA molecules directed against VEGFR mRNAs are 

15 delivered in the disk as well, or dropwise to the eye over the time course of the 
experiment. In another eye model, hypoxia has been shown to cause both increased 
expression of VEGF and neovascularization in the retina (Pierce et al, 1995 Proc. Natl 
Acad Sci. USA. 92: 905-909; Shweiki et al, 1992 J. Clin. Invest. 91: 2235-2243). 

Several animal models exist for screening of anti-angiogenic agents. These include 
20 corneal vessel formation following corneal injury (Burger et al, 1985 Cornea 4: 35-41; 
Lepri, et al, 1994 Ocular Pharmacol. 10: 273-280; Ormerod et al, 1990 Am. J. 
Pathol 137: 1243-1252) or intracorneal growth factor implant (Grant et al, 1993 
Diabetologia 36: 282-291; Pandey et al 1995 supra; Zieche et al, 1992 Lab. Invest. 
67: 711-715), vessel growth into Matrigel matrix containing growth factors (Passaniti et 
25 al, 1992 supra), female reproductive organ neovascularization following hormonal 
manipulation (Shweiki et al, 1993 Clin. Invest. 91: 2235-2243), several models 
involving inhibition of tumor growth in highly vascularized solid tumors (O'Reilly et al, 
1994 Cell 79: 315-328; Senger et al, 1993 Cancer and Metas. Rev. 12: 303-324; 
Takahasi et al, 1994 Cancer Res. 54: 4233-4237; Kim et al, 1993 supra), and transient 
30 hypoxia-induced neovascularization in the mouse retina (Pierce et al, 1995 Proc. Natl 
Acad. Set USA. 92: 905-909).gene 
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The cornea model, described in Pandey et al. supra, is the most common and well 
characterized anti-angiogenic agent efficacy screening model. This model involves an 
avascular tissue into which vessels are recruited by a stimulating agent (growth factor, 
thermal or alkalai burn, endotoxin). The corneal model would utilize the intrastromal 
corneal implantation of a Teflon pellet soaked in a VEGF-Hydron solution to recruit 
blood vessels toward the pellet which can be quantitated using standard microscopic and 
image analysis techniques. To evaluate their anti-angiogenic efficacy, ribozymes are 
applied topically to the eye or bound within Hydron on the Teflon pellet itself This 
avascular cornea as well as the Matrigel model provide for low background assays. 
While the corneal model has been performed extensively in the rabbit, studies in the rat 
have also been conducted. 

The mouse model (Passaniti et al, supra) is a non-tissue model which utilizes 
Matrigel, an extract of basement membrane (Kleinman et al, 1986) or Millipore® filter 
disk, which can be impregnated with growth factors and anti-angiogenic agents in a liquid 
form prior to injection. Upon subcutaneous administration at body temperature, the 
Matrigel or Millipore® filter disk forms a solid implant. VEGF embedded in the Matrigel 
or Millipore® filter disk is used to recruit vessels within the matrix of the Matrigel or 
Millipore® filter disk which can be processed histologically for endothelial cell specific 
vWF (factor VHI antigen) immunohistochemistry, Trichrome-Masson stain, or 
hemoglobin content. Like the cornea, the Matrigel or Millipore® filter disk are avascular; 
however, it is not tissue. In the Matrigel or Millipore® filter disk model, siNA molecules 
are administered within the matrix of the Matrigel or Millipore® filter disk to test their 
anti-angiogenic efficacy. Thus, delivery issues in this model, as with delivery of siNA 
molecules by Hydron- coated Teflon pellets in the rat cornea model, may be less 
problematic due to the homogeneous presence of the siNA within the respective matrix. 

The Lewis lung carcinoma and B-16 murine melanoma models are well accepted 
models of primary and metastatic cancer and are used for initial screening of anti-cancer 
agents. These murine models are not dependent upon the use of immunodeficient mice, 
are relatively inexpensive, and minimize housing concerns. Both the Lewis lung and B- 
16 melanoma models involve subcutaneous implantation of approximately 10 6 tumor 
cells from metastatically aggressive tumor cell lines (Lewis lung lines 3LL or D122, LLc- 
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LN7; B-16-BL6 melanoma) in C57BL/6J mice. Alternatively, the Lewis lung model can 
be produced by the surgical implantation of tumor spheres (approximately 0.8 mm in 
diameter). Metastasis also may be modeled by injecting the tumor cells directly i.v.. In 
the Lewis lung model, microscopic metastases can be observed approximately 14 days 
5 following implantation with quantifiable macroscopic metastatic tumors developing 
within 21-25 days. The B-16 melanoma exhibits a similar time course with tumor 
neovascularization beginning 4 days following implantation. Since both primary and 
metastatic tumors exist in these models after 21-25 days in the same animal, multiple 
measurements can be taken as indices of efficacy. Primary tumor volume and growth 
10 latency as well as the number of micro- and macroscopic metastatic lung foci or number 
of animals exhibiting metastases can be quantitated. The percent increase in lifespan can 
also be measured. Thus, these models provide suitable primary efficacy assays for 
screening systemically administered siNA molecules and siNA formulations. 

in the Lewis lung and B-16 melanoma models, systemic pharmacotherapy with a 
15 wide variety of agents usually begins 1-7 days following tumor implantation/inoculation 
with either continuous or multiple administration regimens. Concurrent pharmacokinetic 
studies can be performed to determine whether sufficient tissue levels of siNA can be 
achieved for pharmacodynamic effect to be expected. Furthermore, primary tumors and 
secondary lung metastases can be removed and subjected to a variety of in vitro studies 
20 (i.e. target RNA reduction). 

In utilizing these models to assess siNA activity, VEGFR1, VEGFR2, and/or 
VEGFR3 protein levels can be measured clinically or experimentally by FACS analysis. 
VEGFR1, VEGFR2, and/or VEGFR3 encoded mRNA levels will be assessed by 
Northern analysis, RNase-protection, primer extension analysis and/or quantitative RT- 
25 PCR. siNA molecules that block VEGFR1, VEGFR2, and/or VEGFR3 protein 
encoding mRNAs and therefore result in decreased levels of VEGFR1, VEGFR2, and/or 
VEGFR3 activity by more than 20% in vitro can be thus identified. 

Example 12: siNA-mediated inhibition of angiogenesis in vivo 

The purpose of this study was to assess the anti-angiogenic activity of siNA 
30 targeted against VEGFR1 in the rat cornea model of VEGF induced angiogenesis (see 
above). These siNA molecules have matched inverted controls which are inactive since 
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they are not able to interact with the RNA target. The siNA molecules and VEGF were 
co-delivered using the filter disk method: Nitrocellulose filter disks (Millipore®) of 
0.057 diameter were immersed in appropriate solutions and were surgically implanted in 
rat cornea as described by Pandey et al, supra. 

5 The stimulus for angiogenesis in this study was the treatment of the filter disk with 

30 \xM VEGF which is implanted within the cornea's stroma. This dose yields 
reproducible neovascularization stemming from the pericorneal vascular plexus growing 
toward the disk in a dose-response study 5 days following implant. Filter disks treated 
only with the vehicle for VEGF show no angiogenic response. The siNA were co- 

10 adminstered with VEGF on a disk in two different siNA concentrations. One concern 
with the simultaneous administration is that the siNA would not be able to inhibit 
angiogenesis since VEGF receptors can be stimulated. However, Applicant has observed 
that in low VEGF doses, the neovascular response reverts to normal, suggesting that the 
VEGF stimulus is essential for maintaining the angiogenic response. Blocking the 

1 5 production of VEGF receptors using simultaneous administration of anti- VEGF-R mRNA 
siNA could attenuate the normal neovascularization induced by the filter disk treated with 
VEGF. 

Materials and Methods: 

Test Compounds and Controls 

20 

R&D Systems VEGF, carrier free at 75 ^M in 82 mM Tris-Cl, pH 6.9 

siNA, 1.67 jiG/|iL, SITE 2340 (SEQ ID NO: 2; SEQ ID NO: 6) sense/antisense 

siNA, 1.67 jiG/^L, INVERTED CONTROL FOR SITE 2340 (SEQ ID NO: 19; 
SEQ ID NO: 20) sense/antisense 
25 siNA 1.67 vg/\iL, Site 2340 (SEQ ID NO: 419; SEQ ID NO: 420) sense/antisense 

Animals 

Harlan Sprague-Dawley Rats, Approximately 225-250g 
• 45 males, 5 animals per group. 
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Husbandry 

Animals are housed in groups of two. Feed, water, temperature and humidity are 
determined according to Pharmacology Testing Facility performance standards (SOP's) 
5 which are in accordance with the 1996 Guide for the Care and Use of Laboratory Animals 
(NRC). Animals are acclimated to the facility for at least 7 days prior to experimentation. 
During this time, animals are observed for overall health and sentinels will be bled for 
baseline serology. 

Experimental Groups 

10 

Each solution (VEGF and siNAs) was prepared as a IX solution for final 
concentrations shown in the experimental groups described in Table III. 

siNA Annealing Conditions 

15 siNA sense and antisense strands are annealed for 1 minute in H 2 0 at 

1.67mg/mL/strand followed by a 1 hour incubation at 37°C producing 3.34 mg/mL of 
duplexed siNA. For the 20jig/eye treatment, 6 piLs of the 3.34 mg/mL duplex is injected 
into the eye (see below). The 3.34 mg/mL duplex siNA can then be serially diluted for 
dose response assays. 

20 

Preparation of VEGF Filter Disk 

For corneal implantation, 0.57 mm diameter nitrocellulose disks, prepared from 
0.45 |im pore diameter nitrocellulose filter membranes (Millipore Corporation), were 
25 soaked for 30 min in 1 \iL of 75 jiM VEGF in 82 mM Tris'HCl (pH 6.9) in covered petri 
dishes on ice. Filter disks soaked only with the vehicle for VEGF (83 mM Tris-Cl pH 
6.9) elicit no angiogenic response. 

Corneal surgery 
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The rat corneal model used in this study was a modified from Koch et al. Supra 
and Pandey et al, supra. Briefly, corneas were irrigated with 0.5% povidone iodine 
solution followed by normal saline and two drops of 2% lidocaine. Under a dissecting 
microscope (Leica MZ-6), a stromal pocket was created and a presoaked filter disk (see 
5 above) was inserted into the pocket such that its edge was 1 mm from the corneal limbus. 

Intraconjunctival injection of test solutions 

Immediately after disk insertion, the tip of a 40-50 |im OD injector (constructed in 
our laboratory) was inserted within the conjunctival tissue 1 mm away from the edge of 

10 the corneal limbus that was directly adjacent to the VEGF-soaked filter disk. Six hundred 
nanoliters of test solution (siNA, inverted control or sterile water vehicle) were dispensed 
at a rate of 1.2 ^iL/min using a syringe pump (Kd Scientific). The injector was then 
removed, serially rinsed in 70% ethanol and sterile water and immersed in sterile water 
between each injection. Once the test solution was injected, closure of the eyelid was 

15 maintained using microaneurism clips until the animal began to recover gross motor 
activity. Following treatment, animals were warmed on a heating pad at 37°C. 

Quantitation of angiogenic response 

Five days after disk implantation, animals were euthanized following im 
20 administration of 0.4 mg/kg atropine and corneas were digitally imaged. The neovascular 
surface area (NSA, expressed in pixels) was measured postmortem from blood-filled 
corneal vessels using computerized morphometry (Image Pro Plus, Media Cybernetics, 
v2.0). The individual mean NSA was determined in triplicate from three regions of 
identical size in the area of maximal neovascularization between the filter disk and the 
25 limbus. The number of pixels corresponding to the blood-filled corneal vessels in these 
regions was summated to produce an index of NSA. A group mean NSA was then 
calculated. Data from each treatment group were normalized to VEGF/siNA vehicle- 
treated control NSA and finally expressed as percent inhibition of VEGF-induced 
angiogenesis. 

30 Statistics 
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After detennining the normality of treatment group means, group mean percent 
inhibition of VEGF-induced angiogenesis was subjected to a one-way analysis of 
variance. This was followed by two post-hoc tests for significance including Dunnett's 
(comparison to VEGF control) and Tukey-Kramer (all other group mean comparisons) at 
5 alpha = 0.05. Statistical analyses were performed using JMP v.3.1.6 (SAS Institute). 

Results are graphically represented in Figure 23. As shown in Figure 23, 
VEGFR1 site 4229 active siNA at three concentrations were effective at inhibiting 
angiogenesis compared to the inverted siNA control and the VEGF control. A chemically 
modified version of the VEGFR1 site 4229 active siNA comprising a sense strand having 

10 2 , -deoxy-2 , -fluoro pyrimidines and ribo purines with 5' and 3' terminal inverted 
deoxyabasic residues (SEQ ID NO: 419) and an antisense strand having having 2'- 
deoxy-2'-fluoro pyrimidines and ribo purines with a terminal 3'-phosphorothioate 
internucleotide linkage (SEQ ID NO: 420), showed similar inhibition. This result shows 
siNA molecules of differing chemically modified composition of the invention are 

1 5 capable of significantly inhibiting angiogenesis in vivo. 

Example 13: RNAi mediated inhibition of EGFR (HERD RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing EGFR (HER1) RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 jil/well, such that at the time of 

20 transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ^1/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 \xl Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 

25 incubated at 37°C for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells wre lysed and RNA 
prepared from each well Target gene expression following treatment was evaluated by 
RT-PCR for the target gene and for a control gene (36B4, an RNA polymerase subunit) 

30 for normalization. The triplicate data were averaged and the standard deviations 
determined for each treatment. Normalized data were graphed and the percent reduction 
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of target mRNA by active siNAs in comparison to their respective inverted control siNAs 
was determined. 

Results of this study are shown in Figure 25. A siNA construct comprising 
ribonucleotides and S'-terminal dithymidine caps (RPI#30988/31064) was compared to a 
5 chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminal phosphorothioate internucleotide linkage (RPI#31300/31301) 5 
which was also compared to a matched chemistry inverted control (RPI#3 13 12/313 13). 
10 In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2), and cells transfected 
with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce EGFR RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

15 Example 14: RNAi mediated inhibition of PKC-alpha RNA expression 

siNA constructs (Table I) are tested for efficacy in reducing PKC-alpha RNA 
expression in, for example in A549 cells. Cells are plated approximately 24h before 
transfection in 96-well plates at 5,000-7,500 cells/well, 100 fil/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs are mixed with 

20 the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 nl/well and 
incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
cells to give a final siNA concentration of 25 nM in a volume of 150 \xl Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are incubated 
at 37° for 24h in the continued presence of the siNA transfection mixture. At 24h, RNA is 

25 prepared from each well of treated cells. The supematants with the transfection mixtures 
are first removed and discarded, then the cells are lysed and RNA prepared from each well. 
Target gene expression following treatment is evaluated by RT-PCR for the target gene and 
for a control gene (36B4, an RNA polymerase subunit) for normalization. The triplicate 
data is averaged and the standard deviations determined for each treatment. Normalized 

30 data are graphed and the percent reduction of target mRNA by active siNAs in comparison 
to their respective inverted control siNAs was determined. 
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In a non-limiting example, siNA constructs were screened for activity (see Figure 
26) and compared to untreated cells, scrambled siNA control constructs (Scraml and 
Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 26, the siNA constructs significantly reduce PKC-alpha RNA expression. Leads 
5 generated from such a screen are then further assayed. In a non-limiting example, siNA 
constructs comprising ribonucleotides and 3 '-terminal dithymidine caps are assayed along 
with a chemically modified siNA construct comprising 2 , -deoxy-2 , -fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5* and 3 '-terminal inverted deoxyabasic caps and the antisense strand 

10 comprises a 3Merminal phosphorothioate internucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 

15 (transfection control). 

Example 15: RNAi mediated inhibition of Mvc RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing Myc (c-Myc) RNA 
expression in 293T cells. 293T cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 fil/well, such that at the time of 

20 transfection cells were 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 [il/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 |il. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 

25 incubated at 37°C for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 

30 polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 
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the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined 

Results of this study are shown in Figure 27. A screen of siNA constructs was 
compared to untreated cells, scrambled siNA control constructs (Scram 1 and Scram2), 
5 and cells transfected with lipid alone (transfection control). As shown in the figure, three 
of the siNA constructs (RPI 30993/31069; RPI 30995/31071; and RPI 30996/31072) 
significantly reduce c-Myc RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 16: RNAi mediated inhibition of BCL2 RNA expression 

10 siNA constructs (Table I) are tested for efficacy in reducing BCL2 RNA expression 

in, for example, A549 cells. Cells are plated approximately 24h before transfection in 96- 
well plates at 5,000-7,500 cells/well, 100 |il/well, such that at the time of transfection 
cells are 70-90% confluent. For transfection, annealed siNAs are mixed with the 
transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ^1/well and 

15 incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
cells to give a final siNA concentration of 25 nM in a volume of 150 \x\. Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA is prepared from each well of treated cells. The supernatants with the 

20 transfection mixtures are first removed and discarded, then the cells are lysed and RNA 
prepared from each well Target gene expression following treatment is evaluated by RT- 
PCR for the target gene and for a control gene (36B4, an RNA polymerase subunit) for 
normalization. The triplicate data is averaged and the standard deviations determined for 
each treatment. Normalized data are graphed and the percent reduction of target mRNA 

25 by active siNAs in comparison to their respective inverted control siNAs is determined. 

In a non-limiting example, A549 cells were transfected with 0.25 ug/well of lipid 
complexed with 25 nM siNA. A siNA construct comprising ribonucleotides and 3'- 
terminal dithymidine caps (RPI#30998/31074) was tested along with a chemically 
modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine nucleotides and 
30 purine ribonucleotides in which the sense strand of the siNA is further modified with 5' 
and 3'-terminal inverted deoxyabasic caps and the antisense strand comprises a 3'- 
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terminal phosphorothioate internucleotide linkage (RPI#3 1368/3 1369), which was also 
compared to a matched chemistry inverted control (RPI#3 1370/3 1371) and a chemically 
modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine and 2 , -deoxy-2 > - 
fluoro purine nucleotides in which the sense strand of the siNA is further modified with 
5 5' and 3'-terminal inverted deoxyabasic caps and the antisense strand comprises a 3'- 
terminal phosphorothioate internucleotide linkage (RPI#3 1372/3 1373) which was also 
compared to a matched chemistry inverted control (RPI#3 1374/3 1375). In addition, the 
siNA constructs were also compared to untreated cells, cells transfected with lipid and 
scrambled siNA constructs (Scraml and Scram2), and cells transfected with lipid alone 
10 (transfection control). As shown in Figure 28, the siNA constructs significantly reduce 
BCL2 RNA expression compared to scrambled, untreated, and transfection controls. 
Additional stabilization chemistries as described in Table IV are similarly assayed for 
activity. 

Example 17: RNAi mediated inhibition of CHK-1 RNA expression 

15 siNA constructs (Table I) were tested for efficacy in reducing CHK-1 RNA 

expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 jil/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ^1/well 

20 and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 jil. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 

25 transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 

30 the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 29. A siNA construct comprising 
ribonucleotides and 3 '-terminal dithymidine caps (RPI#3 1003/3 1079) and a chemically 
modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine nucleotides and 
purine ribonucleotides in which the sense strand of the siNA is further modified with 5' 
and S'-terminal inverted deoxyabasic caps and in which the antisense strand comprises a 
3'-teiminal phosphorothioate internucleotide linkage (RPI#31302/31303), were compared 
to a matched chemistry inverted control (RPI#3 1314/31325). In addition, the siNA 
constructs were also compared to untreated cells, cells transfected with lipid and 
scrambled siNA constructs (Scraml and Scram2), and cells transfected with lipid alone 
(transfection control). As shown in the figure, both siNA constructs significantly reduce 
CHK-1 RNA expression compared to appropriate controls. Additional stabilization 
chemistries as described in Table IV are similarly assayed for activity. 

Example 18: RNAi mediated inhibition of BACE RNA expression 

siNA constructs (Table I) are tested for efficacy in reducing BACE RNA expression 
in, for example in A549 cells. Cells are plated approximately 24h before transfection in 96- 
well plates at 5,000-7,500 cells/well, 100 jil/well, such that at the time of transfection cells 
are 70-90% confluent. For transfection, annealed siNAs are mixed with the transfection 
reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 (ll/well and incubated for 20 
min. at room temperature. The siNA transfection mixtures are added to cells to give a final 
siNA concentration of 25 nM in a volume of 150 jil. Each siNA transfection mixture is 
added to 3 wells for triplicate siNA treatments. Cells are incubated at 37°C for 24h in the 
continued presence of the siNA transfection mixture. At 24h, RNA is prepared from each 
well of treated cells. The supernatants with the transfection mixtures are first removed and 
discarded, then the cells are lysed and RNA prepared from each well. Target gene 
expression following treatment is evaluated by RT-PCR for the target gene and for a control 
gene (36B4, an RNA polymerase subunit) for normalization. The triplicate data is averaged 
and the standard deviations determined for each treatment. Normalized data are graphed 
and the percent reduction of target mRNA by active siNAs in comparison to their 
respective inverted control siNAs was determined. 

In a non- limiting example, siNA constructs were screened for activity (see Figure 
30) and compared to untreated cells, scrambled siNA control constructs (Scraml and 
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Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 30, the siNA constructs significantly reduce BACE RNA expression. Leads 
generated from such a screen are then further assayed. In a non-limiting example, siNA 
constructs comprising ribonucleotides and 3'-terminal dithymidine caps are assayed along 
5 with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5' and 3'-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminal phosphorothioate internucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
10 These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 
(transfection control). 

Example 19: RNA i mediated inhibition of cvclin Dl RNA expression 

15 siNA constructs (Table I) were tested for efficacy in reducing cyclin Dl RNA 

expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 ul/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ul/well 
20 and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 pi. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 
25 transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 
30 the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 31. A siNA construct comprising 
ribonucleotides and 3 '-terminal dithymidine caps (RPI#30988/31064) was assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
5 modified with 5' and 3'-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 '-terminal phosphorothioate internucleotide linkage (RPI#3 1300/3 130), 
which was also compared to a matched chemistry inverted control (RPI#31312/31313). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2), and cells transfected 
10 with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce cyclin Dl RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 20: RN Ai mediated inhibition of PTP-1B RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing PTP-1B RNA 
1 5 expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 ul/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectarnine 2000, Invitrogen) in a volume of 50 ul/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 

20 added to cells to give a final siNA concentration of 25 nM in a volume of 150 ul. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 

25 RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 
the percent reduction of target mRNA by active siNAs in comparison to their respective 

30 inverted control siNAs was determined. 
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Results of this study are shown in Figure 32. A siNA construct comprising 
ribonucleotides and 3 terminal dithymidine caps (RPI#3 101 8/3 1094) was assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
5 modified with 5' and 3'-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminal phosphorothioate internucleotide linkage (RPI#31306/31307), 
which was also compared to a matched chemistry inverted control (RPI#31318/31319). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2), and cells transfected 
10 with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce PTP-1B RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 21 : RN Ai mediated inhibition of ERG2 RNA expression 

siNA constructs (Table I) are tested for efficacy in reducing ERG2 RNA expression 
15 in, for example in DLD1 cells. Cells are plated approximately 24h before transfection in 
96-well plates at 5,000-7,500 cells/well, 100 ul/well, such that at the time of transfection 
cells are 70-90% confluent. For transfection, annealed siNAs are mixed with the 
transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ul/well and 
incubated for 20 rain, at room temperature. The siNA transfection mixtures are added to 
20 cells to give a final siNA concentration of 25 nM in a volume of 150 ul. Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are incubated 
at 37° for 24h in the continued presence of the siNA transfection mixture. At 24h, RNA is 
prepared from each well of treated cells. The supernatants with the transfection mixtures 
are first removed and discarded, then the cells are lysed and RNA prepared from each well. 
25 Target gene expression following treatment is evaluated by RT-PCR for the target gene and 
for a control gene (36B4, an RNA polymerase subunit) for normalization. The triplicate 
data is averaged and the standard deviations determined for each treatment. Normalized 
data are graphed and the percent reduction of target mRNA by active siNAs in comparison 
to their respective inverted control siNAs was determined 

30 In a non-limiting example, siNA constructs were screened for activity (see Figure 

33) and compared to untreated cells, scrambled siNA control constructs (Scraml and 
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Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 33, the siNA constructs significantly reduce of ERG2 RNA expression. Leads 
generated from such a screen are then further assayed. In a non-limiting example, siNA 
constructs comprising ribonucleotides and 3 '-terminal dithymidine caps are assayed along 
5 with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5' and 3' -terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminal phosphorothioate internucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
10 These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 
(transfection control). Additional stabilization chemistries as described in Table IV are 
similarly assayed for activity. 

15 Example 22: RNAi mediated inhibition of PCNA RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing PCNA RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 ^il/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 

20 with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 nl/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 pL Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 

25 24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 

30 standard deviations determined for each treatment. Normalized data were graphed and 
the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 34. A siNA construct comprising 
ribonucleotides and S'-terminal dithymidine caps (RPW3 1035/31 111) was assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2 , -fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
5 modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminal phosphorothioate internucleotide linkage (RPI#31310/31311), 
which was also compared to a matched chemistry inverted control (RPI#3 1322/3 1323). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scram 1 and Scram2), and cells transfected 
10 with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significant reduce PCNA RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 23: Indications 

The siNA molecules of the invention can be used to treat a variety of diseases and 
15 conditions through modulation of gene expression. Using the methods described herein, 
chemically modified siNA molecules can be designed to modulate the expression any 
number of target genes, including but not limited to genes associated with cancer, 
metabolic diseases, infectious diseases such as viral, bacterial or fungal infections, 
neurologic diseases, musculoskeletal diseases, diseases of the immune system, diseases 
20 associated with signaling pathways and cellular messengers, and diseases associated with 
transport systems including molecular pumps and channels. 

Non-limiting examples of various viral genes that can be targeted using siRNA 
molecules of the invention include Hepatitis C Virus (HCV, for example Genbank 
Accession Nos: D11168, D50483.1, L38318 and S82227), Hepatitis B Virus (HBV, for 

25 example GenBank Accession No. AF100308.1), Human Immunodeficiency Virus type 1 
(HTV-1, for example GenBank Accession No. U51188), Human Immunodeficiency Virus 
type 2 (HIV-2, for example GenBank Accession No. X60667), West Nile Virus (WNV 
for example GenBank accession No. NC_001563), cytomegalovirus (CMV for example 
GenBank Accession No. NC_001347), respiratory syncytial virus (RSV for example 

30 GenBank Accession No. NC_001781), influenza virus (for example example GenBank 
Accession No. AF037412, rhinovirus (for example, GenBank accession numbers: 
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D00239, X02316, X01087, L24917, M16248, K02121, X01087), papillomavirus (for 
example GenBank Accession No. NC_001353), Herpes Simplex Virus (HSV for 
example GenBank Accession No. NC_001345), and other viruses such as HTLV (for 
example GenBank Accession No. AJ430458). Due to the high sequence variability of 
5 many viral genomes, selection of siRNA molecules for broad therapeutic applications 
would likely involve the conserved regions of the viral genome. Nonlimiting examples of 
conserved regions of the viral genomes include but are not limited to 5'-Non Coding 
Regions (NCR), 3'- Non Coding Regions (NCR) and/or internal ribosome entry sites 
(IRES). siRNA molecules designed against conserved regions of various viral genomes 
10 will enable efficient inhibition of viral replication in diverse patient populations and may 
ensure the effectiveness of the siRNA molecules against viral quasi species which evolve 
due to mutations in the non-conserved regions of the viral genome. 

Non-limiting examples of human genes that can be targeted using siRNA molecules 
of the invention using methods described herein include any human RNA sequence, for 

15 example those commonly referred to by Genbank Accession Number. These RNA 
sequences can be used to design siRNA molecules that inhibit gene expression and 
therefore abrogate diseases, conditions, or infections associated with expression of those 
genes. Such non-limiting examples of human genes that can be targeted using siRNA 
molecules of the invention include VEGFr (VEGFr-1 for example GenBank Accession 

20 No. XMJ)67723, VEGFr-2 for example GenBank Accession No. AF063658), HER1, 
HER2, HER3, and HER4 (for example Genbank Accession Nos: NM_005228, 
NM_004448, NMJ)01982, and NM_005235 respectively), telomerase (TERT, for 
example GenBank Accession No. NMJ)03219), telomerase RNA (for example GenBank 
Accession No. U86046), NFkappaB, Rel-A (for example GenBank Accession No. 

25 NM_005228), NOGO (for example GenBank Accession No. AB020693), NOGOr (for 
example GenBank Accession No. XM_015620), RAS (for example GenBank Accession 
No. NMJ)04283), RAF (for example GenBank Accession No. XM_033884), CD20 (for 
example GenBank Accession No. X07203), METAP2 (for example GenBank Accession 
No. NMJ)03219), CLCA1 (for example GenBank Accession No. NM_001285) , 

30 phospholamban (for example GenBank Accession No. NM 002667), PTP1B (for 
example GenBank Accession No. M31724), and others, for example, those shown in 
Table III. 
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The siNA molecule of the invention can also be used in a variety of agricultural 
applications involving modulation of endogenous or exogenous gene expression in plants 
using siNA, including use as insecticidal, antiviral and anti-fungal agents or modulate 
plant traits such as oil and starch profiles and stress resistance. 

5 Example 24: Diagnostic uses 

The siNA molecules of the invention can be used in a variety of diagnostic 
applications, such as in the identification of molecular targets (e.g., RNA) in a variety of 
applications, for example, in clinical, industrial, environmental, agricultural and/or 
research settings. Such diagnostic use of siNA molecules involves utilizing reconstituted 

10 RNAi systems, for example, using cellular lysates or partially purified cellular lysates. 
siNA molecules of this invention can be used as diagnostic tools to examine genetic drift 
and mutations within diseased cells or to detect the presence of endogenous or exogenous, 
for example viral, RNA in a cell. The close relationship between siNA activity and the 
structure of the target RNA allows the detection of mutations in any region of the 

15 molecule, which alters the base-pairing and three-dimensional structure of the target 
RNA. By using multiple siNA molecules described in this invention, one can map 
nucleotide changes, which are important to RNA structure and function in vitro, as well 
as in cells and tissues. Cleavage of target RNAs with siNA molecules can be used to 
inhibit gene expression and define the role of specified gene products in the progression 

20 of disease or infection. In this manner, other genetic targets can be defined as important 
mediators of the disease. These experiments will lead to better treatment of the disease 
progression by affording the possibility of combination therapies (e.g., multiple siNA 
molecules targeted to different genes, siNA molecules coupled with known small 
molecule inhibitors, or intermittent treatment with combinations siNA molecules and/or 

25 other chemical or biological molecules). Other in vitro uses of siNA molecules of this 
invention are well known in the art, and include detection of the presence of mRNAs 
associated with a disease, infection, or related condition. Such RNA is detected by 
determining the presence of a cleavage product after treatment with a siNA using 
standard methodologies, for example, fluorescence resonance emission transfer (FRET). 

30 In a specific example, siNA molecules that cleave only wild-type or mutant forms 

of the target RNA are used for the assay. The first siNA molecules (i.e., those that cleave 

137 



WO 03/074654 



PCT/US03/05028 



only wild-type forms of target RNA) are used to identify wild-type RNA present in the 
sample and the second siNA molecules (i.e., those that cleave only mutant forms of target 
RNA) are used to identify mutant RNA in the sample. As reaction controls, synthetic 
substrates of both wild-type and mutant RNA are cleaved by both siNA molecules to 
5 demonstrate the relative siNA efficiencies in the reactions and the absence of cleavage of 
the "non-targeted" RNA species. The cleavage products from the synthetic substrates 
also serve to generate size markers for the analysis of wild-type and mutant RNAs in the 
sample population. Thus, each analysis requires two siNA molecules, two substrates and 
one unknown sample, which is combined into six reactions. The presence of cleavage 

10 products is determined using an RNase protection assay so that full-length and cleavage 
fragments of each RNA can be analyzed in one lane of a polyacrylarnide gel. It is not 
absolutely required to quantify the results to gain insight into the expression of mutant 
RNAs and putative risk of the desired phenotypic changes in target cells. The expression 
of mRNA whose protein product is implicated in the development of the phenotype (i.e., 

15 disease related or infection related) is adequate to establish risk. If probes of comparable 
specific activity are used for both transcripts, then a qualitative comparison of RNA levels 
is adequate and decreases the cost of the initial diagnosis. Higher mutant form to wild- 
type ratios are correlated with higher risk whether RNA levels are compared qualitatively 
or quantitatively. 

20 All patents and publications mentioned in the specification are indicative of the 

levels of skill of those skilled in the art to which the invention pertains. All references 
cited in this disclosure are incorporated by reference to the same extent as if each 
reference had been incorporated by reference in its entirety individually. 

One skilled in the art would readily appreciate that the present invention is well 
25 adapted to carry out the objects and obtain the ends and advantages mentioned, as well as 
those inherent therein. The methods and compositions described herein as presently 
representative of preferred embodiments are exemplary and are not intended as 
limitations on the scope of the invention. Changes therein and other uses will occur to 
those skilled in the art, which are encompassed within the spirit of the invention, are 
3 0 defined by the scope of the claims. 
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It will be readily apparent to one skilled in the art that varying substitutions and 
modifications can be made to the invention disclosed herein without departing from the 
scope and spirit of the invention. Thus, such additional embodiments are within the scope 
of the present invention and the following claims. The present invention teaches one 
skilled in the art to test various combinations and/or substitutions of chemical 
modifications described herein toward generating nucleic acid constructs with improved 
activity for mediating RNAi activity. Such improved activity can comprise improved 
stability, improved bioavailability, and/or improved activation of cellular responses 
mediating RNAi. Therefore, the specific embodiments described herein are not limiting 
and one skilled in the art can readily appreciate that specific combinations of the 
modifications described herein can be tested without undue experimentation toward 
identifying siNA molecules with improved RNAi activity. 

The invention illustratively described herein suitably can be practiced in the 
absence of any element or elements, limitation or limitations that are not specifically 
disclosed herein. Thus, for example, in each instance herein any of the terms 
"comprising", "consisting essentially of, and "consisting of may be replaced with either 
of the other two terms. The terms and expressions which have been employed are used as 
terms of description and not of limitation, and there is no intention that in the use of such 
terms and expressions of excluding any equivalents of the features shown and described 
or portions thereof, but it is recognized that various modifications are possible within the 
scope of the invention claimed. Thus, it should be understood that although the present 
invention has been specifically disclosed by preferred embodiments, optional features, 
modification and variation of the concepts herein disclosed may be resorted to by those 
skilled in the art, and that such modifications and variations are considered to be within 
the scope of this invention as defined by the description and the appended claims. 

In addition, where features or aspects of the invention are described in terms of 
Markush groups or other grouping of alternatives, those skilled in the art will recognize 
that the invention is also thereby described in terms of any individual member or 
subgroup of members of the Markush group or other group. 
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Table n 



Reagent 



Phosphoramldites 



S-Ethyl Tetrazole 



Equivalents 



6.5 



23.8 



A, Z5 umol Synthesis Cycle ABI 394 Instrument 



Amount 



163 pL 



238 pL 



Wait Time* DNA 



45 sec 



45 sec 



Wait Time* 2'O-methyl 



2.5 min 



2.5 min 



Wait Time*RNA 



7.5 min 



N-Methyl 
Imidazole 



233 jjL 



5 sec 



186 



5 sec 



233 pL 



5 sec 



5 sec 



5 sec 



5 sec 



TCA 



176 



2.3 mL 



Iodine 



21 sec 



Beaucage 



11.2 
12.9 



21 sec 



1.7 mL 



Acetonitrile 



645 pL 



NA 



6.67 mL 



45 sec 



21 sec 



45 sec 



100 sec 



45 5 



300 sec 



NA 



300 sec 



NA 



NA 



Reagent 



Phosphoramidites 



S-Ethyl Tetrazole 



Acetic Anhydride 



W-Methyl 
Imidazole 



TCA 



Iodine 



Beaucage 



Equivalents 



15 



38.7 



655 



B. 0.2 pmol Synthesis Cycle ABI 394 Instrument 



Amount 



31 pL 



31 uL 



1245 



700 



20.6 



Acetonitrile 



7.7 



NA 



124 pL 



124 pL 



732 pL 



244 pL 



Wait Time* DNA 



45 sec 



45 sec 



Wait Tjme*2'-Q-methyl 



233 sec 



WaitTime*RNA 



233 min 



5 sec 



5 sec 



10 sec 



15 sec 



232 pL 



2.64 mL 



100 sec 



NA 



5 sec 



5 sec 



10 sec 



15 sec 



300 sec 



NA 



Phosphoramidites 



S-Ethyl Tetrazole 



EquivalentsiDNA/ 
2'-0-methyi/Ribo 



22/33/66 



70/105/210 



C 0.2 umol Synthesis Cyde 96 well Instrument 



465 sec 



465 sec 



5 sec 



5 sec 



10 sec 



15 sec 



300 sec 



NA 



Amount: DNA/2'-0- 
methyl/Ribo 



40/60/120 pL 



40/60/120 pL 



Wait Time* DNA 



60 5 



) sec 



Wait Tfme*2 , -0- 
methyl 



180 s 



180 min 



Wait Time* Ribo 



360sec 



/V-MethyJ 
Imidazole 



50/50/50 pL 



10 sec 



502/502/502 



10 sec 



50/50/50 pL 



360 sec 
10 sec 



10s 



10 sec 



10 sec 



TCA 



Iodine 



238/475/475 
6.8/6.8/6.8 



250/500/500 pL 



15 sec 



Beaucage 



34/51/51 



Acetonitrile 



NA 



80/80/80 pL 
80/120/120 



30 sec 



100 sec 



1150/1150/1150 pL 



NA 



Wait time does not include contact time during delivery. 



15 sec 



15 sec 



30 sec 



30 sec 



200 sec 



200 sec 



NA 



NA 



Tandem synthesis utilizes double coupling of linker molecule 
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Group 

. J . •» ? " ' 


Solution on 
, Filter (i.O 

m l) ' • 


, Stock 'VEGF 
* concentration 

, *i a 


Number 

of : % 
v 3\xumals 

»' '' . v - ?*;< 


■ Jiijectate 
,(6.0 uL), 


s ' Dose 

: 3,V "ft 


' j "Cone. 1' 
' inject ate 

Jri&V- ..' 


1 


Tris-Cl pH 
6.9 


NA 


5 


water 


NA 


NA 


2 


R&D Systems 
VEGF-carrier 
free 
75 jiM 


3.53 fig/tiL 


5 


water 


NA 


NA 


3 


R&D Systems 
VEGF-carrier 
free 
75 nM 


3.53 ng/nL 


5 


Site 2340 
Stabl 
siRNA 


10 

Mg/eye 


1.67 
Hg/uL 


4 


R&D Systems 
VEGF-carrier 
free 
75 nM 


3.53Mg/uL 


5 


Site 2340 
Stabl 
siRNA 


3 

ug/eye 


0.5 
Mg/nL 


5 


R&D Systems 
VEGF-carrier 
free 
75 uM 


3.53ng/nL 


5 


Site 2340 
Stabl 
siRNA 


1 

tig/eye 


0.167 
. Mg/uL 


6 


R&D Systems 
VEGF-carrier 
free 
75 uM 


3.53ng/uL 


5 


Inactive 
Site 2340 
Stabl 
siRNA 


10 
Ug/eye 


1.67 
Hg/uL 


7 


R&D Systems 

free 
75 uM 


3.53 ng/nL 


• 5 


Inactive 
Site 2340 
Stabl 
siRNA 


3 

Ug/eye 


0.5 
Mg/ |iL 


8 


R&D Systems 
VEGF-carrier 
free 
75 uM 


3.53ng/nL 


5 


Inactive 
Site 2340 
Stabl 
siRNA 


1 

jig/ eye 


0.167 
Hg/jiL 
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Table IV 



Non-limiting examples of Stabilization Chemistries for chemically modified siNA 
constructs 



Chemistry 
"Stab 1" 



"Stab 2" 



"Stab 3" 



"Stab 4" 



"Stab 5" 



pyrimidine 



Ribo 



Ribo 



Purine 



Ribo 



Ribo 



2'-fluoro 



Ribo 



2'-fluoro 



2'-fIuoro 



Ribo 



Ribo 



cap 



p=S 



5 at 5 '-end 
1 at 3 '-end 



5' and 3' 
ends 



All 
linkages 



4at5'-end 
4 at 3 '-end 



Strand 



S/AS 



Usually AS 



1 at 3 '-end 



Usually S 



Usually S 



Usually AS 



2'-0-Methyl 



Ribo 



"Stab 7" 



2'~fluoro 



5' and 3'- 
ends 



Usually S 



2'-deoxy 



"Stab 8" 



"Stab 9" 



"Stab 10" 



"Stab 11" 



2'-fluoro 



5' and 3'- 
ends 



Ribo 



Ribo 



2'-fluoro 



2'-0- 
Methyl 



Ribo 



Ribo 



5' and 3'- 
ends 



2'-deoxy 



1 at 3 '-end 



1 at 3 '-end 



1 at 3 '-end 



Usually S 



Usually AS 



Usually S 



Usually AS 



Usually AS 



CAP - any terminal cap, see for example Figure 10. 
All Stab 1-1 1 chemistries can comprise 3'-terminal thymidine (TT) residues 
MSttb 1-11 chemistries typically comprise 21 nucleotides, but can vary as described 

S = sense strand 

AS = antisense strand 
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Table V 



Acc# 
NM_002825 

NM 033418 


Description 

Homo sapiens pleiotrophin (heparin binding growth farinr 8 nPimtA r«.««^ 
promoting factor 1) (PIN), mRNA 

Homo sapiens hypothetical protein MGC9084 (MGC9084), mRNA 


NM 033111 
NMJ)32564 

NM 032311 
NM 022130 


Homo sapiens LOC88523 (LOC88523), mRNA 

Homo sapiens diacylglycerol O-acyltransferase homoloe 2 (moused moATT* 

Homo sapiens KIAA1649 protein (KIAA1 649), mRNA 

Homo sapiens izolin nhosnhrmrntpin 1 frna* nm-fwr^ /ttyt dtto\ t»> t a 


NM 021980 
NMJ)00660 

NM 020423 


^ p"'&' frmwpiKJjpiuicm j ^coat-protein} lOUi^Ho), mRNA 

Homo sapiens optineurin (OPTN), mRNA 

Homo sapiens transforming growth factor, beta 1 (Camurati-Engelmann disease) 
(TGFBl),mRNA 

Homo sapiens hypothetical protein LOC57147 (LOC57147) mRNA 


NMJ)20351 
JNJVL 019556 


Homo sapiens smooth muscle cell-expressed and macrophage conditioned 
medium-induced protein smag-64 (LOC57086), mRNA 


NM_0 18676 


Homo sapiens hypothetical protein dJ473B4 (DJ473B4) mRNA 

Homo sapiens TMTSP for transmembrane molecule with thrombospondin 

module (LOC55901), mRNA 


NM 016265 

NM 016531 
NM 016372 


Homo sapiens GIOT-3 for gonadotropin inducible transcription repressor-3 
(GIOT-3), mRNA 

Homo sapiens Kruppel-like factor 3 (basic) (KLF3), mRNA 

Homo sapiens seven transmembrane domain orphan receptor (TTRA40) mRNA 


INM 016211 
NM 014933 
NM 014706 

NM 014463 


Homo sapiens yeast Sec31p homolog (KIAA0905), mRNA 

Homo sapiens yeast Sec3 Ip homolog (KIAA0905), mRNA 

Homo sapiens squamous cell carcinoma antigen recognised by T cells 3 

(SART3), mRNA 


NM__014288 


Homo sapiens Lsm3 protein (LSM3) mRNA 

Honio^sapiens mtegrin beta 3 bmdmg protein (beta3-endonexin) (TTGB3BP), 


NM 013443 

NM_012404 
NM 012401 
NM 006710 


Homo sapiens CMP-NeuAC:(beta)-N-acetylgalactosaminide (alpha)2,6- 
sialyltransferase member VI (VI), mRNA 
Homo sapiens pp32 related 2 (PP32R2), mRNA 
Homo sapiens pp32 related 1 (PP32R1), mRNA 
Homo sapiens COP9 homolog (COP9), mRNA 


NM 006117 
NM 005839 
NM_004264 

NM 003714 


Homo sapiens peroxisomal D3,D2-enovl-CoA isomerase (PECI) mRNA 
Homo sapiens serine/argimne repetitive matrix 1 (SRRM1) mRNA 
Homo sapiens SRB7 suppressor of RNA polymerase B homolog (yeast) 
(SURB7), mRNA 5U ' 

Homo sapiens stanniocalcin 2 (STC2), mRNA 


NM 003122 
NMJ)03690 

NM 015526 
NM 033401 
NM 023037 
NM 021817 
NM 016222 
NM 003744 ] 
NM 032682 ] 
NM_003681 3 


Homo sapiens senne protease inhibitor, Kazal type 1 (SPINK1), mRNA 
Homo sapiens protein kinase, interferon-inducible double stranded RNA 
dependent activator (PRKRA), mRNA 
Homo sapiens CLIP-170-related protein (COPR-59), mRNA 

Homo sapiens hypothetical protein CG003 (13CDNA73), mRNA 

Homo sapiens brain link protein- 1 (BRAL1) mRNA 

Homo sapiens DEAD-box protein abstrakt (ABS), mRNA 

Homo sapiens numb homolog (Drosophila) (NUMB), mRNA 

Homo sapiens forkhead box PI (FOXP1), mRNA 

Homo sapiens pyridoxal (pvndoxme, vitamin B6) kinase (PDXK), mRNA 
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NM_130787 



NM 024744 



NM 018984 



NMJ06552 



NMJ)22460 



Homo sapien s nucleolar RNA-associated prot ein CNrxri tt^ma" 

TTnTTIA OOnionn n A i. . 3 - 1 * 



H^osapiens adaptor-related protein complex 2, alpha 1 subunit (AP2A1), 



Homo sapiens (ALS2CR8). mRNA 



Homo sapien s slingshot 1 (hSSH-1), mRNA 



^^^y^^^ Pr ° tein FUH24y S ™ lJar t0 HS1 protein i 

(FLI14249), transcript variant 2, mRNA 



^^^^?^ Ca ? Pr ° tein FLJ14249 similar t0 HS1 Wn*ng Protein 3 
(FU14249), transcript vanant 1, mRNA 



NM 130388 



NM 130387 



NM 007191 



NM 052950 



NMJ)25042 



NM_080706 



NM 080705 



NMJ)80704 



NMJ) 18727 



jjomo s a pi ens ankyrin repeat and SQCS box-containing 1 2 r ASttn) m v m " 

Homo saniens smlrvrin rfmoof j cnnc t : . : s - : r~. 11 



Homo sapiens ankyrin repeat and SQCS box-containing 1 4 ( A sr 1 Ay „ PN a 
Homo sapiens WNT inhibitory factor 1 (WlVmRNA ~ 



.Homo sapiens wuw- and FYVE-domain fining protein 2 fW ^T^T 

Homo saniens Will am P ^ olw «, j i — * : \ /> 



Homo^sapiens WUhams-Beuren syndrome chromosome region 23 (WBSCR23), 



f °c^^^^T reCept0r P0tential cation ch ^l, subfamily V, member 
1 (TRPV1), transcript variant 3, mRNA 



WTPPVi reCept ° r P ° tential Cati0n chamel > subfamily V, member 
1 (TRPV1), transcript variant 4, mRNA 



f SVvi ?*? reCept ° r P ° tentiai Cati0n Channel > subfarniI y V, member 

1 (TRPV1), transcript vanant 1, mRNA 



NM 080879 



NM 080871 



NM 080870 



NM 080834 



NM 080829 



NM 080828 



NM 080819 



f S!R^ ^sient receptor potential canon channel, subfamily V, member 
1 (TRPV1), transcript vanant 2, mRNA 



Homo sapiens SQCS box containing protein RAR2 A fR AT?9 A) ™p NA 

Homo sani Pti i2 anlnm'n ro n an ^ CAno i " r : ^ _ . . * — ■ 



Homo sapiens ankyrin repeat and SQCS box-containW in (^nmf^T 

Homo sanienc FlPPDI „,„*„.„ /r-ir>OT> 1 s 2 i _/, mvn-n. 



Homo sapien s DPCR1 protein (DPCRQ. mRNA 

Homo sapiens chromosome 20 o pen reading frame 152 (C20orfl52V^RTijA~ 



Homo sapiens chromosome 20 o pen reading frame 1 7S rretw n ^)^pm 

HOmO Rani en c rrirnmrtcnma OA J- /* » „^ " — « 



NM 080752 



NM 080749 



NM 080745 



NM 080738 



NM- 014970 



NM_021058 
NM 021064 



NM 080491 



Homo sapiens chromosome 20 o pen reading frame 17 3 (C7C\^i^p^T 

Homo saniens a nrAtoin — ™ /^rv v 1 : y> UU ' A 



rf ~ — t w& "Huiv x ^ iv^vur 

nomo sapie ns G protein-coupled receptor 78 fGPR7?n mRNA 



yj — ; — » — k — ym.^/u;, uuum 

Homo sapiens chromosome 20 op en reading frame 164 (C 20o7flo5WnRNA~ 

Homo 55 aniens rhmmnon™* on i- ~ r « ^« , — : ' — 



tj : r i.w-T ^uuui oh^ ITUvJNA 

Homo sapiens chromosome 20 o pen reading frame 163 rc?fl nrnfi^p>fr- 
Homo sapien s ring finger protein 36 (RNF36), mRNA ~ 



.H om o sapiens EDAR-associated death domain (EDAK Ar»n^ ^pxt A ~ 
Homo sani ens THr»eciri_o^c7^T^7IT^Z7I^ — ^ 



— — — \^*-r\i>^ruuru ). 

Homo sapien s bnesin-associated protein 3 ( KIFAP^ mRNA 

Rnmn com'^n mn i_» A r- «, ; — . 1 



; — ■ 1 " J~U> ^ lllXVl\/\ 

Homo sapiens H2B histone family, member R (H2BFR-> mPMA 

Rnmo cnm'p-nc ui a •■! ' _ ^ ^ ^ 



Homo sapien s H2A histone family, member P (H2AFP1 mR NA 
Homo sapiens GRB2-a S sociated binding protein 2 (GAB^ ^ yari^ 
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mRNA 


NM 012296 


Homo sapiens GRB2-associated binding protein 2 (GAB2), transcript variant 2, 
mRNA 


NM 007247 


Homo saniens API ffamma subunit binding nrotein 1 (AP1GBP1 1 transcrint 
variant 1 mRNA 

▼ UA AU11 1 A j x -I U. VJL 1 A X 


NM 080551 


Homo saniens API camma subunit binding nrotein 1 fAPlGBPli transcrint 
variant 3, mRNA 


NM 080550 


Homo sapiens API gamma subunit binding protein 1 (API GBP 1), transcript 
variant 2, mRNA 


NM 000982 


Homo sapiens ribosomal protein L21 (RPL21), mRNA 


NM 003913 


Homo sapiens serine/threonine-protein kinase PRP4 homolog (PRP4), mRNA 


NM 002475 


Homo sapiens myosin light chain 1 slow a (MLC1SA), mRNA 


NM 002729 


Homo sapiens hematopoietically expressed homeobox (HHEX), mRNA 


NM 005893 


Homo sapiens calicin (CC1N), mRNA 


NM 017593 


Homo sapiens homolog of mouse BMP-2 inducible kinase (BIKE), mRNA 


NM 032027 


Homo sapiens beta-amyloid binding protein precursor (BBP), mRNA 


NM 004051 

illTX Vvivv A 


Homo sapiens 3-hydroxybutyrate dehydrogenase (heart, mitochondrial) (BDH), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 006576 

JL l J.VJL Vy V/^J^/ / V 


Homo saniens arlvillin ( AVTT.,1 mRNA 

liWliiU QdL/lVIii} CIUY111XLX W X T JUO/j X X LIVi lil 


NM 013375 


Homo sanipns TATA-bindinP' nrotein -Hindinf? nrotein fARTl ) mRNA 


NM 058219 


Homo saniens homolofx of veast mRNA transnort regulator 3 fMTR3 1 mRNA 


NM 058237 


Homo saniens T-TRAT-lilce reneat-enntaininp nrotein fTCTAAl 622 1 transcrint 

JL X\J1 1L\J OUUlvllu XII /XX X 11XW/ IVLJVsLll N/UlAltlJllXllE^ L/X V> Iv XXX I lxirtn \\.tr.t.j^ UUUQVJiiLil 

variant 1 mRNA 

VULldlJlL 1, llilMlil 


NM_020958 


Homo sapiens HEAT-like repeat-containing protein (KIAA1622), transcript 
variant 2 mRNA 

V IX L 1C111 L Amt , 11 IX NX 1 J X 


NM 004702 


Homo sapiens cyclin E2 (CCNE2), transcript variant 3, mRNA 




TTomo Qanipn*; rvrlin fOONP? i tran^fTint variant 1 mT^NA 


NM 057735 


Homo sapiens cyclin E2 (CCNE2), transcript variant 2, mRNA 


NM 009013 

l^lVl ULf x»V/ 1 J 


Homo sanipns FKS0f> hinriincr nrotein 3 C2 iVDi rFT<CRP3 1 mRNA 

Xl-tJiilU oajJidld X JLVw/V/U Uli.lUJU.Jlg IJiVJlvJlJ J yZ**J JINJU' J \X. XV-XJX JJy 1 1 1A VJ. >l /x. 


NM_004724 


Homo sapiens ZW10 homolog, centromere/kinetochore protein (Drosophila) 
fZWlOi mRNA 


NM_057159 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- 
eounlefl recent or 2 ^PDG2i transcrint variant 2 mRNA 

V/UU|J1L/U 1 \^Kj\*^J l\JL y XV ^l>i-/VJXi J ^ U. til IJVl ll-J\- YUXlUllL X#, HlXVi. 1i V 


NM_001401 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- 

pmmlprl rerpntnr 9 (T^T^CrO i transcrint variant 1 mRNA 


NM 01^084 


TTomo QanipnQ mitocnonHrial rihosomal nrotein S9V fMRPS97^ miclear P"ene 

XXVJillvl SOU j 1111 LLJLvllVJlivil XCX1 llC/wOVJllicll VJL VJ LV^lll JZ. / ^lVXXvX OX* / y j HIXvlVCU gwllw 

encoding mitochondrial protein, mRNA 


NM 0^3781 


TTomn ^anipriQ mitncVionHTial n'oosomal nrotein S3fi DvTRPS»^6^ nuclear pene 

X lUlllxJ oa^JlCno IlillUOllUilvXL iuX L HJ\JO\JllltXl piULUjUl k?«?U ^XYXXVl LJ-)\J J. llLiLy'lV-'Cll ^^/U^/ 

encorlincr mitochnntirial nrotein mRNA 

Wl.lwV^Ulllg lllllV/wllV^iltXI lat L^lUlVlllj UUMul 


NM 005830 


TTomo saniens mitochondrial ribosomal nrotein S31 fMRPS31 1 nuclear ffene 
encoding mitochondrial protein, mRNA 


NM 012062 

1 \ 1 VJL \J X 4m* \J\Jmmt 


TTomo saniens dvnamin 1-like HDNMlT^i transcrint variant 1 mRNA 


NM 005648 


Homo saniens transcrintion elongation factor B fSTTTi nolvDentide 1 f 15kD 
elonein Ci (TCEB1 1 mRNA 

wlV/llglll V-/ y \ * >w^ 1 1 1.* X J y 1 lUVi ^X*. 


NM 007070 


Homo sapiens FKBP-associated protein (FAP48), transcript variant 2, mRNA 


NM 053274 


Homo sapiens FKBP-associated protein (FAP48), transcript variant 1 , mRNA 


NM_054113 


Homo sapiens DNA-dependent protein kinase catalytic subunit-interacting 
protein 3 (KIP3), mRNA 


NM 003726 


Homo sapiens src family associated phosphoprotein 1 (SCAP1), mRNA 


NM 012308 


Homo sapiens F-box and leucine-rich repeat protein 1 1 (FBXL1 1), mRNA 


NM 030913 


Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic 
domain, (semaphorin) 6C (SEMA6C), mRNA 
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NM 021163 




NMJ03632 


Homo sapiens RB-associated KRAB repressor (RBAK) mRNA 

Homo sapiens F-box and WD-40 domain protein 7 (archipelago homoloe 

Drosopnila) (FBXW7), transcnpt vanant 1, mRNA 


NM018315 
NM 012168 


Homo sapiens F-box and WD-40 domain protein 7 (archipelago homolog 
Drosophila) (FBXW7), transcript variant 2, rnRNA 


inm_uj jo 5JL 


Homo sapiens F-box only protein 2 (FBX02), mRNA 

Homo sapiens CDC14 cell division cycle 14 homolog B (S. cerevisiae) 

(CDC 14B), transcript variant 3, mRNA 


>JA/f CVX 111 1 


Homo sapiens CDC14 cell division cycle 14 homolog B (S. cerevisiae) 
(CDC14B), transcript variant 2, mRNA 




Homo sapiens CDC14 cell division cycle 14 homolog B (S. cerevisiae) 
(CDC14B), transcript variant 1, mRNA 


NM 033307 


Homo sapiens caspase 4, apoptosis-related cysteine protease CCASP4^ irammW 
variant delta, mRNA P I^am^, transcnpt 


NMJ)33306 


Homo sapiens caspase 4, apoptosis-related cysteine protease (CASP4), transcript 
variant gamma, mRNA 


NM_001225 
NM 002948 


Homo sapiens caspase 4, apoptosis-related cysteine protease (CASP4), transcript 
vanant alpha, mRNA 

Homo sapiens nbosomal protein L15 (RPL15), mRNA 


NM 033228 


Homo sapiens ADP-ribosylation factor domain nmtpin 1 64Vn apT^n 
transcript variant gamma, mRNA ' 


NM_033227 


Homo sapiens ADP-nbosylation factor domain protein 1 , 64kD (ARFD1) 
transcript variant beta, mRNA 


NM_001656 
NM 021203 


xiuiiiu 5>dpicni> /u^r-noosyiation tactor domain protein 1, 643cD (ARFD1) 

transcript variant alpha, mRNA 

Homo sapiens APMCF1 protein (APMCF1), mRNA 


NM J) 12095 

NM 001025 
NM 032989 


Homo sapiens adaptor-related protein complex 3, mu 1 subunit (AP3M1) 
mRNA " 

Homo sapiens nbosomal protein S23 (RPS23), mRNA 


NM 004322 
NM_ 014326 
NM 012430 

"MM fW191£ 

1N1V1 vj 1 Z 1 0 

NM_002927 


Homo sapiens BCL2 -antagonist of cell death (BAD), transcript variant 2, mRNA 

Homo sapiens BCL2-antaeonist of cell death (BAD), transcript variant 1 mRNA 

Homo sapiens death-associated protein kinase 2 (DAPK2) mRNA 

Homo sapiens sec22 homolog (SEC22A), mRNA 

Homo sapiens secl3-like protein (SEC13L), mRNA 

Homo sapiens regulator of G-protein signalling 13 (RGS13) mRNA 


INiVl 

NM 001730 

"MTV 4" (Yl^fLIA 


Homo sapiens testis expressed sequence 13A (TEX13A), mRNA 
Homo sapiens Kruppel-like factor 5 (intestinal) (KLF5) mRNA 
Homo sapiens leucme nch repeat (in FLIT) interacting protein 1 (LRREDP1) 
mRNA Ji 


NM_031361 


Homo sapiens collagen, type IV, abha 3 (Goodnastnre antio^ v.i«^ir.« 

j, & > vr v * T > u - l F iia j v.vjuuupdbiuic dnugenj omaing protein 

(COL4A3BP), transcript variant 2, mRNA 


NM_031266 


Homo sapiens heterogeneous nuclear ribonucleoprotein A/B (HNRPAB), 
transcript variant 1, mRNA 


NM 004499 
NM 004990 


Homo sapiens heterogeneous nuclear ribonucleoprotein A/B (HNRPAB) 
transcript variant 2, mRNA 


NM 031244 


Homo sapiens methionine-tRNA synthetase (MARS), mRNA 

i>uium s>nem mating type inrormation regulation 2 homolog 5 (S 
cerevisiae) (SIRT5), transcript variant 2, mRNA ' 


NM_012241 

( 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 5 (S 
cerevisiae) (SIRT5), transcript variant 1, mRNA ^ - 


NMJ)06845 ] 
1 i 


Homosapiens kinesm-like 6 (mitotic centromere-associated kinesin) (KNSL6), 
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iNivi \jD\JyZ\J 
NMJH6228 

NM 017951 


Homo sapiens lecuine-nch acidic protein-like protein (LANP-L) mRNA 

Homo sapiens L-kynurenme/alpha-aminoadipate aminotransferase (KATH) 
mRNA J) 


NM_000778 


Homo sapiens hypothetical protein FU20297 (FLJ20297) mRNA 

Homo sapiens cytochrome P450, subfamily IVA, polypeptide 1 1 (CYP4A1 1) 

mRNA y ' 


XTTV/f An^f oo 

INM_U06582 


Homo sapiens glucocorticoid modulatory element binding protein 1 (GMEB1) 
transcript variant 1 s mRNA V h 


NMJ)244S2 


Homo sapiens glucocorticoid modulator plprnpri+ KiV«riirir, i /r^\ >rT-n 1 \ 
r ^mvuvwiuvuiu uwuuwiuiy cicmeni oinoing protein l (GMEBl ) 

transcript variant 2, mRNA h 


NMJ)24885 


Homo sapiens TAF7-hke RNA polymerase H, TATA box binding protein 
(TBP)-associated factor, 50 kD <TAF7L\ mRNA 


1NM__UU!> 15b 

NM 014031 


^°™ a ?l enS AKFl actm ' related Vrottin I homolog A, centractin alpha (yeast) 
(ACTRl A), mRNA J 

Homo sapiens VLCS-Hl protein (VLCS-Hl), mRNA 


NM__022334 
NM 007036 


Homo sapiens mtegrin cytoplasmic domain-associated protein I (ICAP-IA) 
transcript variant 2, mRNA 

Homo sapiens endothelial cell-specific molecule I (ESMl) mRNA 


NM 006817 
NMJ)22802 

NM 001951 


. Homo sapiens chromosome 12 open reading frame 8 fC12orf8) mRNA 
Homo sapiens C-termmal binding protein 2 (CTBP2), transcript variant 2 
mRNA ' 

Homo sapiens E2F transcription factor 5. pl30-bindinp (E2F5) mRNA 


NM 022142 
NM 012200 

NM 022375 
NM 004962 
NMJ)07372 
NM 005613 
NM 006083 


Homo sapiens epididymal sperm binding protein 1 (ELSPBP1) mRNA 

^^AT^mimA ' g curonyltransterase 3 (g luci »*onosyltransferase I) 

Homo sapiens oculomedin (OCLM), mRNA 

Homo sapiens growth differentiation factor 10 (GDF10) mRNA 

Homo sapiens RNA hehcase-related protein (RNAHP) mRNA 

Homo sapiens regulator of G-protein signalling 4 (RGS4) mRNA 


NM 012426 
NM. 018164 
NM 006367 
NM 021106 
NMJ)21082 

NM 016578 


Homo sapiens IK cytokine, down-regulator of HLA H (IK) mRNA 

Homo sapiens splicing factor 3b subunit 3 1 inicT) mPxiA 

Homo sapiens hypothetical protein FLJ10637 (FLT10637), mRNA 

Homo sapiens adenylyl cyclase-associated protein (CAP) mRNA 

Homo sapiens regulator of G-protein signalling 3 (RGS3), mRNA ~ 

Sr 1 ^ !?of nS S ° lute Camer family 15 (^Peptide transporter), member 2 
(oLC15A2), mRNA 

Homo sapiens HBV nX associated nrntpin-R n nn^nn^ ~«t>xta 


NMJ)06671 

NM 020650 
NM_0 15990 
NM 020905 
NM 020685 


Homo sapiens solute earner family 1 (glutamate transporter), member 7 
(SLC1A7), mRNA 

Homo sapiens hypothetical protein LOC57333 (LOC57333) mRNA 
Homo sapiens lymphocyte activation-associated protein fLOC51088^ mRNA 
Homo sapiens PAN2 protein (PAN2), mRNA 


NM 020682 
NM 020678 
NMJ)20669 
NM_003760 

NM 020412 ] 
NM_020411 ] 
NM 020408 ] 
NM 020395 J 


Homo sapiens HT021 (HT021), mRNA 
Homo sapiens Cytl9 protein (Cytl9), mRNA 
Homo sapiens HT017 protein (HT017), mRNA 

Homo sapiens uncharactenzed gastric protein ZA52P (LOC57399) mRNA 

^ 13 c "Jtaryoiic translation initiation factor 4 gamma. 3 (EIF4G3) 
mRNA v Ji 

Homo sapiens CHMP 1 .5 protein (CHMP1 .5), mRNA 

Bomo sapiens XAGE-1 protein (XAGE-1). mRNA 

Bomo sapiens CGI-203 protein (CGI-203), mRNA 

-lomo sapiens hypothetical nuclear factor SBBI22 (LOC571 17) mRNA 
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iNIVl UZUJo/ 

NM 020371 
NM 020362 
NM 020307 

NM 0H71R7 
lyivx^sjKj / la / 


Homo sapiens CATX-8 protein fCATX-8), mRNA 

Homo sapiens cell death regulator aven (LOC57099) mRNA 

Homo sapiens HT014 (HT014), mRNA 

Homo sapiens cyclin L ama-6a (LOC57018), mRNA 

(^mTSna W d ° mam hm6ing protein 4 (formin bindins protein 21) 


NM_005644 

XNIV1 UZU 1jU 

NM 020167 


Homo sapiens TAF12 RNA polymerase n, TATA box binding protein (TBP)- 
associated factor, 20 kD (TAF12), mRNA 

Homo sapiens SARI protein (SARI), mRNA 

Homo sapiens neuromedin U receptor 2 (NMU2R) mRNA 


NM 020233 
NM 020232 
NMJ)20247 


Homo sapiens x 006 protein (MDSfiflf^ nVRNA *~ " 

Homo sapiens x 003 protein (MDS003), mRNA 

Homo sapiens hypothetical protein, clone 

Telethondtaly B41) Strait02270 FL142 fLOC56997) mRNA 


NM_020213 
NM 020153 


^mo^sapiens hypothetical protem from EUROIMAGE 1977056 (LOC56965), 
Homo sapiens hypothetical protein (LOC56912), mRNA 


NMJ)20149 


Homo sapiens Meisl, myeloid ecotropic viral integration site 1 homolog 2 
(mouse) (MEIS2), mRNA g 


NM__020120 

NM 020190 
NM 020242 
NM 020194 


Homo sapiens UDP-glucose ceramide glucosyltransferase-like 1 (UGCGL1) 
mRNA " 

Homo sapiens HNOEL-iso protein (HNOEL-iso), mRNA 

Homo sapiens kinesm-like 7 (KNSL7), mRNA " 

Homo sapiens GL004 protein (GL004), mRNA 


NM 020193 
NM 020189 
NM_020188 
NM_020134 

NMJ)19893 
NM 019846 
NM 019852 
NM^ 013338 


Homo sapiens GL002 protein (GL002), mRNA 
Homo sapiens DC6 protein (DC6), mRNA 
Homo sapiens DC13 protein (DC13), mRNA 

Homo sapiens collapsin response mediator protein-5; CRMP3-associated 
molecule (CRMP5), mRNA 

Homo sapiens mitochondrial ceramidase (ASAH2) mRNA 
Homo sapiens CC chemokine CCL28 (SCYA28), mRNA 
Homo sapiens putative methyltransferase (M6 A) mRNA 
Homo sapiens Alg5, S. cerevisiae. homolog of (ALG5) mRNA 


NM 013341 
NM 013318 
NM 013302 
NM 013299 
NM^O 13347 

NM 019011 


Homo sapiens hypothetical nrotein fPTDOO^ mPMA 
Homo sapiens hypothetical protem (LOFBS-1), mRNA 
Homo sapiens elongation factor-2 kinase (HSU93850), mRNA 
Homo sapiens protem predicted by clone 23627 (HSU79266) mRNA 

™SV? P ^ S re P hcatlon P rotem A complex 34 kd subunit homolog Rpa4 
(HSU24186), mRNA 

Homo sapiens TRIAD3 protein (TRIAD3), mRNA ' " 


NM_0 18965 

NM 019043 
NM 019006 
NM 019101 
NM 019049 ] 
NM 018992 ] 
NM^O 19033 ] 
NM 019045 1 
NM 019079 1 
NMJH9073 ] 
NM 014298 I 


Homo sapiens triggering receptor expressed on myeloid cells 2 (TREM2), 
mRNA. 

Homo sapiens similar to prolme-rich protein 48 (LOC545 1 8) mRNA 

Homo sapiens protein associated with PRK1 (AWP1), mRNA 

Homo sapiens apolipoprotein M (G3 A), mRNA ' — j 

Homo sapiens hypothetical protein (FU20054), mRNA " 1 

rlomo sapiens hypothetical nrntpin tvx T9nn/im m p\rA * ■ — 

tfomo sapiens hypothetical protein (FLJ1 1235), mRNA "' 

tiomo sapiens similar to rabl 1-binding protein (FIJI 1116) mRNA " " 

iomo sapiens hypothetical protein (FLJ10884), mRNA 

iomo sapiens hypothetical protein (FLJ10007), mRNA 

iomo sapiens quinolinate phosphoribosyltransferase (rucotinate-nucleotide 
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pyrophosphorylase (carboxylating)) (QPRT), mRNA 


NMJH2413 


Homo sapiens glutaminyl-peptide cyclotransferase (glutaminyl cyclase) (OPCT) 
mRNA 


NM 018836 


Homo sapiens hypothetical protein (MOT8), mRNA 


NMJH8643 


Homo sapiens triggering receptor expressed on myeloid cells 1 (TREM1), 
mRNA 


NMJU8647 


Homo sapiens tumor necrosis factor receptor superfamily, member 19 
(TNFRSF19), mRNA 


NM 018664 


Homo sapiens Jun dimerization protein p21SNFT (SNFT), mRNA 


NM 018540 


Homo sapiens hypothetical protein PR02831 (PR02831), mRNA 


NM 018630 


Homo sapiens hypothetical protein PR02577 (PR02577), mRNA 


NM 018527 


Homo sapiens hypothetical protein PR02435 (PR02435), mRNA 


NM 018625 


Homo sapiens hypothetical protein PR02289 (PR02289), mRNA 


NM 018515 


Homo sapiens hypothetical protein PR02176 (PR02176), mRNA 


NM 018615 


Homo sapiens hypothetical protein PRO2032 (PRO2032), mRNA 


NM 018614 


Homo sapiens hypothetical protein PRO2012 (PRO2012), mRNA 


NM 018608 


Homo sapiens hypothetical protein PRO1905 (PRO1905), mRNA 


NM 018509 


Homo sapiens hypothetical protein PR01855 (PRO 1855), mRNA 


NM 018505 


Homo sapiens hypothetical protein PR01728 (PR01728), mRNA 


NM 018444 


Homo sapiens pyruvate dehydrogenase phosphatase (PDP), mRNA 


NM 018442 


Homo sapiens PC326 protein (PC326), mRNA 


NM 018698 


Homo sapiens hypothetical protein P15-2 (P15-2), mRNA 


NMJH8466 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS031 (MDS031), mRNA 


NM_018465 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS030 (MDS030), mRNA 


NMJ) 18463 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS028 (MDS028), mRNA 


NM 018650 


Homo sapiens MAP/microtubule affinity-regulating kinase 1 (MARK1) mRNA 


NM 018678 


Homo sapiens hpopolysaccharide specific response-68 protein (LSR68), mRNA 


NM 018695 


Homo sapiens erbb2 interacting protein (ERBB2IP), mRNA 


NM 018683 


Homo sapiens zinc finger protein 313 (ZNF3 13), mRNA 


NM 018660 


Homo sapiens papillomavirus regulatory factor PRF-1 (LOC55893) mRNA 


NMJH8484 


Homo sapiens solute carrier family 22 (organic anion/cation transporter), 
member 1 1 (SLC22A1 1), mRNA 


NM 018445 


Homo sapiens AD-015 protein (LOC55829), mRNA 


NM 017571 


Homo sapiens hypothetical protein (LOC55580), mRNA 


NM 017542 


Homo sapiens KIAA1513 protein (KIAA1513), mRNA 


NM 018473 


Homo sapiens uncharacterized hypothalamus protein HT012 (HT012) mRNA 


NMJ) 18480 


Homo sapiens uncharacterized hypothalamus protein HT007 (HT007) mRNA 


NM_017583 


Homo sapiens DIPB protein (HS A249 128), mRNA 


NMJH7567 


Homo sapiens N-acetylglucosamine kinase (NAGK), mRNA 


NMJJ18487 


Homo sapiens hepatocellular carcinoma-associated antigen 1 12 (HCA1 12) 
mRNA h 


NM 017548 


Homo sapiens hypothetical protein (H41), mRNA 


NM 017547 


Homo sapiens hypothetical protein (HI 7), mRNA 


iNivi ui/yoo 


Homo sapiens hypothetical protein FLJ20847 (FLF20847), mRNA 


NM 017955 


Homo sapiens hypothetical protein FLJ20764 (FLJ20764), mRNA 


NM 017948 


Homo sapiens hypothetical protein FLJ20736 (FLJ20736), mRNA 


NM 017945 


Homo sapiens hypothetical protein FLJ20730 (FU20730), mRNA 


NM 017944 


Homo sapiens hypothetical protein FLJ20727 (FLJ20727), mRNA 


NM 017939 


Homo sapiens hypothetical protein FLJ20718 (FU20718), mRNA 



183 



WO 03/074654 



PCT/US03/05028 



ATA /f A 1 701 A 

NM oi /yz4 

iNM Ul fyZZ 
iNM Ul /yUo 


Homo sapiens hypothetical protein FLJ20671 (FLJ2067 1) mRNA 
Homo sapiens hypothetical protein FLJ20668 (FLJ20668), mRNA 
Homo sapiens hypothetical protein FU2Q666 (FLJ20666), mRNA 
Homo sapiens hypothetical protein FU20626 (FLJ20626), mRNA 


iNivi ui/yuo 


Homo sapiens hypothetical protein FLJ20624 (FLJ20624), mRNA 


iNM ui/yu4 


Homo sapiens hypothetical protein FU20619 (FLJ20619) mRNA 


MA/T AT7GGA 


Homo sapiens hypothetical protein FLJ20583 (FLJ20583) mRNA 


iNM UI/oo/ 


Homo sapiens hypothetical protein FLJ20580 fFLJ20580^ mRNA 


iNM Ul /ooO 


Homo sapiens hypothetical protein FU20574 (FTJ20574), mRNA 


XTA /f A1*700A 

INM 01/880 


Homo sapiens hypothetical protein FLJ20558 (FLJ20558) mRNA 


XTA >r a 1*70*70 
JNM 01 7878 


Homo sapiens HRAS-hke suppressor 2 (HRASLS2), mRNA 


XTAvf A1TOT7 

JNM 017877 


Homo sapiens hypothetical protein FLJ20555 (FU20555) mRNA 


XTA/T A1 *70*7C 

INM 017875 


Homo sapiens hypothetical protein FLJ20551 (FLJ20551), mRNA 


ATA yf AIHOIA 

JNM 01/870 


Homo sapiens hypothetical protein FU20539 fFLJ20539Y mRNA 


XTAyf AT70iC7 

INM Ul /oO/ 


Homo sapiens hypothetical protein FU20534 (FU20534), mRNA 


iNM Ul /o04 


Homo sapiens hypothetical protein FLJ20530 (FU20530), mRNA 


iNivi U 1 / o j / 


Homo sapiens slingshot 3 (SSH-3), mRNA 


XTA/f A no CO 
iNM U 1/032 


Homo sapiens NALP2 protein (NALP2), mRNA 


ATA A A 1 H O C A 
JNM Ul/850 


Homo sapiens hypothetical protein FLJ20508 (FLJ20508) mRNA ' — 


ATX jf A1 TOyl^" 

NM 017846 


Homo sapiens tRNA selenocysteme associated protein (SECP43) mRNA 


JNM 017841 


Homo sapiens hypothetical protein FLJ20487 (FLJ20487) mRNA 


JNM 017839 


Homo sapiens hypothetical protein FLJ2048 1 (FLJ2048 1) mRNA 


NM 017837 


Homo sapiens hypothetical protein FLJ20477 (FLJ20477), mRNA 


XTA if A 1 TO O 1 

JNM 017832 


Homo sapiens hypothetical protein FLJ20457 tFLJ20457 > > mRNA 


JNM Ul/oz/ 


Homo sapiens hypothetical protein FLJ20450 (FLJ20450) mRNA 


ATA /T A 1 toi/ 

NM 017826 


Homo sapiens hypothetical protein FLJ20449 (FLJ20449) mRNA 


XTA /T A1 HOOI 

NM 017823 


Homo sapiens hypothetical protein FU20442 (FLJ20442) mRNA 


NM 017822 


Homo sapiens hypothetical protein FLJ20436 (FLJ20436), mRNA 


ATA/f AnOAl 

NM 017821 


Homo sapiens hypothetical protein FU20435 (FLJ20435), mRNA 


NM 017815 


Homo sapiens hypothetical protein FLJ20424 (FU20424) mRNA 


ATA K Anoi 1 

NM 017811 


Homo sapiens hypothetical protein FU20419 (FLJ20419) mRNA 


XTA /[ Anoi A 

NM 017810 


Homo sapiens hypothetical protein FLT20417 (FU20417) mRNA 


XT\/f A1*70AO 

iNM Ul/oUz 


Homo sapiens hypothetical protein FU20397 (FU20397), mRNA 


XTA/T A 1 T7AO 

NM 017792 


Homo sapiens hypothetical protem FLJ20373 (FLJ20373) mRNA 


XTA/T A1TTAA 

NM 017790 


Homo sapiens regulator of G-protein signalling 3 (RGS3), mRNA 


NM 017786 


Homo sapiens hypothetical protein FLJ203 66 (FLJ20366) mRNA 


XTA IK A 1 H Ci C 

NM 017785 


Homo sapiens hypothetical protein FLJ20364 (FLJ20364), mRNA 


NM 017775 


Homo sapiens hypothetical protein FLJ20343 (FLJ20343), mRNA 


NM 017774 


Homo sapiens hypothetical protein FLJ20342 (FLJ20342), mRNA 


ATA 4" A 1 Till 

NM 017772 


Homo sapiens hypothetical protein FLJ20337 (FLJ20337), mRNA 


ATX /T A 1 r 1T~i i\ 

NM_0 17770 


Homo sapiens elongation of very long chain fatty acids (FENl/Elo2 SUR4/Elo3 
yeast)-like 2 (ELOVL2), mRNA 


ATA /T AnT/'i 

NM 017762 


Homo sapiens hypothetical protein FLJ20313 (FLJ20313), mRNA 


ATA /f A1T7CA 

NM 01 7759 


Homo sapiens hypothetical protem FU20309 (FLJ20309), mRNA 


XTA/T A 1 11 C f 

NM 017756 


Homo sapiens hypothetical protein FLJ20306 (FU20306), mRNA 


NM 017753 


Homo S8A1RT1Q Vl\mntli/*+<r»o1 fM*/\+o*»» Lti lOAOAA /'i 'r toaiaax t^-vt a 

UV1UU aapiGiib nypoineucai protein rUzOiOO (FLJ20300), mRNA 


NM 017751 


Homo sapiens hypothetical protein FLJ20297 (FU20297), mRNA 


NM 017748 


Homo sapiens hypothetical protein FLJ20291 (FU20291), mRNA 


NM 017744 , 


Homo sapiens hypothetical protein FLJ20284 (FLJ20284), mRNA 


NM 017740 ; 


Homo sapiens hypothetical protein FLJ20279 (FLJ20279) mRNA 


NM 017738 1 


liomo sapiens hypothetical protein FLJ20276 (FLJ20276) mRNA 
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NM 017736 
NM 017735 


Homo sapiens hypothetical protein FLJ20274 fFU20274) mRNA 
Homo sapiens hypothetical protein FLJ20272 (FU20272) rnRNA 


NM 017719 

TSjAyf 017715 


Homo sapiens hypothetical protein FLJ20224 (FLJ20224) mRNA 


NMJH7716 

NM 017711 
NM 017709 
NM 017704 


Homo sapiens hypothetical protein FLJ20220 (FLJ20220) mRNA 
Homo sapiens membrane-spanning 4-domains, subfamily A, member 12 4- 
domains, subfamily A, member 7 (MS4A12), mRNA 
Homo sapiens hypothetical protein FLJ20207 (FLJ20207) mRNA 
Homo sapiens hypothetical protein FLJ20202 (FU20202), mRNA 
Homo sapiens hypothetical protem FLJ20189 (FU20189) mRNA 


NM 017699 
NM 017697 
NM 017687 
NMJ)17686 

NM 017678 
NM 017677 
NM 017676 
NM 017670 
NM 017669 
NM 017665 


Homo sapiens hypothetical protein FU20174 (FLJ20174) mRNA 

Homo sapiens hypothetical protem FU20171 (TLJ20171) mRNA 

Homo sapiens hypothetical protein FLJ20147 (FU20147) mRNA 

Homo sapiens ganghoside induced differentiation associated protein 2 (GDAP2) 

mRNA 

Homo sapiens hypothetical protein FLJ20127 (FU20127) mRNA 
Homo sapiens hypothetical protem FLJ20126 (FLJ20126) mRNA 
Homo sapiens hypothetical protein FLJ20125 (FU20125) mRNA 
Homo sapiens hypothetical protein FLJ201 13 (FLJ201 13) mRNA 
Homo sapiens hypothetical protein FLJ20105 (FU20105), mRNA 


NM 017659 
NM 017657 
NM 017645 
NM 017640 
NM 017637 
NMJH7636 

NM 017634 
NM 017629 
NM 017622 
NM 017620 
NM 018396 
NM 018381 


Homo sapiens hypothetical protein FU20094 (FLJ20094) mRNA 
Homo sapiens hypothetical protein FLJ20084 (FLJ20084) mRNA 
Homo sapiens hypothetical protein FU20080 (FU20080) mRNA 
Homo sapiens hypothetical protein FU20060 (FLJ20060) mRNA 
Homo sapiens hypothetical protein FLJ20048 (FLJ20048) mRNA 
Homo sapiens hypothetical protein FLJ20043 (FU20043) mRNA 

?™A?A CnS ™ Cnt reCept ° r P ° tential Cation channeI > ^family M, member 
4 (IRPM4), mRNA 

Homo sapiens hypothetical protein FLJ20038 (FU20038), mRNA 
Homo sapiens hypothetical protein FLJ20033 (FU20033) mRNA 
Homo sapiens hypothetical protein FLJ20014 (FLJ20014) mRNA 
Homo sapiens hypothetical protein FLJ2001 1 (FLJ2001 1) mRNA 
Homo sapiens putative methyltransferase (METL), mRNA 


NM 018371 
NM 018368 
NM 018367 
NM 018364 
NM 018363 
NM 018361 
NM 018358 
NM 018353 
NM 018352 
NM 018340 
NM 018339 


Homo sapiens hypothetical protein FIJI 1286 (FIJI 1286), mRNA 
Homo sapiens hypothetical protem FIJI 1264 (FLJ1 1264), mRNA 
Homo sapiens hypothetical protem FLJ1 1240 (FLJ1 1240) mRNA 
Homo sapiens phytoceramidase, alkaline (PHCA), mRNA 
Homo sapiens hypothetical protein FLJ1 1220 (FLU 1220), mRNA 
Homo sapiens hypothetical protein FU11218 (FIJI 1218), mRNA 
Homo sapiens hypothetical protein FLJ1 1210 (FIJI 1210), mRNA 
Homo sapiens hypothetical protein FLJ1 1 198 (FLJ1 1 198), mRNA 
Homo sapiens hypothetical protein FLJ1 1 186 (FU1 1 186), mRNA 
Homo sapiens hypothetical protein FUl 1 1 84 (FLJ1 1 1 84), mRNA 
Homo sapiens hypothetical protein FUl 1 151 (FIJI 1151), mRNA 
Homo sapiens hypothetical protein FIJI 1 149 (FUl 1 149), rnRNA 


NM Olfmfi 
NM 018333 
NM 018332 ; 
NM 018330 j 
NM 018322 ] 
NM 018318 ] 


Homo sapiens hypothetical protein FUl 1136 (FUl 1 136),jnRNA 

Homo sapiens hypothetical protein FU20666 (FLJ20666), mRNA 
riomo sapiens hypothetical nrotein FIJ1 1 1 0(\ /ft T1 1 19^ *v,dxta 
lomo sapiens KIAA1598 protein (KIAA1598), mRNA 
Somo sapiens hypothetical protein FUl 1 101 (FUl 1 101) mRNA 
flomo sapiens hypothetical protein FUl 1088 (FUl 1088) mRNA 


NMJH8310 ] 
i 


lomo sapiens BRF2, subunit of RNA polymerase HI transcription initiation 
actor, BRFMike (BRF2), mRNA 
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iNJVA U1o3Uj 


Homo sapiens hypothetical protein FLJ1 1026 (FIJI 1026), mRNA 


xnv/r hisooq 
jnjyl uiozyo 


Homo sapiens hypothetical protein FIJI 1006 (FIJI 1006), mRNA 


XTA/f Ai QOQ7 


Homo sapiens hypothetical protein FLJ10971 (FLJ10971), mRNA 


XTA if A1 OOO/C 

JNM UloZOO 


Homo sapiens hypothetical protein FU10970 (FU10970), mRNA 


XTA if A 1 DO O O 

NM 018283 


Homo sapiens hypothetical protein FLJ1 0956 (TU10956V mRNA 


XTA if A1 OOOI 

NM 018281 


Homo sapiens hypothetical protein FLJ10948 (FIJI 0948), mRNA 


XTA X ni ono 

MM 018278 


Homo sapiens hypothetical protein FU10933 (FLT10933), mRNA 


XTA /f r\ i oot/ - 

NM 018276 


Homo sapiens slingshot 3 (SSH-3), mRNA 


XTAyf ni oni 

iNM 018273 


Homo sapiens hypothetical protein FLJ10922 (FLJ10922), mRNA 


XTA J AlOO TO 

INM 0182/2 


Homo sapiens hypothetical protein FLJ10921 (FLJ10921) mRNA 


XTA /f AIOO^O 

INM 018268 


Homo sapiens hypothetical protein FU10904 (FLJ10904), mRNA 


INM Ulozo j 


Homo sapiens hypothetical protem FLJ10901 (FU10901), mRNA 


XTA Jf A 1 O O C /I 

JNM 018254 


Homo sapiens hypothetical protein FLJ10876 (FU10876), mRNA 


XTA/T A100C5 

JNM OlozDJ 


Homo sapiens hypothetical protein FLJ10875 (FLJ10875), mRNA 


NM 018252 


Homo sapiens hypothetical protein FLJ10874 (FU10874), mRNA 


NM 018245 


Homo sapiens hypothetical protein FLJ10851 (FU10851) mRNA 


NM 018241 


Homo sapiens hypothetical protein FLJ10846 (FU10846), mRNA 


NM 018239 


Homo sapiens hypothetical protein FLJ10751 (FLT10751), mRNA 


NM 018230 


Homo sapiens nucleoponn 133kD (NUP133), mRNA 


NM_0 18223 


Homo sapiens checkpoint with forkhead and ring finger domains (CHFR), 
mRNA 


xta x ai oti n 

NM 018219 


Homo sapiens hypothetical protein FU10786 (FLJ10786), mRNA 


XTA if A 1 OO 1 *7 

NM 018217 


Homo sapiens chromosome 20 open reading frame 3 1 (C20orf3 1) mRNA 


NM_018212 


Homo sapiens likely ortholog of mouse NPC derived proline rich protein 1 
(FU1 0773), mRNA 


NM 018211 


Homo sapiens hypothetical protein FLJ10770 (KIAA1579), mRNA 


NM 018207 


Homo sapiens hypothetical protein FIJI 0759 (FLJ10759), mRNA 


"V TTV X f\ 1 o ^ /"V /" 

NM 018205 


Homo sapiens hypothetical protein FLJ10751 (FLJ10751), mRNA 


NM 018192 


Homo sapiens hypothetical protein FUl 07 18 (FLJ10718) mRNA 


XTA X A 1 O i O O 

NM 018188 


Homo sapiens hypothetical protein FLJ10709 (FUl 0709), mRNA 


NM 018187 


Homo sapiens hypothetical protein FIJI 0707 (FLJ10707), mRNA 


XTA X Ai 01 O/ 

NM 018186 


Homo sapiens hypothetical protein FIJI 0706 (FIJI 0706), mRNA 


NM 018184 


Homo sapiens hypothetical protem FLJ10702 (FIJI 0702), mRNA 


XTA X Ai OIIA 

NM 018179 


Homo sapiens, hypothetical protem FLJ10688 (FUl 0688), mRNA 


XTA X A 1 Ot70 

NM 018178 


Homo sapiens hypothetical protein FLJ10687 (FU10687), mRNA 


NM 018169 


Homo sapiens hypothetical protein FLJ10652 (FIJI 0652V mRNA 


XTA X A 1 O 1 C 1 

NM 018161 


Homo sapiens hypothetical protein FLJ1063 1 (FIJI 063 1), mRNA 


NM 018159 


Homo sapiens hypothetical protein FLJ10628 (FLJ10628), mRNA 


XTA if A 1 O 1 A "1 

NM 018147 


Homo sapiens hypothetical protein FIJI 0582 (FLJ10582), mRNA 


XTA X A 1 0 1 ^ o 

NM 018142 


Homo sapiens hypothetical protem FLJ10569 (FLJ10569), mRNA 


XTA ;f AI OUT 

NM 018137 


Homo sapiens protein arginine N-methyltransferase 6 (PRMT6), mRNA 


XTA/T AI 0 1 1C 

NM Uloiio 


Homo sapiens hypothetical protein FIJ105 17 (FU10517), mRNA 


XTA X A 1 O 1 *> O 

NM 018133 


Homo sapiens hypothetical protein FLJ10546 (FIJ10546), mRNA 


XTA if AI Olot 

NM 018122 


Homo sapiens hypothetical protein FLJ10514 (FLJ10514), mRNA 


XTX K r\ 1 o 1 ^ A 

NM 018120 


Homo sapiens hypothetical protein FLJ1051 1 (FU10511), mRNA 


XTA /T A 1 0 1 1 A 

NM 018119 


Homo sapiens hypothetical protein FLJ10509 (FU10509), mRNA 


NM 018116 


T4VvmA C5mif»ne m-ico-fr* fttl fl A^A/1\ ~DXT A 

UU1UU bdpiciib misaio ^rJLJlUDU4J, mKJNA 


NM_018112 


Homo sapiens hypothetical protein FU10493 (FU10493), mRNA 


NM 018106 


Homo sapiens hypothetical protein FLJ10479 (FLJ10479), mRNA 


NM 018101 


Homo sapiens hypothetical protein FLJ10468 (FLJ10468), mRNA 


NM 018100 


Homo sapiens hypothetical protein FLJ10466 (FLJ10466), mRNA 


NM 018099 


Homo sapiens hypothetical protein FLJ10462 (FUl 0462), mRNA 
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NM 018097 
NM 018093 
NM 018092 
NM 018091 
NM 018090 
NM 018087 
NM 018086 
NM 018078 
NM 018076 
NM 018075 
NM 018072 
NM 018070 
NM 018060 
NM 018054 
NM 018052 
NM 018051 
NM 018047 


Homo sapiens hypothetical protein FIJI 0460 (FIJI 04601 mRNA 1 

Homo sapiens hypothetical protein FIJI 0439 (FU10439) mRNA 

Homo sapiens hypothetical protein FIJI 0430 (FLJ1 0430) mRNA 

Homo sapiens hypothetical protein FU10422 (FU10422) mRNA H 
Homo sapiens hypothetical protein FU10420 (FLJ10420) mRNA 

Homo sapiens hypothetical protein FLJ10407 (FU10407) mRNA 

Homo sapiens fidgetin (FIGN), mRNA " — - 

Homo sapiens hypothetical protein FLJ10378 AFLJ10378) mRNA 
Homo sapiens hypothetical protein FU10376 (FLJ10376) mRNA 

I Homo sapiens hypothetical protein FLJ10375 (FU10375) mRNA 

Homo sapiens hypothetical protein FLJ10359 (FU10359) mRNA 

Homo Sapiens hVDOthetical nmt<*fn FT Tl AQ^< /ttt TiAocn t*-vt"I — ' 

" "jpwuicuv/di protein rL,j ivdjj {tLj 10355) mRNA 

Homo sapiens hypothetical protein FLJ10326 (FLJ10326) mRNA 

Homo sapiens homoloe of rat nadrin (RICH1) mRNA 

Homo sapiens hypothetical protein FLJ10305 (FLT10305) mRNA " | 
Homo sapiens hypothetical protein FU10300 fFLJ10300\ mPMA ~ 
„ Homo sapiens hypothetical protein FLJ10290 (FLJ10290) mRNA 


NM 018043 
NM 018040 
NM 018039 
NM 018038 
NM 018035 
NM 018034 
NM 018033 
NM 018026 
NM_0 18025 
NM 018011 
NM 018009 
NM 018008 
NM 018001 
NM 017994 
NM 017993 
NM 017988 
NM 017987 
NM 017976 
NM_0 18409 

NM_017601 


J_Homo sapiens hypothetical protein FLJ10261 (FU10261) mRNA 

Homo sapiens hypothetical protein FIJI 0252 (FIJI 0252) mRNA 

Homo sapiens hypothetical protein FLJ10251 (FIJ10251) mRNA 

Homo sapiens hypothetical protein FIJI 0246 (FLJ10246) mRNA 

Homo sapiens hypothetical protein FLJ10241 (FU1024n mRNA 
. Homo sapiens hypothetical protein FU10233 (FLJ10233 ) mRNA 
Homo sapiens hypothetical protein FLJ10232 (FIJI 0232) mRNA 

Homo sapiens hypothetical protein FLJ10209 (FU10209) mRNA 1 

Homo sapiens hypothetical protein FLJ10206 (FLJ10206) mRNA 

Homo sapiens hypothetical protein FLJ10154 (FU10154) mRNA — I 

Homo sapiens hypothetical protein FLJ10143 (FLJ10143) mRNA 

Homo sapiens hypothetical protein FLJ10142 (FLJ10142) mRNA — 

Homo sapiens hypothetical protein FLJ10120 (FLJ10120) mRNA 

Homo sapiens hypothetical protein FU10099 (FU10099) mRNA 1 

Homo sapiens hypothetical protein FLJ10094 (FLJ10094) mRNA 1 

""'" u ^Piens nypotnetical protein FLJ10074 (FIJI 0074) mRNA 
Homo sapiens Kun- and FYVE-domain containing protein (Rabip4RY mRNA 
Homo sapiens hypothetical protein FLJ10038 (FLJ10038) mRNA 
Honwsapiens hypothetical protein DKFZp761O01 13 (DKFZp761O01 13), 

Homo sapiens hypothetacal protein DKFZp761H221 (DHPZp761H22tt mRNA 


NM 018713 
NM_0 17606 

NM 017546 
NM 018458 
NM_0 18456 
NM 018455 j 


IW sapiens Hypothetical protein DKFZp547M236 (DKFZd547M236-> mRlsTA 
Hanjo sapiens nypothetical protein DKFZp434K1210 (DKFZp434K1210), 

Homo sapiens hypothetical protein (C40), mRNA 

Homo sapiens uncharactenzed bone marrow protein BM042 (BM042) mRNA 
Homo sapiens uncharactenzed bone marrow protein BM04O (BM040) mRNA 
Homo sapiens uncharactenzed bone marrow protein BM039 (BM039) mRNA 


NM 018453 J 
NM 018452 ] 
NM 018489 ] 
NM_004227 1 
r 

NM 007014 I 
NM 017431 I 


Homo sapiens uncharactenzed bone marrow protein BM036 (BM036) mRNA 
•iomo sapiens chromosome 6 open readme- framp i<> fCfinrfl'rt nVPMA 
lomo sapiens hypothetical protein ASH1 (ASH1) mRNA 
lo^sapiens pleckstrm homology, Sec7 and coiled/coil domains 3 (RSCD3), 

lomo sapiens Nedd-4-hke ubiquitin-protein ligase (WWP2) mRNA 

tomo sapiens protein kinase, AMP-activated. gamma 3 non-catalvtic sub.,™, 
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(PRKAG3), mRNA 


NM 017426 


Homo sapiens nucleoporin 54kD (NUP54), mRNA 


NM 016950 


Homo sapiens testican 3 (HSAJ1454), mRNA 


NM 017421 


Homo sapiens methyltransferase COQ3 (COQ3), mRNA 


NM_006854 


Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retention receptor 2 (KDELR2), mRNA 


NM 015976 


Homo sapiens sorting nexin 7 (SNX7), mRNA 


NM 016577 


Homo sapiens RAB6B, member RAS oncogene family (RAB6B), mRNA 


NM 016559 


Homo sapiens PXR2b protein (PXR2b), mRNA 


NM 016297 


Homo sapiens prenylcysteine lyase (PCL1), mRNA 


NM 016524 


Homo sapiens B/K protein (LOC51760), mRNA 


NM 016507 


Homo sapiens CDC2-related protein kinase 7 (CrkRS), mRNA 


NM 016446 


Homo sapiens NAG-5 protein (LOC51754), mRNA 


NM 016382 


Homo sapiens natural killer cell receptor 2B4 (CD244V mRNA 


NM_0 16354 


Homo sapiens solute carrier family 21 (organic anion transporter), member 12 
(SLC21A12),mRNA 


NM 016298 


Homo sapiens muscle disease-related protein (LOC51725), mRNA 


NM 016290 


Homo sapiens retinoid x receptor interacting protein (LOC5 1720), mRNA 


NM 016280 


Homo sapiens carboxylesterase-related protein (LOC51716), mRNA 


NM 016229 


Homo sapiens cytochrome b5 reductase b5R.2 (LOC51700), mRNA 


NM 016213 


Homo sapiens thyroid hormone receptor interactor 4 (TRJP4), mRNA 


NM 016169 


Homo sapiens suppressor of fused homolog (Drosophila) (SUFU), mRNA 


NM 016084 


Homo sapiens RAS, dexamethasone-induced 1 (RASD1), mRNA 


NM 016077 


Homo sapiens CGI-147 protein (LOC51651), mRNA 


NM 016023 


Homo sapiens CGI-77 protein (LOC51633), mRNA 


NM 016021 


Homo sapiens non-canonical ubquitin conjugating enzyme 1 (NCUBE1), mRNA 


NM 016003 


Homo sapiens DKFZP434J154 protein (DKFZP434J154), mRNA 


NM^O 15981 


Homo sapiens calcium/calmodulin-dependent protein kinase (CaM kinase) II 
alpha (CAMK2A), mRNA 


NM 015949 


Homo sapiens CGI-20 protein (LOC5 1608), mRNA 


NM 015881 


Homo sapiens dickkopf homolog 3 (Xenopus laevis) (DKK3), mRNA 


NM. 016619 


Homo sapiens hypothetical protein (LOC51316), mRNA 


NM 016598 


Homo sapiens DHHC1 protein (LOC51304), mRNA 


NM 016589 


Homo sapiens M5-14 protein (LOC51300), mRNA 


NM 016588 


Homo sapiens neuritin (LOC51299), mRNA 


NM 016582 


Homo sapiens peptide transporter 3 (PHT2), mRNA 


NM 016570 


Homo sapiens CDA14 (LOC51290), mRNA 


NM 016565 


Homo sapiens E2IG2 protein (LOC51287), mRNA 


NM 016561 


Homo sapiens apoptosis regulator (LOC51283), mRNA 


NM 016526 


Homo sapiens GS15 (LOC51272), mRNA 


NM 016518 


Homo sapiens pipecolic acid oxidase (PIPOX), mRNA 


NMJ) 16495 


Homo sapiens hypothetical protein (LOC51256), mRNA 


NM 016486 


Homo sapiens hypothetical protein (LOC51249), mRNA 


NM 016477 


Homo sapiens forkhead box PI (FOXP1), mRNA 


NM 016465 


Homo sapiens hypothetical protein (LOC51238), mRNA 


NM 016456 


Homo sapiens hypothetical protein (LOC51235), mRNA 


NM 016350 


Homo sapiens mnein (GSK3B interacting protein) (NIN), mRNA 


NM 016274 


Homo sapiens CK2 interacting protein 1; HQ0024c protein CLOC51 177), mRNA 


INMJ)16261 


Homo sapiens delta-tubulin (LOC51 174), mRNA 


NM 016216 


Homo sapiens debranching enzyme homolog 1 (S. cerevisiae) (DBR1), mRNA 


NM 016208 


Homo sapiens VPS28 protein (LOC51160), mRNA 


NM 016206 


Homo sapiens colon carcinoma related protein (LOC51 159), mRNA 
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NM 016185 


Homo sapiens hematological and neurological expressed 1 (HN1), mRNA ! 


NM 016181 


Homo sapiens melanoma antigen (LOC5 1152), mRNA 


NM 016139 


Homo sapiens 1 6.7Kd protein (LOC5 1 142), mRNA 


NMJH6129 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 4 
(Arabidopsis) (COPS4), mRNA 


NM 016122 


Homo sapiens NY-REN-58 antigen (LOC51 134), mRNA 


NM_016119 


Homo sapiens putative zinc finger protein NY-REN-34 antigen (LOC51 131), 
mRNA 


NM 016103 


Homo sapiens GTP-binding protein Sara (LOC51 128), mRNA 


NM 016099 


Homo sapiens HSPC041 protein (LOC5 1 125), mRNA 


NM 016096 


Homo sapiens HSPC038 protein (LOC5 1 123), mRNA 


NM 016037 


Homo sapiens CGI-94 protein (LOC51 1 18), mRNA 


NM 016014 


Homo sapiens CGI-67 protein (LOC51104), mRNA 


NM 015997 


Homo sapiens CGI-41 protein (LOC51093), mRNA 


NM 015974 


Homo sapiens lambda-crystallin (LOC51084), mRNA 


NM 015973 


Homo sapiens galanin-related peptide (LOC51083), mRNA 


NM 015972 


Homo sapiens RNA polymerase 1 16 kDa subunit (LOC51082), mRNA 


NM 015953 


Homo sapiens eNOS interacting protein (NOSIP), mRNA 


NM 015936 


Homo sapiens CGI-04 protein (LOC51067), mRNA 


NM 015895 


Homo sapiens geminin (LOC51053), mRNA 


NM 015882 


Homo sapiens RIG-like 5-6 (LOC51048), mRNA 


NM 015853 


Homo sapiens ORP (LOC51035), mRNA 


NM 016080 


Homo sapiens CGI- 150 protein (LOC51031), mRNA 


NM 016078 


Homo sapiens CGI-148 protein (LOC51030), mRNA 


NM 016076 


Homo sapiens CGI- 146 protein (LOC51029), mRNA 


NM 016052 


Homo sapiens CGI-1 15 protein (LOC51018), mRNA 


NM 016049 


Homo sapiens CGI-1 12 protein (LOC51016), mRNA 


NM_0 15940 


Homo sapiens CGI-1 0 protein (LOC51004), mRNA 


NM 016505 


Homo sapiens hypothetical protein (HSPC251), mRNA 


NM 016485 


Homo sapiens hypothetical protein (HSPC228), mRNA 


NM_016472 


Homo sapiens hypothetical protein (HSPC210), mRNA 


NMJH6464 


Homo sapiens hypothetical protein (HSPC196), mRNA 


NM 016462 


Homo sapiens hypothetical protein (HSPC194), mRNA 


NM 016535 


Homo sapiens HSPC189 protein (HSPC189), mRNA 


NM 016404 


Homo sapiens hypothetical protein (HSPC152), mRNA 


NM 016403 


Homo sapiens hypothetical protein (HSPC148), mRNA 


NM 016399 


Homo sapiens hypothetical protein (HSPC1 32), mRNA ! 


NM 016395 


Homo sapiens butyrate-induced transcript 1 (HSPC121), mRNA 


NM 016387 


Homo sapiens hypothetical protein (HSPC060), mRNA ! 


NM 016101 


Homo sapiens hypothetical protein (HSPC03 1), mRNA 


NM015918 


Homo sapiens homolog of yeast RNase MRP/RNase P protein Pop5 (POP5), 
mRNA 


NM 016257 


Homo sapiens hippocalcin-like protein 4 (HPCAL4), mRNA 


NM 016287 


Homo sapiens HP1-BP74 (HP1-BP74), mRNA 


NM 015888 


Homo sapiens hookl protein (HOOK1), mRNA 


NM 015852 


Homo sapiens Krueppel-related zinc finger protein (H-plk), mRNA 


NM 016451 


Homo sapiens coatomer protein complex, subunit beta (COPB), mRNA 


NM 015986 


Homo sapiens cytokine receptor-like factor 3 (CRLF3), mRNA 


NM 016204 


Homo sapiens growth differentiation factor 2 (GDF2), mRNA 


NM 016617 


Homo sapiens hypothetical protein (BM-002), mRNA 


NM 014822 


Homo sapiens SEC24 related gene family, member D (S. cerevisiae) (SEC24D), 
mRNA 
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NM 014059 


Homo sapiens RGC32 protein (RGC32), mRNA 


NM 014040 


Homo sapiens PTD015 protein (PTD015), mRNA 


NM 014039 


Homo sapiens PTD012 protein (PTD012), mRNA 


NM 014111 


Homo sapiens PRO2086 protein (PRO2086), mRNA 


NM 014106 


Homo sapiens PR01914 protein (PR01914), mRNA 


NM 014104 


Homo sapiens PRO 1880 protein (PRO 1880), mRNA 


NM 014100 


Homo sapiens PRO1770 protein (PRO1770), mRNA 


NM 014137 


Homo sapiens PRO0650 protein (PRO0650), mRNA 


NM 014127 


Homo sapiens PRO0456 protein (PRO0456), mRNA 


NM 014123 


Homo sapiens PRO0246 protein (PRO0246), mRNA ^ 


NM 014114 


Homo sapiens PRO0097 protein (PRO0097), mRNA 


NM 014113 


Homo sapiens PRO0038 protein (PRO0038), mRNA 


NM 014048 


Homo sapiens KIAA1243 protein (KIAA1243), mRNA 


NM 015368 


Homo sapiens pannexin 1 (PANX1), mRNA 


NM 014910 


Homo sapiens KIAA1084 protein (KIAA1084), mRNA 


NM 014916 


Homo sapiens KIAA1079 protein (KIAA1079), mRNA 


NM 014967 


Homo sapiens KIAA1018 protein (KIAA1018), mRNA 


NM 014953 


Homo sapiens mitotic control protein dis3 homolog (KIAA1008), mRNA 


NM 014954 


Homo sapiens KIAA0985 protein (KIAA0985), mRNA 


NM 014917 


Homo sapiens netrin Gl (KIAA0976), mRNA 


NM 014930 


Homo sapiens KIAA0972 protein (KIAA0972), mRNA 


NM 014907 


Homo sapiens KIAA0967 protein (KIAA0967), mRNA 


NM 014912 


Homo sapiens KIAA0940 protein (KIAA0940), mRNA 


NM 014021 


Homo sapiens KIAA0923 protein (KIAA0923), mRNA 


NM 014899 


Homo sapiens KIAA0878 protein (KIAA0878), mRNA 


NM 014951 


Homo sapiens KIAA0844 protein (KIAA0844), mRNA 


NM_014729 


Homo sapiens KIAA0808 gene product (KIAA0808), mRNA 


NM 014813 


Homo sapiens KIAA0806 gene product (KIAA0806), mRNA 


NMJH4829 


Homo sapiens RNA helicase (KIAA0801), mRNA 


NM 014698 


Homo sapiens KIAA0792 gene product (KIAA0792), mRNA 


NM 014824 


Homo sapiens KIAA0769 gene product (KIAA0769), mRNA 


NM 014677 


Homo sapiens KIAA0751 gene product (KIAA075 1), mRNA 


NM 014705 


Homo sapiens KIAA0716 gene product (KIAA0716), mRNA 


NM 014861 


Homo sapiens KIAA0703 gene product (KIAA0703), mRNA 


NM 014721 


Homo sapiens KIAA0680 gene product (KIAA0680), mRNA 


NM 014827 


Homo sapiens KIAA0663 gene product (KIAA0663), mRNA 


NM 014645 


Homo sapiens KIAA0635 gene product (KIAA0635), mRNA 


NM 014664 


Homo sapiens KIAA0615 gene product (KIAA0615), mRNA 


NM 014834 


Homo sapiens KIAA0563 gene product (KIAA0563), mRNA 


NM 014696 


Homo sapiens KIAA0514 gene product (KIAA0514), mRNA 


NM_0 14732 


Homo sapiens KIAA0513 gene product (KIAA0513), mRNA 


NM 014710 


Homo sapiens KIAA0443 gene product (KIAA0443), mRNA 


NM 014797 


Homo sapiens KIAA0441 gene product (KIAA0441), mRNA 


NMJM4819 


Homo sapiens KIAA043 8 gene product (KIAA043 8), mRNA ! 


NM_015216 


Homo sapiens KIAA0433 protein (KIAA0433), mRNA 


NM 015251 


Homo sapiens KIAA043 1 protein (KIAA043 1), mRNA 


NMJH5185 


Homo sapiens Cdc42 guanine nucleotide exchange factor (GEF) 9 (ARHGEF9), 
mRNA 


1 NM 014711 


Homo sapiens KIAA0419 gene product (KIAA0419), mRNA 


NM 015564 


Homo sapiens KIAA0416 protein (KIAA0416), mRNA 


NM 014778 


Homo sapiens KIAA0410 gene product (KIAA0410), mRNA 
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NM 014659 


Homo sapiens KIAA0377 gene product (KIAA0377), mRNA 


NM 014639 


Homo sapiens KIAA0372 gene product (KIAA0372), mRNA 


NM 014786 


Homo sapiens KIAA0337 gene product (KIAA0337), mRNA 


NM 014845 


Homo sapiens KIAA0274 gene product (KIAA0274), mRNA 


NM 014745 


Homo sapiens KIAA0233 gene product (KIAA0233), mRNA 


NM 014643 


Homo sapiens KIAA0222 gene product (KIAA0222), mRNA 


NM 014674 


Homo sapiens KIAA0212 gene product (KIAA0212), mRNA 


NM 014720 


Homo sapiens Ste20-related serine/threonine kinase (SLK), mRNA 


NM 014761 


Homo sapiens KIAA0174 gene product (KIAA0174), mRNA 


NM 014730 


Homo sapiens KIAA0152 gene product (KIAA0152), mRNA 


NM 014661 


Homo sapiens KIAA0140 gene product (KIAA0140), mRNA 


NM 014777 


Homo sapiens KIAA0133 gene product (KIAA0133), mRNA 


NM 014815 


Homo sapiens KIAA0130 gene product (KIAA0130), mRNA 


NM_014755 


Homo sapiens transcriptional regulator interacting with the PHS-bromodomain 2 
(TRIP-Br2), mRNA 


NM_014628 


Homo sapiens gene predicted from cDNA with a complete coding sequence 
(KIAA0 110), mRNA 


NM 014814 


Homo sapiens KIAA0107 gene product (KIAA0107), mRNA 


NM 014752 


Homo sapiens KIAA0102 gene product (KIAA0102), mRNA 


NM 014780 


Homo sapiens KIAA0076 gene product (K1AA0076), mRNA 


NM 014882 


Homo sapiens KIAA0053 gene product (KIAA0053), mRNA 


NM 014750 


Homo sapiens KIAA0008 gene product (KIAA0008), mRNA 


NMJM5684 


Homo sapiens mitochondrial ATP synthase regulatory component factor B 
(ATPW), mRNA 


NM 014186 


Homo sapiens HSPC166 protein (HSPC1 66), mRNA 


NM 014184 


Homo sapiens HSPC163 protein (HSPC163), mRNA 


NM 014181 


Homo sapiens HSPC159 protein (HSPC159), mRNA 


NM 014179 


Homo sapiens HSPC157 protein (HSPC157), mRNA 


NM 014166 


Homo sapiens HSPC126 protein (HSPC126), mRNA 


NM 014155 


Homo sapiens HSPC063 protein (HSPC063), mRNA 


NM 014038 


Homo sapiens HSPC028 protein (HSPC028), mRNA 


NM 014017 


Homo sapiens HSPC003 protein (HSPC003), mRNA 


NM 014053 


Homo sapiens FLVCR protein (FLVCR), mRNA 


NM 015400 


Homo sapiens DKFZP586N0721 protein (DKFZP586N0721), mRNA 


NM 015583 


Homo sapiens DKFZP586M0622 protein (DKFZP586M0622), mRNA 


NM 015485 


Homo sapiens DKFZP566K023 protein (DKFZP566K023), mRNA 


NM 014043 


Homo sapiens DKFZP5640123 protein (DKFZP5640123), mRNA 


NM 015387 


Homo sapiens preimplantation protein 3 (PREI3), mRNA 


NM 014056 


Homo sapiens DKFZP564K247 protein (DKFZP564K247), mRNA 


NM 015623 


Homo saoiens Dutative ankvrin-reneat containine nrotein (DKFZP564D166^ 
mRNA 


NM 015582 


Homo sapiens DKFZP564B147 protein (DKFZP564B147), mRNA 


NM 015610 


Homo sapiens DKFZP434J154 protein (DKFZP434J154), mRNA 


NM 015590 


Homo sapiens DKFZP434F1735 protein (DKFZP434F1735), mRNA 


NM 015644 


Homo sapiens DKFZP434B103 protein (DKFZP434B103), mRNA 


NM 015396 


Homo sapiens DKFZP434A043 protein (DKFZP434A043), mRNA 


NM 014058 


Homo sapiens DESC1 protein (DESC1), mRNA 


NM 015680 


Homo sapiens hypothetical protein (CGI-57), mRNA 


NM 015379 


Homo sapiens brain protein 13 (BRJ3), mRNA 


NM_0 14580 


Homo sapiens solute carrier family 2, (facilitated glucose transporter) member 8 
(SLC2A8),mRNA 


NM 014280 


Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 8 (DNAJC8), 
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mRNA 


NM 014313 


Homo sapiens small membrane protein 1 (SMP1), mRNA 


NM 014229 

1 llTJL V/ X T X*XJ 


xxumu sdpiwio C5U1ULC Odi I ici xdilliiy O UTU LrdilMIll I ICI Uansponer, \JJ\SjJ\.J 9 

member 1 1 (SLC6A1 1), mRNA 


NM 014575 


Homo *;anipn<; ^ebwannomfn intern rtin a nrnfpin 1 fQf T HTP1'i mPXTA 
xxuxiiu oapic>xio ouiiw dixuu ixxxu UHCIduilIlg pruiCin I ^OV^JXLr 1 ) t IIlKINA. 


NM 014402 


Homo ^nniPTIQ Inw mnlpnilflT mn cc i ihi m i in rvnp» Tvm/ifnrr rtrnfAin /O ^IrTYi /VVD 0\ 
axuiuu aapiv^no iuw iiiuici/Uidx Illdoo UUILJ Uinune**uin UlHg protein \y,DjsXJ) (wx 

mRNA 


NM_014394 


Homo saniens prowth hormone indneiVilp trancrnpnYhranf* nmtpin fnTTrr\/T\ 

xxwinvy oujjivjio JLX\Jl xUKJU^i lllvXUOl Ul^ Ll dliollltlllLH dllC IJiULClIl Tli 1 \ |yl K 

mRNA 


NM_014225 


Homo sapiens Drotein nhosohatase 2 (Torrnerlv 2A^ repxilatorv Qiihiinit A fPP 
65), alpha isoform (PPP2R1 A), mRNA 


NM 014497 


Homo sapiens nuclear protein (NP220), mRNA 


NM 014399 


Homo sapiens tetraspan NET-6 protein (NET-6), mRNA 


NM 014889 


Homo saoiens metallonrotease 1 fnitrilvsin famiKA fivfP"n mT? "NT A 


NM 014484 


Homo sapiens molybdenum cofactor synthesis 3 (MOCS3), mRNA 


NM 014447 

X "l'ii VX • 1 r / 


Homo <?ar>ien<? arfantin 1 (H<\TTS9S9n mPNA 

xxuinvj odJJltllo dlldjJUll 1 ^xxO \J JjL O 1 j } I JixvlNxA. 


NM 014350 


Homo QamVnc HTNTP'-inHiipp/l wvYf^in ( C^CXI 1\ mPXTA 
XXUU1U adpiCIlb liNP-lilUUlyCU protein ) t lTllv!N/\ 


NMJH4478 


Homo sapiens calcitonin gene-related peptide-receptor component protein 
(CGRP-RCP^ mRNA 


NM 014482 


xxuixiu oaLyiciio uKJLic iiiui^nugclxclic protein L\) ^JQxVjLr IV/J, nixvlNA 


NM_0 14474 


Homo sapiens acid sphingomyelinase-like phosphodiesterase (ASML3B), 
mRNA 


NM 014480 


Homo ^aniens Tine fin oer rvrntpin ( Al?ft9n < \Q1^ tnPMA 


NM 014576 

■l '111 V X~»» / V* 


TTnmo Q3ni Pnc Atiompp-1 f»oTrml p»n-»»nt5» tirvn -fo/^f/M" A 'P^* , l"DT^^~ , 1 nfirvMilnfi^/v 

xxuixiu oapiC/ixo xn.puucu-i ^uiiipicixLcnidiiuii xacior, Ar \JdX2/\-,- L stimulating 
nrotein (ACF i mRNA 

piUlVtll ^-i VV_yX Jy IxlXXX^IxT^ 


NM 005884 


Homo satiiens r>21 rrTjTCNI A^-artivatf»rl Vinncf» 4 rp AVA\ mP¥A 


NM 013434 


xxvixxu oapiwio udiot-iiiiuij picbciiiiiii uxiiuuig proicin, iir nano ixanscripiion iactor 
fCSENl mRNA 


NM 012446 


Homo saoiens sinffle-stranded DNA hindmfr nroteiTi ? r^ST^P?^ nVRNA 


NM 013235 


Homo saoiens DUtative ribonuclea^e TTT fRNAST^T 'i mRNA 


NM 013349 


Homo saoiens secreted nrotein of unlcnown fiinction fSPTTF^ mPNA 


NM 013323 


Homo saniens sortine nexin 1 1 (SNX1 1^ mRNA 


NM 013388 


Homo saoiens orolactin reenlatorv element bindina fPPFR i mPNA 


NM 013328 


Homo sapiens nvrroline 5-carboxvlate reductase isoform fPSPP^ mRMA 


NM 013370 


Homo sapiens pregnancy-induced growth inhibitor (OKL38) 3 mRNA 


NM 013277 


Homo Satriens Rac CrTPa<;p artfvatmcr nrntpin 1 APOAPI^ tyiPXTA 


NM 013285 


Homo saoiens nucleolar OTPaQe rHTTMATTA "KTTT^ mPNA 


NM 013320 


Homo <janien^ hoQt rf»11 fartor 9 fPTn?-^ mPMA 


NM 013391 


Homo SanienS dimetlivlcrlvpinf* ^plivHrnopnuop nrprnrcnr n~>A /f /^"TATT^ rvVDIvTA 


NM 013253 


Homo ^aniens dirWonf* nnmnl c\o ^ ^Ypnnnnc l<i/*tWc^ ^^i^?"C^^^ rM"DXTA 


NM 013339 


Homo QanipriQ Hnllphvl-P-01r' , lV/fnnQ01p7SJ A nl PP rl 1 i r*lrv/1 rrl n r»^» 01 /I +rr>*-> r. ^n. 

xxuxixu oapitua viununy i-x ~vjiL.xvidn^vjit'i>i/\cz-x x "tioiicnyigiucosyiiTansierase 
(ALG6), mRNA 


NM 004120 


Homo saoiens euanvlate bin din p nrotein 9 intprfpron-indnrihlp ^nT^P9^ mPMA 

■xx\ji±i\j oupiviitj £ucxxxjr.l exits UxllUXlXg |J1V/LCX11 liiLdXvXUIX XIXllUXvlUlC Jy IIix\_TNr\ 


NM 005690 


Homo SanienS dvnamin 1 -like fDNA/f 1 T ^ tranQrrint variant ^ mPXT A 


NM 012063 


Homo SanienS dvnamin l-like rDNlVf 1 T ^ tran<jrrint variant 9 mPMA 

iiuuiv ot*LyiWAii> v*jf iia.111111 X~111VV/ ^X-'INIVXIXj^j IXdliowlllJt VdlldXlL lIlr\xN/-\ 


NM 012470 


Homo sapiens transportin-SR (TRN-SR), mRNA 


NM^O 12252 


Homo sapiens transcription factor EC (TFEC), mRNA 


NM 012250 


Homo sapiens related RAS viral (r-ras) oncogene homolog 2 (RRAS2), mRNA 


NM 012249 


Homo sapiens ras-like protein (TC10), mRNA 


NM 012388 


Homo sapiens pallidin homolog (mouse) (PLDN), mRNA 


NM 012322 


Homo sapiens U6 snRNA-associated Sm-like protein (LSM5), mRNA 


NM 012316 


Homo sapiens karyopherin alpha 6 (importin alpha 7) (KPNA6), mRNA 
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NM 012189 


Hnmn <?anien<: fThrrm<;hpafhin TT fFSPJ?^ mPTJA 

xx\tm\j oopiwio uu-oiivaiiiiii xx ^j/ljjt n ixvi ^ A 


NM 012081 


Homo saniens ELL-RELATED RNA POT YMFRASF TT FT ONOATTHTJ 
FACTOR (ELL2), mRNA 


NM 003996 


Homo saniens crlutathionp nprnyiHfisp S fpniHiHvmfll anHrnopn-rplnfrvl rrrri+f»irA 

f GPX5). transcritrt variant 2 mRNA 


NM 005260 


Homo sapiens growth differentiation factor 9 (GDF9), mRNA 


NM 007352 


Homo samVns elastasp 3Ti nmirrmtir fFT A^T-V^ mPTsTA 

xx\jxii\j aaiji^no ntwiaot — ' J->, paiivlval.lv ^juij/iJ JJ y } llJLivlN a 


NM 006685 


Homo sapiens proline rich 3 (PROL3), mRNA 


NM_007357 


Homo sapiens low density lipoprotein receptor defect C complementing (LDLC), 
mRNA 


NM 004133 


Homo sapiens hepatocyte nuclear factor 4, gamma (HNF4G), mRNA 


NM_003144 


Homo sapiens signal sequence receptor, alpha (translocon-associated protein 

flltVhai (<?<5P 1^ mPMA 


1N1VX UU / Jit 


xiomo sapiens lvumj, momers against uecapenxapiegic nomoiog (JL/rosopiiila} 
interacting protein, receptor activation anchor (MADHIP), transcript variant 1 , 




nomo bdpiens ivxaij, momers agamsi uecapeniapiegic nomoiog ^JJrosopniiaj 
micid.Luijg proicm, receptor acuvauon ancnor ^ivi^vivxiir^, iranscnpt variant z, 
mRNA 


NM 005162 

A llVl VUJ IW^i 


TTomo 'sflnipn^ flntrinfp'nQin rpppntnr-1 ilrp 7 ( AfTTPT 9^ mP"MA 


NM 005501 


Homo sanien^ inteorin fllnha ^ ^anti opn r^T^40r^ nlnVisi ^ cnV>nnit r^-f \/T A *5 
recentor^ QTGA3^ transcrttit variant h mRNA 


NM 007144 


Homo saniens zinc fin&er nrotpin 144 fMpl-1 ^TNEldd^ mR"WA 


NM 007286 


Homo ^aniens «;vnantonoHin H<CTAAin9Qi mPNA 


NM 007199 


Homo saniens intprleiilHn-1 rpppntnr-AQQnrifltpH Vinacp \A HP ATT-TVf^ mPTsIA 


NM 007283 


Homo sapiens monoglyceride lipase (MGLL), mRNA 


NM 007241 

i^lTA \J\J t iiTl 


Homo «;anipn«? FAP10 <5nhimit of FT T rnmnlpY (V AP^O'i mP"NJA 


NM_007212 


Homo sapiens ring finger protein 2 (RNF2), mRNA 


NM 007236 


xxuiiiu Dapiciio vd.lL/iuixi Diiiuing protein rzz ^v^nx ^, mivLN/v 


NM 007063 


xxunivj oapiC'iio vaovLUai XvoU VJ AX/ x Jj^/^OUllLalillilg ^ Vxvx J } illrViN/T. 


NM 007027 


TToTno caniPTic trt'nr^icmnpt'iicr* ^Ti*MA^ TT Tti-nrJirifT TtTrv+^i-n /' 1 Y*"YPT-ITJ 1 ^ -mUMA 
xiyjuiKj 5a(jiGxi:> lupuiouiiiciabc yurijrV) ii uiiiaing pruiein ^lUxDrl ^, mx\JN/\ 


NM_006938 


Homo sapiens small nuclear ribonucleoprotein Dl polypeptide (16kD) 
fSNRPDl^ mRNA 


NM 006937 


Homo QflT>i'pn«i SJA/TT"^ QiTnnrpQcn»r nf mif twn Timrmlncr 9 Tvpao^ /'^IA/fT"^T-^9^ 
A.i\Jixx\j aapiviio Oivxx_> sujJ|Jl tooUl Ul 11111 IWU j ilUiilUlUg Z> ^jrCabL^ ^Olvl JL jJX^/j 

mRNA 


NM 007029 


Homo <janipn«? 9tathmin-liVp 9 fSTTVTN? i mRTsIA 

XXVlllV/ oajJlvllO &ldLllllllll**lllVC I^O XlVXlNZ*^, ilUVlN/i. 


NM 007042 

X 11TX \J\J I \f 


Homo wnipn<! riHnniirlpacip PH 4VT^^ fPPP1 A\ mPMA 
xxvjiiiv/ oa|7iviio iiuuiiutivaou x \L'~T]bJL/j \j\jlx 1"J, IllxvlN/x 


NM 006907 


xx\JXXL\J oapivllo LJyxLSJllxx^-J'^a.l UVJAyidLC 1 CLlUL-UlcjC 1 yx X v^Xvi y, ilUvlCdl UCHC 

encoding mitochondrial protein, mRNA 


NM 007059 

X ^ XT X \J\J i \J J 


xxuiiiu aapiciio Jvdpuxi ^aL>llil UlilUlilg piUlClXly ^Xvx J.XN ) 9 XlxSSArijn. 


NM_007069 


Homo sapiens HRAS-like suppressor 3 (HRASLS3), mRNA 


NM 006R0S 
i>ivx vwoyj 


xiomo sapiens msiamme in -memyi iransierase ^xiiNJVi i ) 7 mruNA 


KTM" 007071 

1> iVl \J\J f\J/l 


nomo sapiens jnLcJvv-xi l, i ix-associating j (xiixLAjj, mKiNA 


"MM 007067 


xiomo sapiens msione aceryiiransierase ^rirSvJA j, mtuN a 


"MM 007006 


nomo sapiens cleavage ana poiyaaenyiation speciiic tactor j, zd kjj subunit 
( r CPSF5 > ) mRNA 


NM_007053 


Homo sapiens natural killer cell receptor, immunoglobulin superfamily member 
(BY55), mRNA 


NM 006754 


Homo sapiens synaptophysin-like protein (SYPL), mRNA 


NM 006802 


Homo sapiens splicing factor 3a, subunit 3, 60kD (SF3A3), mRNA 


NM 006842 


Homo sapiens splicing factor 3b, subunit 2, 145kD (SF3B2), mRNA 


NMJ)06834 


Homo sapiens RAB32, member RAS oncogene family (RAB32), mRNA 
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NM 006875 


Homo sapiens pim-2 oncogene (P1M2), mRNA 


NM 006810 


Homo sapiens for protein disulfide isomerase-related (PDIR), mRNA 


NM 003609 


Homo sapiens HIRA interacting protein 3 (HIRIP3), mRNA 


NM 006820 


Homo sapiens chromosome 1 open reading frame 29 (Clorf29), mRNA 


NM 006848 


Homo sapiens hepatitis delta antigen-interacting protein A (DIP A), mRNA 


NM 006876 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 
6 (B3GNT6), mRNA 


NM_006653 


Homo sapiens sue 1 -associated neurotrophic factor target 2 (FGFR signalling 
adaptor) (SNT-2), mRNA 


NM 006638 


Homo sapiens ribonuclease P, 40kD subunit (RPP40), mRNA 


NM 004163 


Homo sapiens RAB27B, member RAS oncogene family (RAB27B), mRNA 


NM_006713 


Homo sapiens activated RNA polymerase II transcription cofactor 4 (PC4), 
mRNA 


NM 006601 


Homo sapiens unactive progesterone receptor, 23 kD (P23), mRNA 


NM 006675 


Homo sapiens tetraspan transmembrane 4 super family (NET-5), mRNA 


NM 006501 


Homo sapiens myelin-associated oligodendrocyte basic protein (MOBP), mRNA 


NM 006612 


Homo sapiens kinesin family member 1C (OF1C), mRNA 


NM_006567 


Homo sapiens phenylalanine-tRNA synthetase (FARS1), nuclear gene encoding 
mitochondrial protein, mRNA 


NMJ)06594 


Homo sapiens adaptor-related protein complex 4, beta 1 subunit (AP4B1), 
mRNA 


NM 006621 


Homo sapiens S-adenosylhomocysteine hydrolase-like 1 (AHCYL1), mRNA 


NM 006472 


Homo sapiens thioredoxin interacting protein (TXNIP), mRNA 


NM 006388 


Homo sapiens HIV-1 Tat interactive protein, 60 kD (HTATIP), mRNA 


NMJ)06281 


Homo sapiens serine/threonine kinase 3 (STE20 homolog, yeast) (STK3) 
mRNA 


NM_006401 


Homo sapiens acidic protein rich in leucines (SSP29), mRNA j 


NM 006425 


Homo sapiens step II splicing factor SLU7 (SLU7), mRNA 


NMJ)06359 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 6 
(SLC9A6), mRNA 


NM 006328 


Homo sapiens RNA binding motif protein 14 (RBM14), mRNA 


NM_006466 


Homo sapiens polymerase (RNA) III (DNA directed) polypeptide F (39 kD) 
(POLR3F), mRNA 


NM 006467 


Homo sapiens polymerase (RNA) III (DNA directed) (32kD) (RPC32), mRNA 


NM 006397 


Homo sapiens ribonuclease HI, large subunit (RNASEHJ), mRNA 


NM 006443 


Homo sapiens putative c-Myc-responsive (RCL), mRNA 


NM 006390 


Homo sapiens RAN binding protein 8 (RANBP8), mRNA 1 


NM 006256 


Homo sapiens protein kinase C-like 2 (PRKCL2), mRNA 


NM 006254 


Homo sapiens protein kinase C, delta (PRKCD), mRNA 


NM 006229 


Homo sapiens pancreatic lipase-related protein 1 (PNLIPRP1), mRNA 


NMJ)06319 


Homo sapiens CDP-diacylglycerol— inositol 3-phosphatidyltransferase 
(phosphatidylinositol synthase) (CDIPT), mRNA 


NM 006219 


Homo sapiens phosphoinositide-3-kinase, catalytic, beta polypeptide (PIK3CB), 
mRNA 


NM 006346 


Homo sapiens progesterone-induced blocking factor 1 (PIBF1), mRNA 


NM_006473 


Homo sapiens TAF6-like RNA polymerase II, p300/CBP-associated factor 
(PCAF)-associated factor, 65 kD (TAF6L), mRNA 


NM 006396 


Homo sapiens Sjogren's syndrome/scleroderma autoantigen 1 (SSSCA1), mRNA 


NMJJ06428 


Homo sapiens melanoma-associated antigen recognised by cytotoxic T 
lymphocytes (MAAT1), mRNA 


NM 006475 


Homo sapiens osteoblast specific factor 2 (fasciclin I-like) (OSF-2), mRNA 


NM 006392 


Homo sapiens nucleolar protein 5A (56kD with KKE/D repeat) (NOL5A), 
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mRNA 


NM 006417 


Homo sapiens interferon-induced, hepatitis C-associated microtubular aggregate 
protein (44kD) (MTAP44), mRNA 


NM 006405 


Homo sapiens transmembrane 9 superfamily member 1 (TM9SF1), mRNA 


NM 006471 


Homo sapiens myosin, light polypeptide, regulatory, non-sarcomeric (20kD) 
(MLCB), mRNA 


NM 006152 


Homo sapiens lymphoid-restricted membrane protein (LRMP), mRNA 


NM 006460 


Homo sapiens HMBA-inducible (HIS1), mRNA 


NM 006365 


Homo sapiens transcriptional activator of the c-fos promoter (CROC4), mRNA 


NM_006135 


Homo sapiens capping protein (actin filament) muscle Z-line, alpha 1 
(CAPZA1), mRNA 


NM 006086 


Homo sapiens tubulin, beta, 4 (TUBB4), mRNA 


NM 005761 


Homo sapiens plexin CI (PLXNC1), mRNA 


NM 005724 


Homo sapiens tetraspan 3 (TSPAN-3), mRNA 


NM 005646 


Homo sapiens TAR (HIV) RNA binding protein 1 (TARBP1), mRNA 


NM 005819 


Homo sapiens syntaxin 6 (STX6), mRNA 


NM 005866 


Homo sapiens sigma receptor (SR3 1747 binding protein 1) (SR-BP1), mRNA 


NM 005842 


Homo sapiens sprouty homolog 2 (Drosophila) (SPRY2), mRNA 


NM 005626 


Homo sapiens splicing factor, arginine/serine-rich 4 (SFRS4), mRNA 


NM 005770 


Homo sapiens small EDRK-rich factor 2 (SERF2), mRNA 


NM 005805 


Homo sapiens 26S proteasome-associated padl homolog (POH1), mRNA 


NM 005746 


Homo sapiens pre-B-cell colony-enhancing factor (PBEF), mRNA 


NM_005869 


Homo sapiens serologically defined colon cancer antigen 10 (SDCCAG10), 
mRNA 


NM 005787 


Homo sapiens Not56 (D. melanogaster)-like protein (NOT56L), mRNA 


NM 005792 


Homo sapiens M-phase phosphoprotein 6 (MPHOSPH6), mRNA 


NM_005693 


Homo sapiens nuclear receptor subfamily 1, group H, member 3 (NR1H3), 
mRNA 


NM 005799 


Homo sapiens PDZ domain protein (Drosophila inaD-like) (INADL), mRNA 


NM_005713 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) binding protein 
(COL4A3BP), transcript variant 1, mRNA 


NM 005878 


Homo sapiens trinucleotide repeat containing 3 (TNRC3), mRNA 


NM 005875 


Homo sapiens translation factor suil homolog (GC20), mRNA 


NM_005838 


Homo sapiens glycine-N-acyltransferase (GLYAT), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_005754 


Homo sapiens Ras-GTPase-activating protein SH3-domain-binding protein 
(G3BP), mRNA 


NM_005764 


Homo sapiens epithelial protein up-regulated in carcinoma, membrane associated 
protein 17 (DD96), mRNA 


NM_005694 


Homo sapiens COX17 homolog, cytochrome c oxidase assembly protein (yeast) 
(COX 17), nuclear gene encoding mitochondrial protein, mRNA 


NM_005506 


Homo sapiens CD36 antigen (collagen type I receptor, thrombospondin 
receptor)-! ike 2 (lysosomal integral membrane protein II) (CD36L2), mRNA 


NM_005881 


Homo sapiens branched chain alpha-ketoacid dehydrogenase kinase (BCKDK), 
mRNA 


NM_005718 


Homo sapiens actin related protein 2/3 complex, subunit 4 (20 kD) (ARPC4), 
mRNA 


NM_005717 


Homo sapiens actin related protein 2/3 complex, subunit 5 (16 kD) (ARPC5), 
mRNA 


NM_005829 


Homo sapiens adaptor-related protein complex 3, sigma 2 subunit (AP3S2), 
mRNA 


NM 005814 


Homo sapiens glycoprotein A33 (transmembrane) (GPA33), mRNA 
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NM_005406 


Homo sapiens Rho-associated, coiled-coil containing protein kinase 1 (ROCK1), 
mRNA 


NM_005399 


Homo sapiens protein kinase, AMP-activated, beta 2 non-catalytic subunit 
(PRKAB2), mRNA 


NM 005396 


Homo sapiens pancreatic lipase-related protein 2 (PNLIPRP2), mRNA 


NM 005489 


Homo sapiens SH2 domain-containing 3C (SH2D3C), mRNA 


NM_005479 


Homo sapiens frequently rearranged in advanced T-cell lymphomas (FRAT1) 
mRNA 


NM 005154 


Homo sapiens ubiquitin specific protease 8 (USP8), mRNA 


NM 005066 


Homo sapiens splicing factor proline/glutamine rich (polypyrimidine tract 
binding protein associated) (SFPQ), mRNA 


NM_005123 


Homo sapiens nuclear receptor subfamily 1, group H, member 4 (NR1H4), 
mRNA 


NM 005046 


Homo sapiens kallikrein 7 (chymotryptic, stratum corneum) (KLK7), mRNA 


NM 005030 


Homo sapiens polo-like kinase (Drosophila) (PLK), mRNA 


NM 005014 


Homo sapiens osteomodulin (OMD), mRNA 


NMJ)05003 


Homo sapiens NADH dehydrogenase (ubiquinone) 1, alph^eta subcomplex 1 
(8kD, SDAP) (NDUFAB1), mRNA 


NM_004941 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 8 (RNA 
helicase) (DDX8), mRNA 


NM 004205 


Homo sapiens ubiquitin specific protease 2 (USP2), mRNA 


NM 004818 


Homo sapiens prp28, U5 snRNP 1 00 kd protein (U5-1 00K\ mRNA ! 


NM 004275 


Homo sapiens TRF-proximal protein (TRFP), mRNA 


NM 004272 


Homo sapiens Homer, neuronal immediate early gene, IB (SYN47), mRNA 


NM 004177 


Homo sapiens syntaxin 3A (STX3 A), mRNA 


NM_004719 


Homo sapiens splicing factor, arginine/serine-rich 2, interacting protein 
(SFRS2IP), mRNA 


NM_004175 


Homo sapiens small nuclear ribonucleoprotein D3 polypeptide (18kD) 
(SNRPD3), mRNA 

— i u... 


NM_004592 


Homo sapiens splicing factor, arginine/serine-rich 8 CsuDDres^nr-of-whitp-nnnVnt 
homolog, Drosophila) (SFRS8), mRNA 


NM_004799 


Homo sapiens MAD, mothers against decapentaplegic homolog (Drosophila) 
interacting protein, receptor activation anchor (MADHIP), transcript variant 3 
mRNA ' 


NM 004875 


Homo sapiens RNA polymerase I subunit (RPA40), mRNA 


NM 004292 


Homo sapiens ras inhibitor (RIND, mRNA 


NM 004815 


Homo sapiens PTPL1 -associated RhoGAP 1 (PARG1), mRNA 


NM 004772 


Homo sapiens P3 1 1 protein (P3 1 1), mRNA 


NMJW4553 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 6 (13kD) 
(NADH-coenzyme Q reductase) (NDUFS6), mRNA 


NMJW4549 


Homo sapiens NADH dehydrogenase (ubiquinone) 1, subcomplex unknown 2 
(14.5kD, B14.5b) (NDUFC2), mRNA 


NM 004271 


Homo sapiens MD-1, RP105-associated (MD-1), mRNA 


NMJ304672 


Homo sapiens rmtogen-activated orotein kinase kinase kinase 6 CMAPnc6\ 
mRNA 


NM_004828 


Homo sapiens lymphocyte antigen 95 (activating NK-receptor; NK-p44) (LY95), 
mRNA 


NMJ)04735 


Homo sapiens leucine rich repeat (in FLU) interacting protein 1 (LRRFIP1) 
mRNA 


NM 004811 


Homo sapiens leupaxin (LPXN), mRNA 


NM_ 004522 


Homo sapiens ldnesin family member 5C (KIF5C), mRNA 


NM 004905 


Homo sapiens anti-oxidant protein 2 (non-selenium glutathione peroxidase 
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acidic calcium-independent phospholipase A2) (KIAA0106), mRNA 


NM.004770 


Homo sapiens potassium voltage-gated channel, Shab-related subfamily, member 
2 (KCNB2), mRNA * 


NM 004848 


Homo sapiens basement membrane-induced gene (ICB-1), mRNA 


NM_004763 


Homo sapiens integrin cytoplasmic domain-associated protein 1 (ICAP-1A), 
transcript variant 1, mRNA 


NM_004814 


Homo sapiens U5 snRNP-specific 40 kDa protein (hPrp8-binding) (HPRP8BP) 
mRNA 


NM 004839 


Homo sapiens Homer, neuronal immediate early gene, 2 (HOMER-2B) mRNA 


NM 004684 


Homo sapiens SPARC-hke 1 (mast9, hevin) (SPARCL1), mRNA 


NM_004832 


Homo sapiens glutathione-S -transferase like; glutathione transferase omega 
(GSTTLp28), mRNA 


NM 004486 


Homo sapiens golgi autoantigen, golgin subfamily a, 2 (GOLGA2), mRNA 


NM 004125 


Homo sapiens guanine nucleotide binding protein 10 (GNG10), mRNA 


NM_004483 


Homo sapiens glycine cleavage system protein H (aminomethyl carrier) (GCSH), 
mRNA 


NM 004767 


Homo sapiens endothelin type b receptor-like protein 2 (ET(B)R-LP-2), mRNA 


NM 004440 


Homo sapiens EphA7 (EPHA7), mRNA 


NM_004757 


Homo sapiens small inducible cytokine subfamily E, member 1 (endothelial 
monocyte-acti vating) (SCYE 1 ), mRNA 


NM_004427 


Homo sapiens early development regulator 2 (polyhomeotic 2 homolog) (EDR2) 
mRNA 


NM 004422 


Homo sapiens dishevelled, dsh homolog 2 (Drosophila) (DVL2), mRNA 


NM 004416 


Homo sapiens deltex homolog 1 (Drosophila) (DTX1), mRNA 


NM 004073 


Homo sapiens cytokine-inducible kinase (CNK), mRNA 


NM_004365 


Homo sapiens centrin, EF-hand protein, 3 (CDC31 homolog, yeast) (CETN3) 
mRNA • 


NM 004680 


Homo sapiens chromodomain protein, Y chromosome, 1 (CDY1), mRNA 


NM 004291 


Homo sapiens cocaine- and amphetamine-regulated transcript (CART), mRNA 


NM_004330 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 2 (BNP2) 
mRNA 


NM 004024 


Homo sapiens activating transcription factor 3 (ATF3), mRNA 


NM 001177 j 


Homo sapiens ADP-ribosylation factor-like 1 (ARL1), mRNA 


NM 001545 


Homo sapiens immature colon carcinoma transcript 1 (ICT1), mRNA 


NM 001533 


Homo sapiens heterogeneous nuclear ribonucleoprotein L (HNRPL) mRNA 


NM_001509 


Homo sapiens glutathione peroxidase 5 (epididymal androgen-related protein) 
(GPX5), transcript variant 1, mRNA 


NM 001349 


Homo sapiens aspartyl-tRNA synthetase (DARS), mRNA 


NM_001329 


Homo sapiens C-terminal binding protein 2 (CTBP2), transcript variant 1 
mRNA 


NM 000082 


Homo sapiens Cockayne syndrome 1 (classical) (CKN1), mRNA 


NM 001277 


Homo sapiens choline kinase (CHK), mRNA 


NM_001087 


Homo sapiens angio-associated, migratory cell protein (AAMP), mRNA 


NM 003999 


Homo sapiens oncostatin M receptor (OSMR), mRNA 


NM 003904 


Homo sapiens zinc finger protein 259 (ZNF259), mRNA 


NM 003385 


Homo sapiens visinm-like 1 (VSNL1), mRNA 


NM_003348 


Homo sapiens ubiquitm-conjugating en2yme E2N (UBC13 homoloe yeast) 
(UBE2N), mRNA 


NM_003341 


Homo sapiens ubiquitin-conjugating enzyme E2E 1 (UBC4/5 homolog, yeast) I 
(UBE2E1), mRNA 


NM 003339 


Homo sapiens ubiquitin-conjugating enzyme E2D 2 (UBC4/5 homolog yeast) 
(UBE2D2), mRNA 
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NM 003115 


Homo sapiens UDP-N-actevlelucosamine DvroDhosDhorvlase 1 ft TAP 11 mPTJA 


NMJ)03305 


Homo sapiens transient receDtor DOtential cation channel <mh familv P mpmKpr 
3 (TRPC3), mRNA 


NM 003596 


Homo sapiens tyrosylprotein sulfotransferase 1 (TPST1), mRNA 


NMJ)03747 


Homo sapiens tankyrase, TRF1 -interacting ankyrin-related ADP-ribose 
polymerase (TNKS), mRNA 


NM 003569 


Homo sapiens syntaxin 7 (STX7), mRNA 


NM 003164 


Homo sapiens syntaxin 5A (STX5 A), mRNA 


NM 003764 


Homo sapiens syntaxin 1 1 (STX1 1), mRNA 


NM 003133 


Homo sapiens signal recognition particle 9kD (SRP9), mRNA 


NM 003136 


Homo sapiens signal recognition particle 54kD (SRP54), mRNA 


NMJ503131 


Homo sapiens serum response factor fc-fos serum re^nrmQ** pIpm^nt-KmrhYicr 
transcription factor) (SRF), mRNA 


NM 003795 


Homo sapiens sorting nexin 3 (SNX3), mRNA 


NM 003096 


Homo sapiens small nuclear ribonucleoprotein polypeptide G (SNRPG), mRNA 


NM 003093 


Homo saniens small nuclear rihonuclermrntpm rvVlvni^nfirlp C fQXTPPPl mPXTA 


NMJ)03080 


Homo sapiens sphingomyelin phosphodiesterase 2, neutral membrane (neutral 
sohinffomvelinasel fSMPD21 mRNA 


NMJ)03059 


Homo Saniens SOlute Carrier familv 97 ffYranrnr* rati on trva-n cnrvr-f^-rN rvi^rr-iKoT- /I 

Aiv/mu jupiv/uo ouiuxv v/aiiiw lamxijr ^i/igaiuu L/aLiuu uaiioporicr j 5 memoer *+ 
(SLC22A4), mRNA 


NM 003033 


Homo sapiens sialyltransferase 4A (beta-galactosidase alpha-2,3- 
sialytransferase) (SIAT4A), mRNA 


NM_003952 


Homo sapiens ribosomal protein S6 kinase, 70kD, polypeptide 2 (RPS6KB2), 
mRNA 


NM 003729 


Homo saniens RTC domain con taininc* 1 fPTPHH mRNA 


NM 002937 


Homo saniens ribomicl ease RNase A familv 4 fi? "WA^Fzn ml? XT A 


NM_003804 


Homo sapiens receptor (TNFRSF)-interacting serine-threonine kinase 1 
(RIPKH mRNA 


NMJ)02898 


Homo saniens RNA hinHmo - mnrif cinalf* QtrnnH*»H in+#»ro/>finrr -r»-r^+/»-Jn o 

ixviuv oupiwio xvj.'S-ri. uiiiujuig lliuili, alllglt oLiculuCU lilLClclvHUH prOIvin Z 

(RBMS2), mRNA 


NM 002886 


Homo sapiens RAP2B, member of RAS oncogene familv fP AP7TVI mRNA 


NM 003953 


Homo sapiens myelin protein zero-like 1 (MPZL1), mRNA 


NM_002809 


Homo sapiens proteasome forosome macronainl 26S <mhnnit nnn-ATPncp 3 
(PSMD3), mRNA 


NM 002771 


Homo sapiens protease, serine. 3 ftrvDsin 31 fPRSS31 mRNA ! 


NM 002757 


Homo sapiens mitogen-activated protein kinase kinase 5 (MAP2K5), mRNA 


NM 002754 


Homo sapiens mitoeen-activated nrotein Innate 1 1 CM AP1C1 ^ mRNA 


NMJ03668 


Homo sapiens mitogen-activated protein kinase-activated protein kinase 5 
CMAPKAPK5 > ) mRNA 


NM 002718 


Homo Saniens nrntpin TVhnsnlmtncf* 0 ( frvrm prlv 0 A^ rpmtlotnrxr c»itlM7»-ii+ dn rox> 
xiviiiv; oo^jw« piwLv^in pnuapiioia&c ^luiiiicixy rcKuidiory suounii JtJ (JrJK. 

72), alpha isoform and (PR 130), beta isoform (PPP2R3), mRNA 


NM 003622 


Homo S ani6n^ PTPRT? iTitPfflpfincr •nrr»t# a ir» Vii-nHino- r»rrk+<ai-ri 1 /Imrin VtotM 1\ 

-*- av ' aaaw ooyxwio 1 11 ivi liiidauiui^ jjiuiciu, ujiiuiLig pruLcm i luprm oeia i) 
(TPFD3P1) mRNA 


NM_003626 


Homo saniens nrotein tvro^inp nhAQnhata^p rpnpntnr hm*» f r»n1i7r\**rifi/1<» 

(PTPRF), interacting protein ninrin) alpha 1 (PPFIAH mRNA 


NM 002689 


Homo sapiens polymerase (DNA-directed), alpha (70kD) (POLA2), mRNA 


NMJ302685 


Homo sapiens polymyositis/scleroderma autoantigen 2 (lOOkD) (PMSCL2), 
mRNA 


NM 003876 


Homo sapiens putative receptor protein (PMI), mRNA 


NM 002670 


Homo sapiens plastin 1 a isoform) (PLS1), mRNA 


NM^ 002664 


Homo sapiens pleckstrin (PLEK), mRNA 


NM 003559 


Homo sapiens phosphatidylinositol-4-phosphate 5-kinase, type II, beta 
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(PIP5K2B) s mRNA 


NMJ)03629 


Homo sapiens phosphoinositide-3-kinase, regulatory subunit, polypeptide 3 (p55 
gamma) (PK3R3), mRNA ' 


NMJ)02649 


Homo sapiens phosphoinositide-34rinase, catalytic, gamma polypeptide 
(PIK3CG), mRNA 


NM 002624 


Homo sapiens prefoldin 5 (PFDN5), mRNA 


NM 003846 


Homo sapiens peroxisomal biogenesis factor 1 IB (PEX1 IB), mRNA 


NM 002617 


Homo sapiens peroxisome biogenesis factor 10 (PEX10), mRNA 


NM 002611 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 2 (PDK2), mRNA 


NMJ)00923 


Homo sapiens phosphodiesterase 4Q cAMP-specific (phosphodiesterase El 
dunce homolog, Drosophila) (PDE4C), mRNA j 


NM 002599 


Homo sapiens phosphodiesterase 2A, cGMP-stimulated (PDE2A), mRNA 


NM 002504 


Homo sapiens nuclear transcription factor, X-box binding 1 (NFX1) mRNA 


NMJ)02482 


Homo sapiens nuclear autoantigenic sperm protein (histone-binding) (NASP), 
mRNA 


NM 003826 


Homo sapiens N-ethylmaleimide-sensitive factor attachment protein, gamma 
(NAPG), mRNA 


NM 002465 


Homo sapiens myosin binding protein C, slow type (MYBPC1), mRNA 


NM 002461 


Homo sapiens mevalonate (diphospho) decarboxylase (MVD), mRNA 


NM_003676 


Homo sapiens degenerative spermatocyte homolog, lipid desaturase (Drosophila) 
(DEGS), mRNA 


NM 002307 


Homo sapiens lectin, galactoside-binding, soluble, 7 (galectin 7) (LGALS7), 
mRNA 


NM 002271 


Homo sapiens karyopherin (importin) beta 3 (KPNB3), mRNA 


NM 002270 


Homo sapiens karyopherin (importin) beta 2 (KPNB2), mRNA 


NM 002214 


Homo sapiens integrin, beta 8 (TTGB8). mRNA 


NM_002204 


Homo sapiens integrin, alpha 3 (antigen CD49C, alpha 3 subunit of VLA-3 
receptor) (TTGA3), transcript variant a, mRNA 


NM 001560 


Homo sapiens mterleukin 13 receptor, alpha 1 (EL13RA1), mRNA 


NM_002163 


Homo sapiens interferon consensus sequence binding protein 1 (ICSBP1), 
mRNA 


NM 002156 


Homo sapiens heat shock 60kD protein 1 (chaperonin) (HSPD1), mRNA 


NM 002149 


Homo sapiens hippocalcin-like 1 (HPCAL1), mRNA 


NMJ)03947 


Homo sapiens huntingtm-associated protein interacting protein (duo) (HAPIP), 
mRNA 


NM 003665 


Homo sapiens ficolin (collagen/fibrinogen domain containing) 3 (Hakata 
antigen) (FCN3), mRNA 


NM 000842 


Homo sapiens glutamate receptor, metabotropic 5 (GRM5), mRNA 


NM_002053 


Homo sapiens guanylate binding protein 1, interferon-inducible, 67kD (GBP IX 
mRNA 


NM_001482 


Homo sapiens glycine amidinotransferase (L-arginine:glycine 
amidinotransferase) (GATM), mRNA 


NM_002044 


Homo sapiens galactokinase 2 (GALK2), mRNA 


NM 001417 


Homo sapiens eukaryotic translation initiation factor 4B (EIF4B), mRNA 


NM 003758 


Homo sapiens eukaryotic translation initiation factor 3, subunit 1 (alpha 35kD) 
(EIF3Sl),mRNA 


NM_001404 


Homo sapiens eukaryotic translation elongation factor 1 gamma (EEF1G) 
mRNA 


NMJXH960 


Homo sapiens eukaryotic translation elongation factor 1 delta (guanine 
nucleotide exchange protein) (EEF1D), mRNA 


NM 003792 


Homo sapiens endothelial differentiation-related factor 1 (EDF1) mRNA 


NM 003974 


Homo sapiens docking protein 2, 56kD (DOK2), mRNA 
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NM 003586 


Homo sapiens double C2-like domains, alpha (DOC2A), mRNA 


NM 001883 


Homo sapiens corticotropin releasing hormone receptor 2 (CRHR2), mRNA 


NM 001873 


Homo sapiens carboxypeptidase E (CPE), mRNA 


NM 001782 


Homo sapiens CD72 antigen (CD72), mRNA 


NMJ)01762 


Homo sapiens chaperonin containing TCP1, subunit 6A (zeta 1) (CCT6A), 
mRNA 


NM 003716 


Homo sapiens Ca2+-dependent activator protein for secretion (CADPS), mRNA 


NM_003986 


Homo sapiens butyrobetaine (gamma), 2-oxoglutarate dioxygenase (gamma- 
butyrobetaine hydroxylase) 1 (BBOX1), mRNA 


NM 001674 


Homo sapiens activating transcription factor 3 (ATF3), mRNA 


NM 001173 


Homo sapiens Rho GTPase activating protein 5 (ARHGAP5), mRNA 


NM 025065 


Homo sapiens RNA processing factor 1 (RPF1), mRNA 


NM 024907 


Homo sapiens F-box protein FBG4 (FBG4), mRNA 


NM 025194 


Homo sapiens inositol 1 ,4,5-trisphosphate 3-kinase C (1TPKC), mRNA 


NMJH4203 


Homo sapiens adaptor-related protein complex 2, alpha 1 subunit (AP2A1), 
mRNA 


NM 130786 


Homo sapiens alpha-l-B glycoprotein (A1BG), mRNA 


NM 031482 


Homo sapiens hypothetical protein DKFZp586I041 8 (DKFZP586I041 8), mRNA 


NM 015419 


Homo sapiens adlican (DKFZp564I1922), mRNA 


NM 015683 


Homo sapiens hypothetical protein (CLONE24945), mRNA 


NM 015638 


Homo sapiens chromosome 20 open reading frame 188 (C20orfl88). mRNA 


NM 080737 


Homo sapiens synaptotagmin-like 4 (granuphilin-a) (SYTL4), mRNA 


NM 080723 


Homo sapiens vesicular membrane protein p24 (VMP), mRNA 


NM 080678 


Homo sapiens NEDD8-conjugating enzyme (NCE2), mRNA 


NM 080668 


Homo sapiens similar to RIKEN cDNA 2610036L13 (MGC16386), mRNA 


NM 080666 


Homo sapiens similar to RIKEN cDNA 2600001 Al 1 gene (LOCI 12840), 
mRNA 


NM 080663 


Homo sapiens similar to RIKEN cDNA 4933424N09 gene (MGC16943), mRNA 


NM 080661 


Homo sapiens similar to RIKEN cDNA 0610008P16 gene (MGC15937), mRNA 


NM 080658 


Homo sapiens similar to RIKEN cDNA 0610006H10 gene (MGC9740), mRNA 


NMJ>80656 


Homo sapiens similar to RIKEN cDNA A430101B06 gene (MGC13017), 
mRNA 


NM 080651 


Homo sapiens similar to RIKEN cDNA 1810038N03 gene (MGC9890), mRNA 


NM 080650 


Homo sapiens similar to RIKEN cDNA 5730421E18 gene (MGC14798), mRNA 


NM 080604 


Homo sapiens tight junction protein 4 (peripheral) (TJP4), mRNA 


NM 080552 


Homo sapiens vesicular inhibitory amino acid transporter (VTAAT), mRNA 


NM 080429 


Homo sapiens aquaporin 10 (AQP10), mRNA 


NM 018897 


Homo sapiens axonemal dynein heavy chain 7 (DNAH7), mRNA 


NM 015570 


Homo sapiens autism-related protein 1 (KIAA0442), mRNA 


NM 015132 


Homo sapiens sorting nexin 13 (SNX13), mRNA j 


NM_022457 


Homo sapiens similar to constitutive photomorphogenic protein 1 (Arabidopsis) 
(FLJ10416),mRNA 


NM_030658 


Homo sapiens putative ankyrin-repeat containing protein (DKFZP564D1 66), 
mRNA 


NM 058229 


Homo sapiens F-box only protein 32 (FBX032), mRNA. 


NM 058188 


Homo sapiens chromosome 21 open reading frame 67 (C21orf67), mRNA 


NM 058187 


Homo sapiens chromosome 21 open reading frame 63 (C21orf63), mRNA 


NM 058171 


Homo sapiens INGl-like tumor suppressor protein (INGl-like), mRNA 


NM 058167 


Homo sapiens ubiquitin conjugating enzyme 6 (Ubc6p), mRNA 


NM 015242 


Homo sapiens centaurin, delta 2 (CENTD2), mRNA 


NM 054114 


Homo sapiens hypothetical protein FLJ32631 (FLJ32631), mRNA 


NM 054111 


Homo sapiens inositol hexaphosphate kinase 3 (IHPK3), mRNA 
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NM 054108 


Homo sapiens H-revl07-like protein 5 (HRLP5), mRNA 


NM 020794 


Homo sapiens densin-180 (KIAA1365), mRNA 


NM 054032 


Homo sapiens G protein-coupled receptor MRGX4 (MRGX4), mRNA 


NM 054031 


Homo sapiens G protein-coupled receptor MRGX3 (MRGX3) mRNA 


MM 054030 


Homo sapiens G protein-coupled receptor MRGX2 (MRGX2) mRNA 


NM 054023 


Homo sapiens uteroglobin-related protein 1 (UGRP1), mRNA 


NM 054024 


Homo sapiens melanoma inhibitory activity protein 2 (MIA2) mRNA 


NM 031946 


Homo sapiens centaurin, gamma 3 (CENTG3), mRNA 


NM 052860 


Homo sapiens kruppel-like zinc finger protein (ZNF300), mRNA 


NM 053054 


Homo sapiens cation channel of sperm (CATSPER), mRNA 


NM 053053 


Homo sapiens SPT3 -associated factor 42 (STAF42), mRNA 


NM 053048 


Homo sapiens hypothetical protein MGC16384 (MGC16384), mRNA 


NM 053047 


Homo sapiens hypothetical protein MGC1 6063 (MGC1 6063) mRNA | 


NM 053040 


Homo sapiens PNAS-123 (LOC85028), mRNA 


NM_053039 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B28 (UGT2B28) 
mRNA 


NM 053001 


Homo sapiens odd-skipped-related 2A protein (OSR2), mRNA 


NM 052997 


Homo sapiens breast cancer antigen NY-BR-1 (NY-BR-1), mRNA 


NM 052971 


Homo sapiens liver-expressed antimicrobial peptide 2 (LEAP-2), mRNA 


NM 052956 


Homo sapiens medium-chain acyl-CoA synthetase (MACS1), mRNA 


NM 052942 


Homo sapiens guanylate binding protein 5 (GBP5), mRNA 


NM 052931 


Homo sapiens activating NK receptor (KALI), mRNA 


NM 052879 


Homo sapiens c-Mpl binding protein (LOCI 1325 1), mRNA 


NM 030928 


Homo sapiens DNA replication factor (CDT1), mRNA 


NM_025185 


Homo sapiens putative ankynn-repeat containing protein (DKFZP564D166) 
mRNA h 


NM 015179 


Homo sapiens KIAA0690 protein (KIAA0690), mRNA 


NM 033626 


Homo sapiens JM1 1 protein (JM1 1), mRNA 


NMJ)22735 


Homo sapiens golgi phosphoprotein 1 (GOLPH1), mRNA 


NM_033547 


Homo sapiens hypothetical gene MGC16733 similar to CG121 13 (MGC16733) 
mRNA )% 


NM 032268 


Homo sapiens nerve injury gene 283 (NIN283), mRNA 


NM 016167 


Homo sapiens retinoic acid repressible protein (RARG-1), mRNA 


NM_033414 


Homo sapiens hypothetical protein MGC 17552 (MGC17552), mRNA 


NM 016336 


Homo sapiens non-canonical ubquitin conjugating enzyme 1 (NCUBE1) mRNA 


NM 033317 


Homo sapiens hypothetical gene ZD52F10 (ZD52F10), mRNA 


NM 033266 


Homo sapiens ER to nucleus signalling 2 (ERN2), mRNA 


NM 031955 


Homo sapiens NYD-SP 1 2 protein (NYD-SP 1 2), mRNA 


NM 033210 


Homo sapiens hypothetical protein FLJ14855 (FLJ14855), mRNA 


NM 033211 


Homo sapiens hypothetical gene supported by AF038182; BC009203 
(LOC90355), mRNA 


NM 033194 


Homo sapiens small heat shock protein B9 (HspB9), mRNA 


NM 032122 


Homo sapiens dystrobrevin binding protein 1 (DTNBP1), mRNA 


NM 020405 


Homo sapiens tumor endothelial marker 7 precursor (TEM7) mRNA 


NM 033115 


Homo sapiens hypothetical protein MGC16169 (MGC16169) mRNA 


NM 033117 


Homo sapiens hypothetical protein MGC2734 (MGC2734), mRNA 


NM 033103 


Homo sapiens rhophilin-hke protein (LOC85415), mRNA 


NM 033035 


Homo sapiens thymic stromal lymphopoietin (TSLP), mRNA 


NM 014001 


Homo sapiens golgi associated, gamma adaptin ear containing, ARF binding 
protein 3 (GGA3), mRNA 


NM 015149 


Homo sapiens RalGDS-like gene (RGL), mRNA 


NM 032937 


Homo sapiens AD038 (LOC85026), mRNA 
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NM 032932 
NM 032930 


Homo sapiens hypothetical protein MGC1 1316 (MGC1 1316) mRNA 


NM 032918 


Homo sapiens hypothetical protein MGC13040 (MGC13040) mRNA 

Homo sapiens RAS-like, estrogen-regulated, growth-inhibitor (RERG) mRNA 


NM 032916 


Homo sapiens hypothetical protein MGC16279 (MGC16279), mRNA 


NM 032907 


Homo sapiens hypothetical protein MGC14421 (MGC14421) mRNA 


NM 032904 


Homo sapiens hypothetical protein MGC14433 (MGC14433), mRNA 


NM 032900 


Homo sapiens hypothetical protein MGC14258 (MGC14258) mRNA 


NM 032895 


Homo sapiens hypothetical protein MGC1 4376 (MGC14376) mRNA 


NM 032888 


Homo sapiens KIAA1870 protein (KIAA1870), mRNA 


NM 032886 


Homo sapiens hypothetical protein MGC15912 (MGC15912) mRNA 


NM 032884 


Homo sapiens hypothetical protein MGC15882 (MGC15882), mRNA 


NM 032876 


Homo sapiens hypothetical protein MGC15563 (MGC15563) mRNA 


NM 032875 


Homo sapiens hypothetical protein MGC1 5482 (MGC1 5482) mRNA 


NM 032874 


Homo sapiens hypothetical protein MGC15438 (MGC15438) mRNA 


NMJB2872 


Homo sapiens NADPH oxidase-related, C2 domain-containing protein OFCD 
mRNA \**^*>h 


NM_032871 
NM 032866 


Homo sapiens tumor necrosis factor receptor superfamily, member 19-like 
(TNFRSF19L) mRNA 

Homo sapiens hypothetical protein FU14957 (FLJ14957) mRNA 


NM 032860 
NM 032858 


Homo sapiens hypothetical protein FLJ14909 (FU14909) mRNA 
Homo sapiens hypothetical protein FU14904 (FLJ14904) mRNA 


NMJ)32852 
NM 032848 


Homo sapiens AUT-hke 1, cysteine endopeptidase (S. cerevisiae) fAUTLl) 
mRNA }K h 


NM 032845 


Homo sapiens hypothetical protein FLJ14827 (FU14827) mRNA 
Homo sapiens hypothetical protein FLJ14816 (FU1481 6) mRNA 


NM 032835 


Homo sapiens hvoothetical nrotein FT T147fii fvi ti zi7<i \ «vdxt a 


NM 032824 


Homo sapiens hypothetical protein FLJ14681 (FLJ14681), mRNA 


NM 032823 


Homo sapiens hypothetical protein FLJ14675 (FU14675), mRNA 


NM 032822 


Homo sapiens hypothetical protein FLJ14668 (FLJ14668), mRNA 


NM032818 


Homo sapiens hypothetical protein FLJ14642 (FLJ14642), mRNA 


NM 032804 
NM 032795 


Homo sapiens hypothetical protein FLJ14547 (FLJ14547) mRNA 
Homo sapiens hypothetical protein FIJI 4494 (FU14494) mRNA 


NM 032783 


Homo sapiens hypothetical protein FLJ1443 1 (FLJ1443 1) mRNA 


NM 032766 


Homo sapiens hypothetical protein MGC16179 (MGC16179) mRNA 


NM_032763 


Homo sapiens hypothetical protein MGC16142 (MGC16142) mRNA 


NM 032756 


Homo sapiens hypothetical protein MGC15668 (MGC15668), mRNA 


NM 032744 


Homo sapiens hypothetical protein MGC12335 (MGC12335) mRNA 


NM 032738 


Homo sapiens hypothetical protein MGC4595 (MGC4595) mRNA 


NM 032723 


Homo sapiens hypothetical protein MGC12760 (MGC12760) mRNA 


NM 032720 


Homo sapiens hypothetical protein MGC10724 (MGC10724), mRNA 


NM 032715 


Homo sapiens hypothetical protein MGC4643 (MGC4643), mRNA 


NM 032712 


Homo sapiens hypothetical protein MGC13170 (MGC13170), mRNA 


NM 032711 


Homo sapiens hypothetical protein MGC13090 (MGC13090), mRNA 


NM 032706 


Homo saniens hvnntTipti^al r\mtt*ir\ ~\/frzt~* i oo^/c /tv/ittm or*/Tir\ t*-xt * 
xxuiuu sapiens ii^puuieucai proxem Muv^izyoo (MijC 12966), mRNA 


NM 032705 


Homo sapiens hypothetical protein MGC14801 (MGC14801). mRNA 


NM 032694 


Homo sapiens hypothetical protein MGC12935 (MGC12935), mRNA 


NM 032693 


tioiiiu sapiens hypothetical protein MU<J10646 (MGC10646), mRNA 


NM 032681 


Homo sapiens hypothetical protein MGC10977 (MGC10977), mRNA 


NM 032678 
NM 032667 


Homo sapiens hypothetical protein MGC3413 (MGC3413), mRNA 


NM 032661 ] 


Homo sapiens hypothetical protein MGC4694 (MGC4694), mRNA 
Homo sapiens hypothetical protein MGC5139 (MGC5139), mRNA 


NM 032634 ] 


Homo sapiens hypothetical protein MGC3079 (MGC3079), mRNA 
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NM 032631 


Homo sapiens hypothetical protein MGC2641 (MGC2641), mRNA 


NM 032601 


Homo sapiens methylrnalonyl Co A epimerase (MCEE), mRNA 


NM 032596 


Homo sapiens testes development-related NYD-SP22 (NYD-SP22), mRNA 


NM 032593 


Homo sapiens PKCM -related HIT protein (HIT-17), mRNA 


NM 032586 


Homo sapiens testis transcript Y 8 (TTY8), mRNA 


NM 032582 


Homo sapiens ubiquitin specific protease (NY-REN-60), mRNA 


NM 032580 


Homo sapiens hairy and enhancer of split 7 (Drosophila) (HES7), mRNA 


NM 032574 


Homo sapiens dpy-30-hke protein (LOC84661), mRNA 


NM 032558 


Homo sapiens hypothetical protein FLJ14753 (FLJ14753), mRNA 


NM 032557 


Homo sapiens HP43.8KD protein (HP43.8KD), mRNA 


NM 032553 


Homo sapiens putative purinergic receptor (FKSG79), mRNA 


NM 032545 


Homo sapiens cryptic gene (CRYPTIC), mRNA 


NMJ)20963 


Homo sapiens MovlO, Moloney leukemia virus 10, homolog (mouse) (MOV10) 
mRNA 


NM 032522 


Homo sapiens hypothetical protein MGC2629 (MGC2629), mRNA 


NM 032507 


Homo sapiens cerebral protein-4 (HUCEP-4), mRNA 


NM 032499 


Homo sapiens hypothetical protein HH1 14 (HH1 14), mRNA 


NM 032494 


Homo sapiens zinc finger protein (LOC84524), mRNA 


NM 032492 


Homo sapiens hypothetical protein GL009 (GL009), mRNA 


NM 032487 


Homo sapiens actin related protein Ml (ARPM1), mRNA 


NM 032486 


Homo sapiens dynactin 4 (MGC3248), mRNA 


NM 032445 


Homo sapiens MEGF1 1 protein (MEGF1 1), mRNA 


NM 030898 


Homo sapiens hypothetical protein FLJ21673 (FLF21673), mRNA 1 


NM 032412 


Homo sapiens putative nuclear protein ORF1-FL49 (ORF1-FL49) mRNA 


NM 032411 


Homo sapiens esophageal cancer related gene 4 protein (ECRG4), mRNA 


NM 015247 


Homo sapiens cylindromatosis (turban tumor syndrome) (CYLD), mRNA 


NM 032330 


Homo sapiens hypothetical protein MGC12536 (MGC12536), mRNA 


NM 032384 


Homo sapiens hypothetical protein FLJ23183 (FLJ23183), mRNA 


NM 032372 


Homo sapiens hypothetical protein MGC16186 (MGC16186), mRNA — 


NM 032367 


Homo sapiens hypothetical protein MGC15435 (MGC15435), mRNA 


NM 032354 


Homo sapiens hypothetical protein MGC 10744 (MGC10744), mRNA 


NM 032347 


Homo sapiens hypothetical protein MGC13250 (MGC13250), mRNA 


NM 032344 


Homo sapiens hypothetical protein MGC13045 (MGC13045), mRNA 


NM 032342 


Homo sapiens hypothetical protein MGC12992 (MGC12992) mRNA 


NM 032340 


Homo sapiens hypothetical protem MGC14833 (MGC14833), mRNA 


NM 032338 


Homo sapiens hypothetical protein MGC14817 (MGC14817), mRNA 


NM 032333 


Homo sapiens hypothetical protein MGC4248 (MGC4248), mRNA 


NM_032327 


Homo sapiens hypothetical protein MGC2993 (MGC2993), mRNA 


NM_032325 


Homo sapiens hypothetical protein MGC1 1 102 (MGC1 1 102), mRNA 


NM 032324 


Homo sapiens hypothetical protein MGC1 3 1 86 (MGC1 3 1 86), mRNA 


NM. 032323 


Homo sapiens hypothetical protein MGC13102 (MGC13102), mRNA 


NM 032320 


Homo sapiens hypothetical protein MGC13007 (MGC13007), mRNA 


NM 032318 


Homo sapiens hypothetical protein MGC12945 (MGC12945), mRNA 


NM 032317 


Homo sapiens hypothetical protein MGC12943 (MGC12943), mRNA 


NM 032316 


Homo sapiens hypothetical protein MGC12936 (MGC12936), mRNA 


NM_032305 


Homo sapiens hypothetical protein MGC3200 (MGC3200), mRNA 


"MA/T mOOQI 
1N1YL 


Homo sapiens hypothetical protein DKFZp761 J1523 (DKFZp761J1523), mRNA 


NM 032291 


Homo sapiens hypothetical protein DKFZp761D221 (DKFZp761D221), mRNA 


NM_032290 


Homo sapiens hypothetical protein DKFZp761C121 (DKFZp761C121), mRNA 


NMJH2288 


Homo sapiens hypothetical protein DKFZp761B1514 (DKFZp761B1514) 
mRNA 


NM 032273 


Homo sapiens hypothetical protein DKFZp586C1924 (DKFZp586C1924) 
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mRNA 


NM 032299 


Homo sapiens hypothetical protein MGC2714 (MGC2714) mRNA 


NM 032267 


Homo sapiens hypothetical protein DKFZp434E169 (DKFZp434E169) mRNA 


NM 032264 


Homo sapiens hypothetical protein DKFZp434D177 (DKFZp434D177) mRNA 


NMJ)32261 


Homo sapiens hypothetical protein DKFZp434N0650 (DKFZp434N0650), 
mRNA 


NM_032258 


Homo sapiens hypothetical protein DKFZp434P2235 (DKFZp434P2235) 
mRNA 


NM 032251 


Homo sapiens hypothetical protein DKFZp434G0920 (DKFZD434G0920) 
mRNA * 


NM 032250 


Homo sapiens hypothetical protein DKFZp434A171 (DKFZp434A171) mRNA 


NMJ)32249 


Homo sapiens hypothetical protein DKFZp434F1819 (DKFZp434F1819) 
mRNA 


NM_032248 


Homo sapiens hypothetical protein DKFZp434F1719 (DKFZp434F1719) 
mRNA h 


NM 032246 


Homo sapiens hypothetical protein DKFZp434J0617 (DKFZp434J0617) mRNA 


NM 032245 


Homo sapiens hypothetical protein DKFZp434I1916 (DKFZp434I1916) mRNA 


NM 032223 


Homo sapiens hypothetical protein FLJ22427 (FLJ22427), mRNA 


NM 032209 


Homo sapiens hypothetical protein FLJ21777 (FLJ21777), mRNA 


NM 032193 


Homo sapiens hypothetical protein FLJ20974 (FLJ20974), mRNA 


NM 032177 


Homo sapiens hypothetical protein FLJ13193 (FLJ13193), mRNA 


NM 032167 


Homo sapiens hypothetical protein FLJ12363 (FLJ12363), mRNA 


NM 032161 


Homo sapiens KIAA1 870 protein (KIAA1 870), mRNA 


NM 032154 


Homo sapiens MBLR protein (MBLR), mRNA 


NMJ)32151 


Homo sapiens hypothetical protein DKFZp566K1946 (DKFZP566K1946) 
mRNA 


NMJ)32148 


Homo sapiens hypothetical protein DKFZp434K0427 (DKFZP434K0427) 
mRNA 


NM_032139 


Homo sapiens hypothetical protein DKFZp434L0718 (DKFZP434L0718) 
mRNA 


NM 032138 


Homo sapiens hypothetical protein DKFZp434E23 1 8 (DKFZP434E2318) 
mRNA 


NMJ)32136 


Homo sapiens hypothetical protein DKFZp434L1717 (DKFZP434L1717) 
mRNA h 


NMJB2125 


Homo sapiens hypothetical protein DKFZp564D0478 (DKFZP564D0478) 
mRNA 


NMJ)32120 


Homo sapiens hypothetical protein DKFZp564O0523 (DKFZP564O0523) 
mRNA h 


NM_020921 


Homo sapiens ninein (GSK3B interacting protein) (NIN), mRNA 


NM_020441 


Homo sapiens hypothetical protein DKFZp762I166 (DKFZP762I166), mRNA 


NMJH8719 


Homo sapiens hypothetical protein DKFZp762L03 1 1 (DKFZp762L03 11) 
mRNA * A 


NM 015630 


Homo sapiens DKFZP566F2124 protein (DKFZP566F2124) mRNA 


NM 015621 


Homo sapiens DKFZP434C171 protein (DKFZP434C171), mRNA 


NM 015595 


Homo sapiens DKFZP434D146 protein (DKFZP434D146), mRNA 


NM^O 15496 


Homo sapiens DKFZP434I1 16 protein (DKFZP434I1 16), mRNA 


JNJVl Ulo4/l 


Homo sapiens DKFZP56601646 protein (DC8), mRNA 


NM 015453 


Homo sapiens DKFZP434F091 protein (DKFZP434F091) mRNA 


NM 015023 


Homo sapiens KIAA1037 protein (KIAA1 037), mRNA 


NM 014972 


Homo sapiens KIAA1049 protein (KIAA1049), mRNA 


NM 032042 


Homo sapiens hypothetical protem DKFZp564D172 (DKFZP564D172) mRNA 


NM 032036 


Homo sapiens TLH29 protein precursor (TLH29), mRNA 



204 



WO 03/074654 



PCT/US03/05028 



NM 032030 


Homo sapiens FKSG83 (FKSG83), mRNA 


NM 032028 


Homo sapiens serine/threonine kinase FKSG81 (FKSG81), mRNA 


NM 032025 


Homo sapiens CDA02 protein (CDA02), mRNA 


NM 032021 


Homo sapiens AD031 protein (AD031), mRNA 


NM 031944 


Homo sapiens Mix-like homeobox protein 1 (MILD1), mRNA 1 


NM 031920 


Homo sapiens ARG99 protein (ARG99), mRNA 


NM 031480 


Homo sapiens hypothetical protein AD034 (AD034), mRNA 


NM 031478 


Homo sapiens hypothetical protein DKFZp434I2 1 1 7 (DKFZP434I2 1 1 7) mRNA 


NM 031477 


Homo sapiens hypothetical protein MGC10500 (MGC10500), mRNA 


NM 031476 


Homo sapiens hypothetical protein DKFZp434B044 (DKFZP434B044) mRNA 


NM 031472 


Homo sapiens hypothetical protein MGC1 1 134 (MGC1 1 134), mRNA 


NM 031471 


Homo sapiens hypothetical protein MGC 10966 (MGC10966), mRNA 


NM_031457 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 8B 
(MS4A8B), mRNA 


NM 031450 


Homo sapiens hypothetical protein p5326 (P5326), mRNA 


NM 031443 


Homo sapiens hypothetical protein MGC4607 (MGC4607), mRNA 


NM 031438 


Homo sapiens hypothetical protein DKFZp761I172 (DKFZP761I172), mRNA 


NM 031434 


Homo sapiens hypothetical protein MGC5442 (MGC5442), mRNA 


NM 031418 


Homo sapiens chromosome 1 1 open reading frame 25 (CI lor£25), mRNA 


NM 015497 


Homo sapiens DKFZP564G2022 protein (DKFZP564G2022), mRNA 


NMO31306 


Homo sapiens hypothetical protein DKFZp564B1023 (DKFZP564B1023) 
mRNA 


NM 031295 


Homo sapiens hypothetical protein PP1226 (PP1226), mRNA 


NM_031291 


Homo sapiens hypothetical protein DKFZp434N1235 (DKFZP434N1235) 
mRNA 


NM_031290 


Homo sapiens hypothetical protein DKFZp434Kl 172 (DKFZP434K1 172) 
mRNA h 


NM_031270 


Homo sapiens PRO 1596 protein (PR01596), mRNA 


NM 031268 


Homo sapiens PRO0461 protein (PRO0461), mRNA 


NM031217 


Homo sapiens hypothetical protein DKFZp434G2226 (DKFZP434G2226) 
mRNA h 


NM 013358 


Homo sapiens peptidylarginine deiminase type I (hPAD-colonyl0) s mRNA 


NM 030980 


Homo sapiens hypothetical protein FLJ12671 (FLJ12671), mRNA 


NM 030954 


Homo sapiens hypothetical protein DKFZp564A022 (DKFZP564A022), mRNA 


NMJ)30953 


Homo sapiens hypothetical protein DKFZp761E21 10 (DKFZP761E21 10) 
mRNA 


NM 030941 


Homo sapiens exonuclease NEF-sp (LOC8 1 69 1), mRNA 


NM 030939 


Homo sapiens hypothetical protein FLJ12619 (FLJ12619), mRNA 


NM 030938 


Homo sapiens likely ortholog of rat vacuole membrane protein 1 (VMP1), 
mRNA 


NM 030932 


Homo sapiens diaphanous homolog 3 (Drosophila) (DIAPH3), mRNA 


NM 030927 


Homo sapiens hypothetical protein MGC1 1352 (MGC1 1352), mRNA 


NM_030925 


Homo sapiens hypothetical protein FLJ12577 (FLJ12577), mRNA 


NM 030918 


Homo sapiens hypothetical protein My014 (MY014), mRNA 


NM 030911 


Homo sapiens protein kinase NYD-SP15 (NYD-SP15), mRNA 


NM 030899 


Homo sapiens hypothetical protein FLJ23407 (FLJ23407), mRNA 


NM 018657 


Homo sapiens myoneural (MYNN), mRNA 


NM 030818 


Homo sapiens hypothetical protein MGC10471 (MGC10471), mRNA 


NM_030813 [ 


Homo sapiens suppressor of potassium transport defect 3 (SKD3), mRNA 


NM_030808 


Homo sapiens LIS 1 -interacting protein NUDEL; endooligopeptidase A 
(NUDEL), mRNA 


NM 030805 


Homo sapiens hypothetical protein DKFZp564L2423 (DKFZP564L2423) 
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mRNA 


NM 030802 


Homo sapiens C/EBP-induced protein (LOC81558), mRNA 


NMJ)30800 


Homo sapiens hypothetical protein DKFZp56401664 (DKFZP56401664) 
mRNA 


NM 030799 


Homo sapiens hypothetical protein AF140225 (AF140225), mRNA 


NM 030793 


Homo sapiens hypothetical protein SP329 (SP329), mRNA 


NM 030792 


Homo sapiens hypothetical protein PP1665 (PP1665), mRNA 


NM 030780 


Homo sapiens folate transporter/carrier (LOC81034), mRNA 


NM 030674 


Homo sapiens solute carrier family 38, member 1 (SLC38A1), mRNA 


NM 030672 


Homo sapiens hypothetical protein FLJ10312 (FLJ10312), mRNA 


NM 024947 


Homo sapiens hypothetical protein FLJ12729 (FLJ12729), mRNA 


NM 024963 


Homo sapiens hypothetical protein FLJ1 1467 (FLJ11467), mRNA 


NMJH7600 


Homo sapiens hypothetical protein DKFZp434M033 1 (DKFZp434M0331), 
mRNA 


NM 030652 


Homo sapiens NG3 protein (NG3), mRNA 


NM 030651 


Homo sapiens chromosome 6 open reading frame 3 1 (C6orf3 1), mRNA 


NM 020444 


Homo sapiens KIAA1 191 protein (KIAA1 191), mRNA 


NM 024055 


Homo sapiens hypothetical protein MGC5499 (MGC5499), mRNA 


NM 025154 


Homo sapiens KIAA0810 protein (KIAA0810), mRNA 


NM 017515 


Homo sapiens novel protein (HSNOV1), mRNA 


NM 024924 


Homo sapiens hypothetical protein FU12985 (FLJ12985), mRNA 


NMJ)30579 


Homo sapiens cytochrome b5 outer mitochondrial membrane precursor (CYB5- 
M), mRNA 


NM 022068 


Homo sapiens hypothetical protein FLJ23403 (FLJ23403), mRNA 


NM 025179 


Homo sapiens plexin A2 (PLXNA2), mRNA 


NM 014033 


Homo sapiens DKFZP586A0522 protein (DKFZP586A0522), mRNA 


NM 006468 


Homo sapiens polymerase (RNA) m (DNA directed) (62kD) (RPC62), mRNA 


NM„025263 


Homo sapiens CAT56 protein (CAT56), mRNA 


NM_025262 


Homo sapiens G5C protein (G5C), mRNA 


NM 025261 


Homo sapiens G6C protein (G6C), mRNA ! 


NM_025260 


Homo sapiens G6B protein CG6B), mRNA 


NM 025259 


Homo sapiens NG23 protein (NG23), mRNA 


NM_025258 


Homo sapiens NG37 protein (G7C), mRNA 


NM_025231 


Homo sapiens hypothetical protein FLJ22191 (FLJ22191), mRNA 


NM 025226 


Homo sapiens MSTP032 protein (MSTP032), mRNA 


NM 025211 


Homo sapiens protein kinase anchoring protein GKAP42 (GKAP42), mRNA 


NM 025201 


Homo sapiens hypothetical protein PP1628 (PP1628), mRNA 


NM 025192 


Homo sapiens hypothetical protein FLJ23071 (FLJ23071), mRNA 


NM 025188 


Homo sapiens hypothetical protein FU13181 (FLJ13181), mRNA 


NM 025174 


Homo sapiens hypothetical protein FU23040 (FLJ23040), mRNA 


NM_025165 


Homo sapiens hypothetical protein FU22637 (FLJ22637), mRNA 


NM 025160 


Homo sapiens hypothetical protein FLJ21016 (FLJ21016), mRNA 


NM 025153 


Homo sapiens hypothetical protein FU21477 (FU21477), mRNA 


NM 025151 


Homo sapiens hypothetical protein FLJ22622 (FLJ22622), mRNA 


NM 025149 


Homo sapiens hypothetical protein FU20920 (FLJ20920), mRNA 


NM_025144 


Homo sapiens hypothetical protein FLJ22670 (FLJ22670), mRNA 


NM 025138 


Homo sapiens hypothetical protein FU12661 (FLJ12661), mRNA 


NM 025126 


Homo sapiens ring finger protein 34 (RNF34), mRNA 


NM 025125 


Homo sapiens hypothetical protein FU13263 (FLJ13263), mRNA 


NM_025124 


Homo sapiens hypothetical protein FLJ21749 (FLJ21749), mRNA 


NM_025109 


Homo sapiens hypothetical protein FLJ22865 (FLJ22865), mRNA 


NM 025099 


Homo sapiens hypothetical protein FLJ22 1 70 (FLJ22 1 70), mRNA 
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NM 025098 
NM 025097 
NM 025095 
NM 025086 
NM 025080 
NM 025079 
NM 025077 
NM 025076 
NM 025072 
NM 025070 
NM 025058 
NM 025055 
NM 025044 
NM 025043 
NM 025041 


Homo sapiens hypothetical protein FJJ22644 (FU22644) mRNA 
Homo sapiens hypothetical protein FLJ21 106 (FLJ21 106) mRNA 
Homo sapiens hypothetical protein FU23558 (FU2355S) mRNA 
Homo sapiens hypothetical protein FLJ22596 (FLJ2259tf> mRNA 
Homo sapiens hypothetical protein FU22316 (FLJ2231tf> mRNA 
Homo sapiens hypothetical protein FLJ2323 1 (FLJ2323 1) mRNA 

Homo sapiens hypothetical protein FLJ1 3949 (FLJ13949) mRNA 1 

Homo sapiens hypothetical protein FLJ2359 1 (FLJ23 59 1) mRNA | 
- . ±XK,Lli v ggEjcns cnromosome y open reading frame 15 (C9orfl5\ mRNA 
Homo sapiens hypothetical protein FLJ22242 (FLJ22242) mRNA 
Homo sapiens hypothetical protein FLJ23229 (FLJ23229) mRNA 
Homo sapiens hypothetical protein FLJ23 1 68 (FLJ23 1 68) mRNA 
Homo sapiens hypothetical protein FLJ22476 (FLJ22476) mRNA — I 
Homo sapiens hypothetical protein FLJ22404 (FLJ22404) mRNA 


NM 025034 
NM 025032 
NM 025029 
NM 025005 
NM 024998 
NM 024994 
NM 024977 
NM 024976 
NM 024956 
NM 024944 


Homo sapiens hypothetical protein FLJ22173 (FLJ22173) mRNA 

Homo sapiens hypothetical protein FLJ21290 (FLJ21290) mRNA 

Homo sapiens hypothetical protein FLJ21272 (FU21272) mRNA 

Homo sapiens hypothetical protein FLJ14346 (FU14346) mRNA 

Homo sapiens hypothetical nrotein FTJ1 ^1 s fi?T ti n i <^ w dm a 

Homo sapiens hypothetical protein FLJ12704 (FLJ12704) mRNA 

Homo sapiens hypothetical protein FLJ12595 (FLJ12595) mRNA 

Homo sapiens hypothetical protein FLJ12078 (FU12078) mRNA | 

Homo sapiens hypothetical protein FLJ1 1 996 (FIJI 1 996) mRNA I 

Homo sapiens hypothetical protein FU23375 (FU23375) mRNA 

Homo sapiens chromosome 21 open reading frame 68 (C21orf68) mRNA 


NM_024942 
NM 024941 
NM 024938 
NM_024935 
NM 024920 
NM 024919 
NM 024917 
NM 024914 
NM_024911 
NM .024909 
NM 024908 
NM 024906 
NM 024897 


Homo sapiens hypothetical protein FLJ1 3490 (FIJI 3490) mRNA j 
Homo sapiens hypothetical protein FLJ1361 1 (FLJ1361 1) mRNA 
Homo sapiens hypothetical protein FLJ1 1383 (FLJ1 1383) mRNA 
Homo sapiens hypothetical protein FLJ13687 (FLJ13687) mRNA 
Homo sapiens hypothetical protein FU14281 (FLJ14281) mRNA 
Homo sapiens hypothetical protein FLJ22615 (FLJ22615) mRNA 
iiypotneucai protein rU 12687 (FIJI 2687) mRNA 
Homo sapiens hypothetical protein FLJ13262 (FU13262) mRNA 
Homo sapiens hypothetical protein FLJ23091 (FLJ23091) mRNA 
Homo sapiens hypothetical protein FLJ1 3 1 58 (FLJ1 3 158) mRNA 
Homo sapiens hypothetical protein FLJ12973 (FIJ12973) mRNA 
Homo sapiens hypothetical protein FU21032 (FLJ21032) mRNA | 


NM 024889 
NM 024886 
NM 024882 
NMJ)24880 
NM_024864 
NM 024853 
NM 024848 
NM 024847 j 
NM 024841 ] 
NM 024839 ] 
NM 024837 ] 
NM 024835 3 
NM 024815 I 


Homo sapiens hypothetical protein FLJ22672 (FLJ22672) mRNA 

Homo sapiens hypothetical protein FLJ23537 (FLJ23537) mRNA 

Homo sapiens hypothetical protein FU14280 (FO14280) mRNA 

HomosapienshypotheticalproteinFIJ13189(FIJ13189) mRNA ' " 

Homo sapiens hypothetical protein FLJ23556 (FU23556) mRNA 

Homo sapiens hypothetical protein FLJ22578 (FLJ225781 mRNA 

Homo sapiens hypothetical protein FLJ13385 (FLJ13385) mRNA 

Homo sapiens hypothetical protein FLJ1 3941 (FLJ13941) mRNA 

Homo sapiens hypothetical nrotpin FT fi?r mo/im «d\ta 

tiomo sapiens hypothetical protein FLJ14213 (FLJ14213) mRNA 

tfomo sapiens hypothetical protein FLJ22638 (FU22638^ mRNA 

lomo sapiens hypothetical protein FLJ21472 (FLT21472) mRNA 

lomo sapiens C3HC4-type zinc finger protein (LZK1). mRNA " 

iomo sapiens hypothetical protein FLJ22494 (FLJ22494) mRNA " \ 
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NM 024813 


Homo sapiens hypothetical protein FLJ13150 (FLJ13150), mRNA 


NM 024811 


Homo sapiens hypothetical protein FIJI 2529 (FLJ12529) mRNA 


NM 024810 


Homo sapiens hypothetical protein FLJ23018 (FLJ23018) mRNA 


NM 024809 


Homo sapiens hypothetical protein FLJ12975 (FIJI 2975), mRNA 


NM 024808 


Homo sapiens hypothetical protein FLJ22624 (FLJ22624), mRNA 


NM 024807 


Homo sapiens hypothetical protein FLJ13693 (FU13693), mRNA 


NM 024806 


Homo sapiens hypothetical protein FLJ23554 (FLJ23554), mRNA 


NM 024799 


Homo sapiens hypothetical protein FIJI 3224 (FLJ13224), mRNA 


NM 024796 


Homo sapiens hypothetical protein FLJ22639 (FLJ22639), mRNA 


NM 024789 


Homo sapiens hypothetical protein FU22529 (FLJ22529), mRNA 


NM 024784 


Homo sapiens hypothetical protein FU23392 (FLJ23392), mRNA 


NM 024780 


Homo sapiens hypothetical protein FLJ13593 (FLJ13593), mRNA 


NM 024773 


Homo sapiens hypothetical protein FLT13798 (FIJI 3798), mRNA 


NM 024772 


Homo sapiens hypothetical protein FLJ23151 (FLJ23151) mRNA 


NM 024771 


Homo sapiens hypothetical protein FLJ13848 (FU13848), mRNA 


NM 024763 


Homo sapiens hypothetical protein FLJ23129 (FU23129), mRNA 


NM 024754 


Homo sapiens hypothetical protein FLJ12598 (FLJ12598), mRNA 


NM 024749 


Homo sapiens hypothetical protein FLJ12505 (FU12505), mRNA 


NM 024746 


Homo sapiens hypothetical protein FLJ13840 (FLJ13840), mRNA 


NM 024732 


Homo sapiens hypothetical protein FU14351 (FU14351), mRNA 


NM 024731 


Homo sapiens chromosome 16 open reading frame 44 (C16orf44) mRNA 


NM 024727 


Homo sapiens hypothetical protein FLJ23259 (FLJ23259), mRNA 


NM 024722 


Homo sapiens hypothetical protein FLJ13322 (FU13322), mRNA 


NM 024717 


Homo sapiens hypothetical protein FLJ22344 (FLJ22344), mRNA 


NM 024715 


Homo sapiens hypothetical protein FLJ22625 (FLJ22625), mRNA 


NM 024709 


Homo sapiens hypothetical protein FLJ14146 (FLJ14146), mRNA 


NMJ)24705 


Homo sapiens hypothetical protein FLJ13639 (FTJ13639), mRNA 


NM 024703 


Homo sapiens hypothetical protein FLJ22593 (FLJ22593), mRNA 


NM 024701 


Homo sapiens ankynn repeat and SOCS box-containing 13 (ASB13) mRNA 


NM 024700 


Homo sapiens Smad nuclear interacting protein (SNIP1), mRNA 


NM 024695 


Homo sapiens hypothetical protein FLJ13993 (FLJ13993), mRNA 


NM 024693 


Homo sapiens hypothetical protein FLJ20909 (FLJ20909) mRNA 


NM 024688 


Homo sapiens hypothetical protein FIJI 3031 (FLJ13031), mRNA 


NM 024686 


Homo sapiens hypothetical protein FU23033 (FLJ23033), mRNA 


NM 024678 


Homo sapiens hypothetical protein FLJ23441 (FLJ23441), mRNA 


NMJ)24675 


Homo sapiens hypothetical protein FLJ2 1816 (FLJ2 1816), mRNA 


NM 024672 


Homo sapiens hypothetical protein FLJ23320 (FLJ23320), mRNA 


NM 024666 


Homo sapiens hypothetical protein FIJI 1 506 (FLJ1 1 506), mRNA 1 


NM 024654 


Homo sapiens hypothetical protein FLJ23323 (FLJ23323), mRNA 


NM 024650 


Homo sapiens hypothetical protein FU22531 (FLJ22531), mRNA 


NM 024649 


Homo sapiens hypothetical protein FU23590 (FLJ23590), mRNA 


NM 024647 


Homo sapiens hypothetical protein FIJI 3287 (FLJ13287), mRNA 


NM 024640 


Homo sapiens hypothetical protein FLT23476 (FLJ23476), mRNA 


NMJ)24636 


Homo sapiens likely ortholog of mouse tumor necrosis-alpha-induced adipose- 
related protein (FU23 1 53), mRNA 


JNM 024628 


Homo sapiens hypothetical protein FLJ23188 (FLJ23188), mRNA 


NM 024627 


Homo sapiens hypothetical protein FLJ21 125 (FLJ21 125), mRNA 


NM 024626 


Homo sapiens hypothetical protein FU22418 (FLJ22418), mRNA 


NMJ)24624 


Homo sapiens hypothetical protein FLJ221 16 (FLJ221 16) mRNA 


NM 024616 


Homo sapiens hypothetical protein FLJ23186 (FLJ23186), mRNA 


NM 024615 


Homo sapiens hypothetical protein FLJ21308 (FLJ21308) mRNA 
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NM 024613 
NM 024610 


1 Homo sapiens phafm 2 (FLJ13 187), mRNA 
Homo sapiens hypothetical protein FLJ22623 (ELJ22623), mRNA 


NM 024609 


Homo sapiens hypothetical protein FLJ21841 (FLJ21841), mRNA 


NM 024606 


Homo sapiens hypothetical protein FLJ1 1756 (FLJ1 1756), mRNA 


NM 024605 


Homo sapiens hypothetical protein FLJ20896 (FLJ20896), mRNA 


NM 024602 


Homo sapiens hypothetical protein FLJ21 156 (FLJ21 156), mRNA 


NM 024595 


Homo sapiens hypothetical protein FLJ12666 (FLJ12666), mRNA 


NM 024585 


Homo sapiens hypothetical protein FLJ22160 (FU22160), mRNA 


NM 024584 


Homo sapiens hypothetical protein FLJ13646 (FIJI 3646), mRNA 


NM 024580 


Homo sapiens hypothetical protein FLJ13 1 19 (FU13 1 19), mRNA 


NM 024570 


Homo sapiens hypothetical protein FLJ1 1712 (FIJI 1712) mRNA 


NM 024565 


Homo sapiens hypothetical protein FLJ14166 (FU14166), mRNA 


NM 024556 


Homo sapiens hypothetical protem FLJ21 103 (FLJ21 103), mRNA 


NM 024552 


Homo sapiens hypothetical protein FLJ12089 (FLJ12089), mRNA 


NM 024546 


Homo sapiens hypothetical protem FIJI 3449 (FLJ13449) mRNA 


NM 024534 


Homo sapiens hypothetical protein FLJ12684 (FLJ12684), mRNA 


NM 024532 


Homo sapiens hypothetical protein FLJ22724 (FLJ22724), mRNA 


NM 024526 


Homo sapiens hypothetical protein FU21522 (FLJ21522), mRNA 


NM 024523 


Homo sapiens hypothetical protein FLJ22035 (FU22035), mRNA 


NM 024522 


Homo sapiens hypothetical protein FLJ12650 (FLJ12650), mRNA 


NM 024516 


Homo sapiens hypothetical protein MGC4606 (MGC4606), mRNA 


NM 024514 


Homo sapiens hypothetical protein MGC4663 (MGC4663), mRNA 


NM 024507 


Homo sapiens hypothetical protein MGC10791 (MGC10791), mRNA 


NM 015288 


Homo sapiens KIAA0239 protein (KIAA0239), mRNA 


NM 024419 


Homo sapiens Phosphatidylglycerophosphate Synthase (PGS1), mRNA 


NM 024345 


Homo sapiens hypothetical protem MGC 10765 (MGC10765), mRNA 


NM_024340 


Homo sapiens hypothetical protein MGC4179 (MGC4179) mRNA 


NM 024330 


Homo sapiens hypothetical protein MGC4365 (MGC4365), mRNA 


NM 024326 


Homo sapiens hypothetical protein MGC1 1279 (MGC1 1279) mRNA 


NM_024321 


Homo sapiens hypothetical protein MGC10433 (MGC10433), mRNA 


NM 024312 


Homo sapiens hypothetical protein MGC4 1 70 (MGC4 1 70) mRNA | 


NM 024308 


Homo sapiens hypothetical protem MGC4172 (MGC4172), mRNA 


NM 024307 


Homo sapiens hypothetical protein MGC4171 (MGC4171), mRNA 


NM 024295 


Homo sapiens hypothetical protein MGC3067 (MGC3067), mRNA 


NM_020062 


Homo sapiens SLC2A4 regulator (SLC2A4RG), mRNA 


NM 018491 


Homo sapiens COBW-like protein (LOC55871), mRNA 


NM 024116 


Homo sapiens hypothetical protein MGC5306 (MGC5306), mRNA 


NM 024114 


Homo sapiens hypothetical protem MGC4827 (MGC4827), mRNA 


NM 024113 


Homo sapiens hypothetical protein MGC4707 (MGC4707) mRNA 


NM 024099 


Homo sapiens hypothetical protem MGC2477 (MGC2477), mRNA 


NM_024092 


Homo sapiens hypothetical protein MGC5508 (MGC5508), mRNA 


NM_024084 


Homo sapiens hypothetical protein MGC3 1 96 (MGC3 1 96), mRNA 


NM_024072 


Homo sapiens hypothetical protem MGC2835 (MGC2835), mRNA 


NMJ)24067 


Homo sapiens hypothetical protein MGC2718 (MGC2718), mRNA 


NM_024063 


Homo sapiens hypothetical protein MGC5347 (MGC5347), mRNA 


TsJA/f niAflACi 
lNlVl \JZH\J{+\J 


Homo sapiens hypothetical protein MGC2491 (MGC2491) mRNA 


NMJ)24036 


Homo sapiens hypothetical protem MGC3103 (MGC3103), mRNA 


NM_0 15450 


Homo sapiens protection of telomeres 1 (POT1), mRNA 


NM 021249 


Homo sapiens sorting nexin 6 (SNX6), mRNA 


NM_023932 


Homo sapiens hypothetical protein MGC2487 (MGC2487), mRNA 


NM 023930 


Homo sapiens hypothetical protein MGC2376 (MGC2376) mRNA 
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NM 014045 


Homo sapiens DKFZP564C1940 protein (DKFZP564C1940), mRNA 


NM 015533 


Homo sapiens DKFZP586B1621 protein (DKFZP586B1621), mRNA 


NM 023927 


Homo sapiens hypothetical protein FLJ21313 (FIJ21313). mRNA 


NM 023923 


Homo sapiens hypothetical protein FLJ13 171 (FLJ13 171), mRNA 


NM 019054 


Homo sapiens hypothetical protein MGC5560 (MGC5560), mRNA 


NM 023070 


Homo sapiens hypothetical protein (LOC65243), mRNA 


NM 023015 


Homo sapiens hypothetical protein FLJ21919 (FU21919), mRNA 


NM_022899 


Homo sapiens likely ortholog of mouse actin-related protein 8 homolog (S. 
cerevisiae) (FLJ12934), mRNA 


NM_022836 


Homo sapiens DNA cross-link repair IB (PS02 homolog, S cerevisiae) 
(DCLRE1B), mRNA 


NM 022831 


Homo sapiens hypothetical protein FLJ12806 (FLJ12806), mRNA 


NM 022828 


Homo sapiens hypothetical protein FLJ21940 (FU21940), mRNA 


NM_022822 


Homo sapiens hypothetical protein FU12387 similar to kinesin light chain 
(FU12387),niRNA 


NM 022784 


Homo sapiens hypothetical protein FLJ12476 (FLJ12476), mRNA 


NM 022783 


Homo sapiens hypothetical protein FLJ12428 (FU12428), mRNA 


NM 022774 


Homo sapiens hypothetical protein FLJ21 144 (FU21 144), mRNA 


NM 022765 


Homo sapiens hypothetical protein FLJ1 1937 (FIJI 1937), mRNA 


NM 022764 


Homo sapiens hypothetical protein FLJ12998 (FU12998), mRNA 


NM 022758 


Homo sapiens hypothetical protein FLJ22195 (FU22195), mRNA 


NM 022753 


Homo sapiens hypothetical protein FLJ12903 (FU12903), mRNA 


NM 022749 


Homo sapiens retinoic acid induced 16 (RAH 6), mRNA 


NM 022746 


Homo sapiens hypothetical protein FLJ22390 (FLJ22390) mRNA 


NM 022728 


Homo sapiens neurogenic differentiation 6 (NEUROD6), mRNA 


NM 022496 


Homo sapiens hypothetical protein FLJ13433 (FU13433), mRNA 


NM_022490 


Homo sapiens hypothetical protein FLJ13390 similar to PAF53 (FLJ1 3390^ 
mRNA 


NM 022484 


Homo sapiens hypothetical protein FLJ13576 (FIJI 3576), mRNA 


NM 022483 


Homo sapiens hypothetical protein FLJ21657 (FLJ21657), mRNA 


NM 022473 


Homo sapiens zinc finger protein 106 (ZFP106), mRNA 


NM 022471 


Homo sapiens hypothetical protein FUl 3057 similar to germ ce11-le<;<; 1 
(FLJ1 3057), mRNA 


NM 022463 


Homo sapiens nucleoredoxin 1 (NXN), mRNA 


NM_022462 


Homo sapiens hypothetical protein FUl 403 3 similar to hvnoxia inducible factor 
3, alpha subunit (HIF-3A), mRNA 


NM_022461 


Homo sapiens hypothetical protein FLJ21939 similar to 5-azacytidine induced 
gene 2 (FU2 1 939), mRNA 


NM 022453 


Homo sapiens ring finger protein 25 (RNF25), mRNA 


NM_022374 


Homo sapiens likely ortholog of mouse ADP-ribosvlation-like factor 6 
interacting protein 2 (FLJ23293), mRNA 


NM 022371 


Homo sapiens ATP-dependant interferon responsive (ADIR), mRNA 


NM_022369 


Homo sapiens hvDOthetical nrotein FIJI 2541 similar tn Ktrafi (VX Ti9Sdn 
mRNA 


NM_022367 


Homo sapiens hypothetical protein FLJ12287 similar to semaphoring 
(FLJ12287),mRNA 


NM 022359 


Homo sapiens similar to rat myomegalin (LOC64182), mRNA 


NM 022356 


Homo sapiens growth suppressor 1 (GROS1), mRNA 


NM 022354 


Homo sapiens spermatogenesis associated 1 (SPATA1), mRNA 


NM 022347 


Homo sapiens IFRG15 protein (IFRG15), mRNA 


NMJ)22341 


Homo sapiens peptide deformylase-like protein (LOC64146), mRNA 


NM 022164 


Homo sapiens P3ECSL (LIECG3), mRNA 
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NM 022147 


Homo sapiens 28kD interferon responsive protein (IFRG28), mRNA 


NM 022140 


Homo sapiens erythrocyte protein band 4. Mike 4 (EPB41L4), mRNA 


NM 022133 


Homo sapiens sorting nexin 16 (SNX16), mRNA 


NM_022126 


Homo sapiens phospholysine phosphohistidine inorganic pyrophosphate 
phosphatase (LHPP), mRNA 


NM 022097 


Homo sapiens hepatocellular carcinoma antigen gene 520 (LOC63928), mRNA 


NM_022094 


Homo sapiens hypothetical protein FU20871 similar to FSP27 (FLJ20871) 
mRNA 


NM 022090 


Homo sapiens transposon-derived Buster3 transposase-like (LOC63920), mRNA 


NM 022074 


Homo sapiens hypothetical protein FLJ22794 (FLJ22794), mRNA 


NM 022071 


Homo sapiens hypothetical protein FLJ20967 (FU20967), mRNA 


NM 022063 


Homo sapiens hypothetical protein FLJ13188 (FLJ13188), mRNA 


NM 022060 


Homo sapiens hypothetical protein FU12816 (FLJ12816), mRNA 


NM 022034 


Homo sapiens estrogen regulated gene 1 (ERG-1), mRNA 


NM 021945 


Homo sapiens hypothetical protein FLJ22174 (FLJ22174), mRNA 


NM 021944 


Homo sapiens hypothetical protem FLJ12154 (FLJ12154), mRNA 


NM 021941 


Homo sapiens hypothetical protein FLJ21324 (FLJ21324), mRNA 


NM 021928 


Homo sapiens hypothetical protein FLJ22649 similar to signal peptidase 
SPC22/23 (FLJ22649), mRNA 


NM 021927 


Homo sapiens hypothetical protein FLJ13220 (FIJI 3220), mRNA 


NM 021925 


Homo sapiens hypothetical protein FLJ21820 (FLJ21820), mRNA 


NM 021825 


Homo sapiens hypothetical protein MDS025 (MDS025), mRNA 


NM 015622 


Homo sapiens CG1-43 protein (LOC51622), mRNA 


NM 021639 


Homo sapiens hypothetical protein SP192 (SP192), mRNA 


NM 021637 


Homo sapiens hypothetical protein FLJ14084 (FLJ14084), mRNA 


NM_021614 


Homo sapiens potassium intermediate/small conductance calcium-activated 
channel, subfamily N, member 2 (KCNN2), mRNA 


NM 021182 


Homo sapiens minor histocompatibility antigen HB-1 (HB-1), mRNA 


NM 021170 


Homo sapiens bHLH factor Hes4 (LOC57801), mRNA 


NM 021146 


Homo sapiens angiopoietin-like factor (CDT6), mRNA 


NMJ)05146 


Homo sapiens squamous cell carcinoma antigen recognised by T cells fSARTD 
mRNA 


NM 021079 


Homo sapiens N-myristoyltransferase 1 (NMT1), mRNA 


NM 021046 


Homo sapiens UHS KerB (LOC57830), mRNA 


NM 021018 


Homo sapiens H3 histone family, member I (H3FI), mRNA 


NM 006643 


Homo sapiens serologically defined colon cancer antigen 3 (SDCCAG3) mRNA 


NM 017569 


Homo sapiens transcription factor (p38 interacting protein) (P38IP), mRNA 


NM 015239 


Homo sapiens KIAA1035 protein (KIAA1035), mRNA 


NM. 014977 


Homo sapiens KIAA0670 protein/acinus (KIAA0670), mRNA j 


NM 015176 


Homo sapiens KIAA0483 protein (KIAA0483), mRNA 


NM 014610 


Homo sapiens KIAA0088 protem (KIAA0088), mRNA 


NM 015516 


Homo sapiens hypothetical protein, estradiol-induced (E2IG4), mRNA 


NM 015388 


Homo sapiens DKFZP566C243 protein (DKFZP566C243), mRNA 


NM 015679 


Homo sapiens hypothetical protein (CLONE24922), mRNA 


NM_0 14409 


Homo sapiens TAF5-hke RNA polymerase II, p300/CBP-associated factor 
(PCAF)-associated factor, 65 kD (TAF5L), mRNA 


NM 014368 


Homo sapiens LIM homeobox protein 6 (LHX6), mRNA 


NM 014315 


Homo sapiens host cell factor homolog (LCP), mRNA 


NM012414 


Homo sapiens rab3 GTPase-activating protein, non-catalytic subunit (150kD) 
(RAB3-GAP150), mRNA 


NM 012219 


Homo sapiens muscle RAS oncogene homolog (MRAS), mRNA 


NM_007375 


Homo sapiens TAR DNA binding protein (TARDBP), mRNA 
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NM 007074 


Homo sapiens coronin, actin binding protein, 1 A (COROl A), mRNA 


NM 006927 


Homo sapiens sialyltransferase 4B (beta-galactosidase alpha-2,3- 
sialytransferase) (SIAT4B), mRNA 


NM 006861 


Homo sapiens RAB35, member RAS oncogene family (RAB35), mRNA 


NM 006502 


Homo sapiens polymerase (DNA directed), eta (POLH), mRNA 


NM 005710 


Homo sapiens polyglutamine binding protein 1 (PQBP1), mRNA 


NM 005168 


Homo sapiens ras homolog gene family, member E (ARHE), mRNA 


NM 004190 


Homo sapiens lipase, gastric (LIPF), mRNA 


NM 004132 


Homo sapiens hyaluronan binding protein 2 (HABP2), mRNA i 


NMJ)04492 


Homo sapiens general transcription factor EA, 2 (12kD subunit) (GTF2A2), 
mRNA 


NM 004824 


Homo sapiens chromodomain protein, Y chromosome-like (CTYY1 ^ mRMA 


NM_003969 


Homo sapiens ubiqintin-conjugating enzyme E2M (UBC12 homolog, yeast) 
(UBE2M), mRNA 


NM 002711 


Homo sapiens protem phosphatase 1, regulatory (inhibitor) subunit 3A (glycogen 
and sarcoplasmic reticulum binding subunit skeletal muscle) fPPPlRlAI 
mRNA 


NM 003847 


Homo sapiens peroxisomal biogenesis factor 1 1 A (PF.Y1 1 nVRNA 


NMJ)02004 


Homo sapiens farnesyl diphosphate synthase (farnesyl pyrophosphate synthetase, 
dimethylallyltranstransferase, geranvltranstransferase) fFDPS^ mRNA 


NMJH9111 


Homo sapiens major histocompatibility complex, class II, DR alpha (HLA- 
DRA), mRNA 


NM_002120 


Homo sapiens major histocompatibility complex, class IL DO beta (HLA-DOB) 
mRNA 


NM__002118 


Homo sapiens major histocompatibility complex, class n, DM beta (HLA- 
DMB), mRNA 


NMJW2125 


Homo sapiens major histocompatibility comnlex da<;<; TT DR heta s /Trr a 
DRB5), mRNA 


NM__021983 


Homo sapiens major histocompatibility complex, class II, DR beta 4 (HLA- 
DRB4), mRNA 


NMJG2555 


Homo sapiens major histocompatibility complex, class II, DR beta 3 (HLA- 
DRB3), mRNA 


NM 005962 


Homo sapiens MAX interacting protein 1 (MXI1), transcript variant 1, mRNA 


NM 130439 


Homo sapiens MAX interacting protein 1 (MXI11 transcript variant ? mPMA 


NMJ)80923 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
variant 4, mRNA 


NMJ)80922 


Homo sapiens protem tyrosine phosphatase, receptor type, C (PTPRC), transcript 
variant 3, mRNA 


NM_080921 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
variant 2, mRNA 


NMJ30386 


Homo sapiens collectin sub-family member 12 (COLEC12), transcript variant I 
mRNA 


NMJ)30781 


Homo sapiens collectin sub-familv member 12 fCOT FP1?^ trancrrmt vari«mt rr 
mRNA 


NMJ30778 


Homo sapiens collagen, type XVII, alpha 1 CCOL17A1") transcrint variant short 
mRNA 


NM_000494 


Homo sapiens collagen, type XVII, alpha 1 (COL17A1), transcript variant long, 
mRNA 


NM 001856 


Homo sapiens collagen, type XVI, alpha 1 (COL16A1), mRNA 


NM 001855 


Homo sapiens collagen, type XV, alpha 1 (COL15A1), mRNA 


NM 058166 


Homo sapiens tripartite motif-containing 6 (TRIM6), mRNA 


NM 002838 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
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variant l,mRNA 


NMJ30390 


Homo sapiens tripartite motif-containing 34 (TRIM34), transcript variant 3 
mRNA 


NMJ30389 


Homo sapiens tripartite motif-containing 34 (TR1M34), transcript variant 2 
mRNA 


NMJ)21616 


Homo sapiens tripartite motif-containing 34 (TRIM34), transcript variant 1 
mRNA 


NM 030950 


Homo sapiens ret finger protein (RFP), transcript variant beta, mRNA 


NM_1 30785 


Homo sapiens TFl ii and PTEN homologous inositol lipid phosphatase (TPIP) 
mRNA 


NM J 30784 


Homo sapiens hypothetical gene supported by AY027807; AY027808 
(LOC93426),mRNA 


NM 130783 


Homo sapiens similar to neuronal tetraspanin (LOC90139), mRNA 


NM 130782 


Homo sapiens regulator of G-protein signalling 18 (RGS1 8), mRNA 


NM 130781 


Homo sapiens (RAB24), mRNA 


NM 130772 


Homo sapiens S100Z protein (S100Z), mRNA 


NM 130769 


Homo sapiens glycoprotein alpha 2 (GPA2), mRNA 


NM 130770 


Homo sapiens 5-hydroxytryptamine receptor 3 subunit C (HTR3C), mRNA 


NM 130768 


Homo sapiens GASZ (GASZ), mRNA "1 


NM 130767 


Homo sapiens cytosohc acetyl-CoA hydrolase (CACH-1), mRNA 


NM 130773 


Homo sapiens caspr5 protein (caspr5), mRNA 


NM 006510 


Homo sapiens ret fmger protein (RFP), transcript variant alpha, mRNA 


NMJ)33554 


Homo sapiens major histocompatibility complex, class II, DP alpha 1 (HLA- 
DPA1), mRNA 


NM 033282 


Homo sapiens opsin 4 (melanopsin) (OPN4), mRNA 


NM 032035 


Homo sapiens MSTP031 protein (MSTP031), mRNA 


NM_0 17882 


Homo sapiens ceroid-lipofuscinosis, neuronal 6, late infantile, variant (CLN6) 
mRNA 


NM_006983 


Homo sapiens matrix metalloproteinase 23B (MMP23B), mRNA 


NMJ)05608 


Homo sapiens protein tyrosine phosphatase, receptor type, C-associated protein 
(PTPRCAP), mRNA 


NM 004659 


Homo sapiens matrix metalloproteinase 23A (MMP23A), mRNA 


NM_025091 j 


Homo sapiens hypothetical protein FLJ13330 (FLJ13330), mRNA 


NM 130759 


Homo sapiens immunity associated protein 1 (MAPI), mRNA 


NMO 19841 


Homo sapiens transient receptor potential cation channel, subfamily V, member | 
5 (TRPV5), mRNA 


NM 017584 


Homo sapiens aldehyde reductase (aldose reductase) like 6 (ALDRL6), mRNA 


NM 017436 


Homo sapiens alpha 1,4-galactosyltransferase (A4GALT), mRNA 


NM 006480 


Homo sapiens regulator of G-protein signalling 14 (RGS14), mRNA 


NM 013357 


Homo sapiens purine-rich element binding protein G (PURG), mRNA 


NMJH6155 


Homo sapiens matrix metalloproteinase 17 (membrane-inserted) (MMP17) 
mRNA 


NMJ)02813 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase 9 
(PSMD9), mRNA 


NM 024549 


Homo sapiens hypothetical protein FLJ21 127 (FLJ21 127), mRNA 


NMJ30441 


Homo sapiens dendritic cell lectin b (DLEC), mRNA 


NM 015409 


Homo sapiens El A binding protein p400 (EP400), mRNA 


NM 003702 


Homo sapiens regulator of G-protein signalling 20 (RGS20), mRNA 


NM_016113 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
2 (TRPV2), mRNA 


NM 015530 


Homo sapiens likely ortholog of rat golgi stacking protein homolog GRASP55 
(GRASP55), mRNA 
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NM 005873 


Homo sapiens regulator of G-nrotein sienallrne 1 9 fRGS 1 9 • mRNA 


NM 130469 


Homo sapiens Jun dimerization protein 2 Gdp2), mRNA 


NM 130468 


Homo saoiens deririatan-4-sulfotraTi<?fera<?e-1 fTMST-'n mRlSTA 


NM 130467 


Homo sapiens PAGE-5 protein (PAGE-5), mRNA 


NM 130463 


nuixiu aapiciio /-vi-rdse, xi~ iranspurung, lysosomal ^vacuolar proton pumpj 
(ATP6G, mRNA 

^AX A X \J\J J j 1AAXYJ.TAX 


NM 130459 


Homo ^aniens trypsin familv 9 mpnVhpr A ^TOP9A^ mPMA 


NM 021070 


Hnmd SaniPTlS 1 n f P/n t" trnn^fnrmin C7 crrnVLrfh far*tr\r Kota Vvin/lrnrr r\i*/^+»'J'n x r\ ' 1 1 UT>'j\ 
xaluxiu oapi^na mit/m iiaxAOXUXixiXIlg gXUWIXJ XdOlUX Dcld Dinamg proiein j (LlDr jh 

mRNA 


NMJ)20865 


Homo saDiens DEAD/H (Asn-Glu-Ala-A<?n/Hi<;i hmc nnlvnpnHHp ^6 /tytvy^^ 
mRNA 


NM 016304 


Homo sapiens 60S ribosomal Drotein L30 isoloe TLOP51 1 87 1 mRNA 


NM 130443 


Homo sapiens dipeptidvlpeDtidase 111 (DPP3 1 tramerint variant 9 nVRWA 


NM 005700 


Homo sapiens dipeptidylpeptidase m (DPP3), transcript variant 1, mRNA 


NM 018152 


Homo sapiens chromosome 20 onen readina frarnp 1 9 (cyftnrH 0\ mPM A 


NM 006027 


Homo sapiens exonuclease 1 (EXOl), transcript variant 1, mRNA 


NM 003686 


Homo 53aril en Q PX fiTlllpI pa QP 1 fRYOli trar>cprir»t ■wariarit ^ rv»"DXTA 
xavjaaau ijopiwio tAunuvicaac x ^xx/Y*_/l j t UctXlowXipt Vdixaixl Jj, XJUvLN/V 


NM 130398 


Homo sapiens exonuclease 1 (EXOl), transcript variant 2, mRNA 


NM 002837 


jxuxxxu 5dpxcxii» proiem lyrosme pnospnaiase, receptor type, Jb> (Jr IJcKd), mivlNA 


NM 000775 


nuxixu &>ctpxcnb cyiocnrome r*f ju, suoiamny iij ^aracniaonic acid epoxygenase) 
polypeptide 2 (CYP2J2), mRNA 


NM 053056 

x ^ atx v *j 


xxuixxu bapicxio i/yuixxi ui \jrssu\iJL paiauiyroiQ aaenomatosis 1 ) yL^L*riL)l ), 
mRNA 


NM 012090 


nuixxu bdpienb 11^0^1x101116^01^ CTOssiinKing iactor 1 ^xviACr 1 J, transcript 
variant 1, mRNA 


NM 017625 


nuxxxu bapiciib lnicicuim ^ixi^iNj, mivLN/V. 


NM 015819 

X >HYX \/ 1 JOJ7 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucolin) 

fPPN? # h*fln sprint variant QV^ mT?7\TA 


NMJH5838 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucolin) 

fFPN2 1 tramrrint variant <2V9 mT?T\TA 


NM_015837 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucolin) 

H 7 PN2 1 transrnnt variant <\V1 mRlsIA 

V,* ^iix-yj u. mjow iiyi VallalXl u V 1 } XIXXxXN/\ 


NM 002003 


jxuiixu bdjjiciib xi^umx ^i/Oiidgen/iiDnnogcn aomam containing^ 1 ^r^JNIj, mKJNA 


NM 016327 


Homo sapiens ureidopropionase, beta (UPB1), mRNA 


NM 016328 


xiuxxxu oapidid vj lrzti icpcai uuniaiii conLaining i ^oirziivL/i j, iranscnpt 
variant 1, mRNA 


NM 004108 


xiuxxxu &apicxi& xx^unu ^ooiiageii/iionnogen aomam containing lectin ) z (^iiucolm) 
(TCN2^ tranqcrint variant . WO m"RMA 


NM 002318 


Homo sapiens lysyl oxidase-like 2 (L0XL2), mRNA 


NM 130396 

A ^ATA 1 JvJy U 


jiuinu bdpxcxib vviNi i inaucioie signaling pamway protein 5 ^WiorJ), transcript 
variant 2, mRNA 


NM 003880 

A TATA UUJOOv 


xxuino t>cipicxib win 1 1 inaucioie signaling patnway protein 5 ^Wlori), transcript 
variant 1, mRNA 


NM 001881 


nomo sapiens win i i inaucioie signaling pamway protem z ( WlbP2), mRNA 


NM_080838 


Homo sapiens WNT1 inducible signaling pathway protein 1 (WISP1), transcript 
variant 2, mRNA 


NM_003882 


Homo sapiens WNT1 inducible signaling pathway protein 1 (WISP1), transcript 
variant 1, mRNA 


NM_000651 


Homo sapiens complement component (3b/4b) receptor 1, including Knops 
blood group system (CR1), transcript variant S, mRNA 


NM 000573 


Homo sapiens complement component (3b/4b) receptor 1, including Knops 
blood group system (CR1), transcript variant F, mRNA 
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NM_006069 


Homo sapiens murine retrovirus integration site 1 homolog (MRVI1), transcript 
variant 1, mRNA y 


NMJ30385 
NM 018492 


Homo sapiens murine retrovirus integration site 1 homolog (MRVI1), transcript 
variant 2, mRNA 


NMJ)02462 
NM 015920 

INJtVl UI 01 

NM 080746 


Homo sapiens T-LAK cell-originated protein kinase (TOPK) mRNA 

Homo sapiens myxovirus (influenza virus) resistance 1, interferon-inducible 

protein p78 (mouse) (MX1), mRNA 

Homo sapiens nbosomal protein S27-like (RPS27IA mRNA 

Homo sapiens nbosomal protein, large, PO-like (RPLP0L), mRNA 

Homo sapiens nbosomal protem LlO-like (RPL10L), mRNA 


NM 032236 
NM 032784 

INiVJL_UoU / J 1 


Homo sapiens FLJ23277 protein (FLJ23277), mRNA 

Homo sapiens thrombospondin (FU 1 4440), mRNA 

Homo sapiens intermediate filament-like MGC:2625 (DKFZP5 8612223) 

transcript variant 3, mRNA 


NMJ)80730 
NM 018018 


Homo sapiens intermediate filament-like MGC:2625 (DKFZP586I2223) 
transcript variant 2 f mRNA 

Homo sapiens ovarian cancer overexpressed 1 (OVCOV1) mRNA 
Homo sapiens solute carrier family 38, member 4 (SLC38A4) mRNA 


viM U22451 
NM 020830 
NMJ)33630 


Homo sapiens AD24 protein (AD24), mRNA 

Homo sapiens phosphomosinde-binding protein SRI (FENS-1) mRNA 
Homo sapiens SCAN domain containing 1 (SCAND1), transcript variant 2, 
mRNA * 


NMJM6558 


Homo sapiens SCAN domain containing 1 (SCAND1), transcript variant 1 
mRNA ' 


"MA/f A1 CA1 0 

MM U07371 


Homo sapiens intermediate filament-like MGQ2625 (DKFZP5 8612223) 
transcript variant 1 , mRNA 

Homo sapiens bromodomain containing 3 (BRD3) mRNA 


NM 005104 
NMJ)05031 


Homo sapiens bromodomain containing 2 (BRD2) mRNA 
Homo sapiens FXYD domain containing ion transport regulator 1 
(phospholemman) (FXYD1), transcript variant a, mRNA 


NMJ)21902 


Homo sapiens FXYD domain containing ion transport regulator 1 
(phospholemman) (FXYD1), transcript variant b, mRNA 


TVlTV/f C\ 1 A 1 CA 

JNJVl_U141o4 
NM 002463 


Homo sapiens FXYD domain-containing ion transport regulator 5 (FXYD5) 
mRNA 

Homo sapiens myxovirus (influenza virus) resistance 2 (mouse) (MX2) mRNA 


NM 014577 
NM_021004 


Homo sapiens bromodomain containing 1 (BRD1) mRNA 

Homo sapiens peroxisomal short-chain alcohol dehydrogenase (humNRDR) 

mRNA " 


NM_020399 
NM 017935 


Homo sapiens PDZ/coiled-coil domain binding partner for the rho-family 
GTPase TC10 (PIST), mRNA y 
Homo sapiens hypothetical nrotein FT.T?ft7flfi m Axrm ™r>xjA 


NM_018244 
NMJH6100 

NM 016045 
NM 007363 
NM 002438 


Homo sapiens chromosome 20 open reading frame 44 (C20orf44) mRNA 
Homo sapiens N-acetyltransferase 5 (ARD1 homolog, S. cerevisiae) (NAT5) 
mRNA /s 

Homo sapiens chromosome 20 open reading frame 45 (C20orf45) mRNA 
Homo sapiens non-POU domain containing, octamer-binding (NONO) mRNA 
Homo sapiens mannose recentor r tvnp l C\/iT> r^\\ «,t>xta 


NM 015092 
NM 018993 
NM_080841 ] 
1 

NM 080840 ] 


Homo sapiens PI-3-kinase-related kinase SMG-1 (SMG1) mRNA 
Homo sapiens RAB5 interacting protein 2 (RIN2) mRNA 
hlomo sapiens protein tyrosine phosphatase, receptor type A (PTPRA) 
xanscript variant 3, mRNA 

iomo sapiens protem tyrosine phosphatase, receptor type A (PTPRA) 
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transcript variant 2, mRNA 


NMJHJ2836 


Homo sapiens protein tyrosine phosphatase, receptor type, A (PTPRA), 
transcript variant 1, mRNA 


NM 024832 


Homo sapiens RAB5 interacting protein 3 (RIN3), mRNA 


NM 023915 


Homo sapiens G protem-coupled receptor 87 (GPR87), mRNA 


NMJJ03029 


Homo sapiens SHC (Src homology 2 domain containing) transforming nrotein 1 


NM 018490 


Homo sapiens G protein-coupled receptor 48 (GPR48), mRNA 


NMJH6020 


Homo sapiens homolog of yeast mitochondrial transcription factor B (mtTFB), 
mRNA 


NM 014475 


Homo sapiens dihydrodiol dehydrogenase (dimeric) (DHDH), mRNA 


NM 006065 


Homo sapiens signal-regulatory protein beta 1 (SIRPB1), mRNA 


NM 005527 


Homo sapiens heat shock 70kD protein l-like (HSPA1L), mRNA 


NM 004648 


Homo sapiens protein tyrosine phosphatase, non-receptor type substrate 1 
(PTPNSl),mRNA 


NMJ)04480 


Homo sapiens fucosyltransferase 8 (alpha (1,6) fucosyltransferase) fFUT8^ 
mRNA 


NM 003667 


Homo sapiens G protein-coupled receptor 49 (GPR49), mRNA 


NM 130434 


Homo sapiens dipeptidylpeptidase 8 (DPP8), transcript variant 1, mRNA 


NM 017743 


Homo sapiens dipeptidylpeptidase 8 (DPP8). transcrint variant 7 mPTsTA 


NM_002122 


Homo sapiens major histocompatibility complex, class II, DO alpha 1 (HLA- 
DQA1), mRNA 


NMJ)06442 


Homo sapiens DR1 -associated protein 1 (negative cofactor 2 alpha) (DRAP1), 
mRNA 


NM_080918 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 2, nuclear "~~ 
gene encoding mitochondrial protein, mRNA 


NMJ)80917 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 3, nuclear 
gene encoding mitochondrial protein, mRNA 


NMJ)80916 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 1, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080915 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 5, nuclear 
gene encoding mitochondrial protein, mRNA 


NMJXH929 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 4, nuclear 
gene encoding mitochondrial protein, mRNA 


NMJW0815 


Homo sapiens collagen, type Xffl, alpha 1 (COL13A1), transcript variant 19 
mRNA 


NMJ)80814 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 18, 
mRNA 


NM 080813 


Homo sapiens collagen, type Xffl, alpha 1 (COL13A1), transcript variant 17, 
mRNA 


NMJ)80812 


Homo sapiens collagen, type Xffl, alpha 1 (COL13A1), transcript variant 16, 
mRNA 


NMJK0811 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 15, 
mRNA * 


NM_080810 


Homo sapiens collagen, type Xffl, alpha 1 (COL13A1), transcript variant 14 
mRNA 


NMJ)80809 


Homo sapiens collagen, type Xffl, alpha 1 (COL13A1), transcript variant 13, 
mRNA 


NM_080808 


Homo sapiens collagen, type Xffl, alpha 1 (COL13A1), transcript variant 12, 
mRNA 


NM 080807 


Homo sapiens collagen, type Xffl, alpha 1 (COL13A1), transcript variant 1 1, 
mRNA 
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NMJ)80806 


Homo sapiens collagen, type XIH, alpha 1 (COL13A1), transcript variant 10 
mRNA 1 


NMJ)80805 


Homo sapiens collagen, type XIH, alpha 1 (COL13A1), transcript variant 9 
mRNA 


NM_080804 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 8 
mRNA 


NM 080803 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 7 
mRNA 


NMJ)80802 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 6 
mRNA 


NM_080801 


Homo sapiens collagen, type XIH, alpha 1 (COL13A1), transcript variant 5 
mRNA 


NM_080800 


Homo sapiens collagen, type XIH, alpha 1 (COL13A1), transcript variant 4 
mRNA 


NM_080799 


Homo sapiens collagen, type XlH, alpha 1 (COL^Al) transcrint variant 1 
mRNA 


NM_080798 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 2 
mRNA 


NM 005203 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 1 
mRNA 


NM 004395 


Homo sapiens drebrin 1 (DBN1), transcript variant 1 , mRNA 


NM 080881 


Homo sapiens drebrin 1 (DBN1), transcript variant 2 mRNA ~" 


NM_080792 


Homo sapiens brain-immunoglobulin-hke molecule with ryrosine-based 
activation motifs (BIT), mRNA 


NM 080816 


Homo sapiens signal-regulatory protein beta 2 (SIRPB21 tramrrmt variant 9 

r cr^ O »T j/iuivuj vviu ±* \kj±x\jl U£* Jy LidlioV/liUL V till dill 

mRNA ' 


NMJH8556 


Homo sapiens signal-regulatory protein beta 2 (SJRPB2) transcrint variant 1 
mRNA 


NM_000787 


Homo sapiens dopamine beta-hydroxylase (dopamine beta-monooxygenase) 
(DBH),mRNA ' 


NM 080426 


Homo sapiens GNAS complex locus (GNAS), transcript variant 2, mRNA 


NM 080425 


Homo sapiens GNAS complex locus (GNAS), transcript variant 3 mRNA 


NM_000516 


Homo sapiens GNAS complex locus (GNAS), transcript variant 1, rnRNA 


NM 006571 


Homo sapiens novel RGD-containine Drotein fWS-'tt rnRNA 


NM 080926 


Homo sapiens hypothetical protein similar to KIAA0187 gene product 
(LOC96610), mRNA 


NMJ)80924 


Homo sapiens hypothetical protein similar to CGI-67 protein (LOC91219), 
mRNA . 


NM_080925 


Homo sapiens hypothetical protein similar to topoisomerase (DNA) HI beta (H 
sapiens) (LOC129020), mRNA 


NM_080914 


Homo sapiens asialoglycoprotein receptor 2 (ASGR2), transcript variant 3, 
mRNA 


NMJ)80913 


Homo sapiens asialoglycoprotein receotor 2 (ASGR21 transcrint variant ? 
mRNA 


NM_080912 


Homo sapiens asialoglycoprotein receptor 2 CASGR2). transcriDt variant H9' 
mRNA 


NMJ)01181 


Homo sapiens asialoglycoprotein receptor 2 (ASGR2), transcript variant 1 
mRNA 


NM 001671 


Homo sapiens asialoglycoprotein receptor 1 (ASGR1), mRNA 


NM 005065 


Homo sapiens sel-1 suppressor of lin-12-Iike (C. elegans) (SEL1L), mRNA 


NM 014978 


Homo sapiens VPS 10 domain receptor protein SORCS 3 (SORCS3) mRNA 


NM 015230 


Homo sapiens centaurin, delta 1 (CENTD1), mRNA 
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NM 052868 


Homo sapiens immunoglobulin superfamily, member 8 (IGSF8), mRNA 


MM 032782 


Homo sapiens hypothetical protein FLJ14428 (TIM3), mRNA 


NM 032309 


Homo sapiens chromosome 2 open reading frame 9 (C2orf9), mRNA 


NM 021625 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
4 (TRPV4), mRNA 


NM 020960 


Homo sapiens G protein-coupled receptor 107 (GPR107), mRNA 


NM 024503 


Homo saoiens human immunodeficiencv vims tvoe I enhancer binding nrotein 3 

A iJIXL/XV'J.J.iJ XXfcXXXXtXXX VUi vU V XI W X V*l V J T 11 uu *Jr* wXXAXttXlw vl UxxxUXXXE^ Ul Vtvill *J 

(HTVEP3), mRNA 


NM 024112 


Homo sapiens chromosome 9 open reading frame 1 6 (C9orf 1 6), mRNA 


NMJH5192 


Homo sapiens phospholipase C, beta 1 (phosphoinositide-specific) (PLCB1), 
mRNA 


NM 022481 


Homo saoiens ARF-GAP RHO-GAP anlcvrin reneat and nlekstrin homolnov 
domains-containing protein 3 (ARAP3), mRNA 


NM 021634 


Homo saniens leucine-rich reneat-containin? Cr nrotein-oonnlefl rpcpntar 7 
(LGR7), mRNA 


NM 013305 


Homo saniens sialvltransferase 8E (aloha-2 8-oolvsialvtransferasei fSTATRFi 
mRNA 


NM 019069 


Homo saoiens WD reneat domain 5B fWDRSB i mRNA 


NM016179 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
4 (TRPC4), mRNA 


NM 016592 


Homo sapiens GNAS complex locus (GNAS), transcript variant 4, mRNA 


NM 014007 


Homo saoiens zinc fineer nrotein 297H fZNF297R i mRNA 


NM 012471 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
5 (TRPC5} mRNA 


NM 012459 


Homo sapiens translocase of inner mitochondrial membrane 8 homolog B (yeast) 
(TIMM8B} mRNA 

\ X XXTXXVXVfXJ / j 1Z1XV-L 11 1 


NM 004621 


Homo saoiens transient receotor notential cation channel siihfamilv C* mprnhpr 

ixvlilv owyiwiu uuilglvllli l vvvpvut pukvllUlul VttvAVSJ.1 vlMUUiwij OlXL/XCtllllly V> j lllwlllUbrl 

6 (TRPC6), mRNA 


NM 003304 


Homo saniens transient reeentor notential cation ehannpl diiiifaniilv C* mpmlipr 

1 (TRPC1), mRNA 


NM 002124 


Homo saniens maior histocomnatihilitv comnlex class TT DR beta 1 fHT A- 

HVIUv uU|/lVyi U liJUJ vl t AXOVV/wV/XllLyCXLliyXl 1 iijr v V/lliL/lwAj viUOw 1 i j XVlV Uwld X 1 XlXViL 

DRB1), mRNA 


NM 000972 


Homo saniens rihosomal nrotein T,7a H^PT,7A^ ml^NA 

XXV/111VS OU.VS1 V/llO 1 lUUDvlllUl jL/l V/ LV/11 1 lJ / U ^XYX jU / iV 1 j 1 1 IX VI 1 / \ 


NM 130384 


Homo saniens three nrimp renair exonnelpasp 1 m^P^X"! i transcrint variant £ 

ixUlllvs oajJlvlla LlJxV/v pilli.lv> lv>^ail tAVilUV/lt><lov 1 yXxvJLx/Yl Jy \lcLllo\jlly\. V dl lull I Uj 

mRNA . 


NM 033627 


Homo saniens three nrime renair exonnelease 1 /'rKT? Y1 ^ transcrint variant 1 

mRNA 


NM 032166 


Homo sanipnQ tnrpp "nrimp rpnnir PYrvniirlpacf* 1 /TP T-?"X~ 1 i trancprint variant ^ 

xxv/liiv/ oajJlwlld UUvo pilliit> iVvJjail vA-v/HUUlvvClovv 1 JC\JLi/V l^j U CUlowXIUl Valldlll J 9 

mRNA 


NM 024996 


Homo saniens mitochnri final elongation factor O fFFTrl^ mRNA 

xxvriiiv/ ocjj^iV'iio xiiiivjv<xxvriiviJLiui V/iwiigcin v/ii laLLui vj yl_;x vJ l lllx\xNxx 


NM 033629 


Homo saniens three nrimp renair exonncleasp 1 m?T?Y1 i transcrint variant A 

mRNA 


NM 033628 


Homo saoiens three nrime renair exonnelease 1 fTTREXl i transcrint variant % 
mRNA 


NMJ)16381 


Homo saoiens three orime reoair exonuclease 1 (TREXl^ transcrint variant 1 
mRNA 


NM 031892 


Homo sapiens SH3-domain kinase binding protein 1 (SH3KBP1), mRNA 


NM 003960 


Homo sapiens N-acetyltransferase 8 (camello like) (NAT8), mRNA 


NM 021093 


Homo sapiens peptide YY, 2 (seminalplasmin) (PYY2), mRNA 


NM 021092 


Homo sapiens pancreatic polypeptide 2 (PPY2), mRNA 


NM 021190 


Homo sapiens polypyrimidine tract binding protein 2 (PTBP2), mRNA 


NM 013998 


Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1, 
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neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
gamma) (TAC1), transcript variant delta, mRNA 


NM_013997 


Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1, 
neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K nenrr»npntiH<* 
gamma) (TAC1), transcript variant gamma, mRNA 


NM_013996 


Homo sapiens tachykinin, precursor 1 (substance K, substance P neurokinin 1 
neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
gamma) (TAC1), transcript variant alpha, mRNA 


NM 016235 


Homo sapiens G protein-coupled receptor, family C, group L member B 
(GPRC5B), mRNA 


NM 004630 


Homo sapiens splicing factor 1 fSFl) mRNA 


NM 000230 


Homo sapiens leptin (obesity homoloe moused (LEP'l mRNA 


NM_003185 


Homo sapiens TAF4 RNA polymerase n, TATA box binding protein (TBP)- 
associated factor, 135 kD (TAF4), mRNA 


NM_003182 


Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1, 
neurokinin 2, neuromedin L, neurokinin alpha neuronentide K npurnnmHA** 
gamma) (TAC1), transcript variant beta, mRNA 


NM 002772 


Homo sapiens protease, serine. 7 Centerokinase^ fPRS^ mRWA 


NM 005857 


Homo sapiens zmc metalloproteinase (STE24 homolog, yeast) (ZMPSTE24), 
mRNA 


NMJ)06103 


Homo sapiens WAP four-disulfide core domain 2 (WFDC2), transcript variant 1 
mRNA 


NM 080736 


Homo sapiens WAP four-disulfide core domain 2 (WFDC2), transcript variant 2 
mRNA ' 


NMJJ80735 


Homo sapiens WAP four-disulfide core domain 2 fWFDP?^ tmncmnt t/o«o-«+ < 
mRNA 


NMJW0734 


Homo sapiens WAP four-disulfide core domain 2 (WFDC2) fran sprint variant a 
mRNA 


NMJ)80733 


Homo sapiens WAP four-disulfide core domain 2 fWFDC2 , i tranqrrint variant ^ 
mRNA 


NM 021197 


Homo sapiens WAP four-disulfide core domain 1 (WFDC1) mRNA 


NM 007128 


Homo sapiens pre-B lymphocyte gene 1 (VPREB1), mRNA 


NM 006373 


Homo sapiens vesicle amine transDOrt nrotein 1 (VATtt mPMA 


NM_003105 


Homo sapiens sortilin-related receptor, LfDLR class") A reDeats-ernitainina 
(SORL1), mRNA 


NM 020777 


Homo sapiens VPS 10 domain receptor protein (SORCS2) mRNA 


NM 052918 


Homo sapiens VPS 10 domain receptor protein SORCS 1 (SORCS1), mRNA 


NM_022553 


Homo sapiens SAC2 suppressor of actin mutations (wa*t\ f<5 Ar , \/ioT ^ 
transcript variant 2, mRNA ' | 


NM 004843 


Homo sapiens class I cytokine receptor fWSXH mRNA 


NM_080564 


Homo sapiens SAC2 suppressor of actin mutations 2-like (yeast) (SACM2L), 
transcript variant 1, mRNA 


NMJ)06711 


Homo sapiens RNA bindmg protein SI, serine-rich domain (RNPS1), transcript 
variant 1, mRNA 


NMJ)80594 


Homo sapiens RNA bindmg protein SI, serine-rich domain (RNPS1), transcript 
variant 2, mRNA 


NMJ 00486 


Homo sapiens WW domain-containing adapter with a coiled-coil region (WAC), 
transcript variant 3 , mRNA 


NM_100264 


Homo sapiens WW domain-containing adapter with a coiled-coil region (WAC), 
transcript variant 2, mRNA 


NM 016628 


Homo sapiens WW domain-containing adapter with a coiled-coil region (WAC) 
transcript variant 1 , mRNA 
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NM 005701 


Homo sapiens RNA, U transporter 1 (RNUT1), mRNA 


NM 014810 


Homo sapiens centrosome-associated protein 350 (CAP350), mRNA 


NM 013325 


Homo sapiens KIAA0943 protein (Apg4B), mRNA 


NM 020235 


Homo sapiens bobby sox homolog (Drosophila) (BBX), mRNA 


NM 019118 


Homo sapiens hypothetical protein RP4-622L5 (RP4-622L5). mRNA 


NM 016312 


Homo sapiens WW domain binding protein 1 1 (WBP1 1), mRNA 


NM 018706 


Homo sapiens KIAA1630 protein (KIAA1630), mRNA 


NM_080599 


Homo sapiens regulator of nonsense transcripts 2 (RENT2), transcript variant 1 
mRNA 


NMJ) 15542 


Homo sapiens regulator of nonsense transcripts 2 (RENT2), transcript variant 2 
mRNA ' 


NM 002911 


Homo sapiens regulator of nonsense transcripts 1 (RENT1), mRNA 


NMJ)02833 


Homo sapiens protein tyrosine phosphatase, non-receptor type 9 (PTPN9), 
mRNA 


NMJ)80589 


Homo sapiens protein tyrosine phosphatase, non-receptor type 7 (PTPN7), 
transcript variant 3, mRNA 


NMJ)80588 


Homo sapiens protein tyrosine phosphatase, non-receptor type 7 (PTPN7), 
transcript variant 2, mRNA 


NM_002832 


Homo sapiens protein tyrosine phosphatase, non-receptor type 7 (PTPN7), . 
transcript variant 1 , mRNA 


MM 007039 


Homo sapiens protein tyrosine phosphatase, non-receptor type 21 (PTPN21), 
mRNA 


NMJH4369 


Homo sapiens protein tyrosine phosphatase, non-receptor type 18 (brain-derived) 
(PTPN18),mRNA 


NM_005401 


Homo sapiens protein tyrosine phosphatase, non-receptor type 14 (PTPN14) 
mRNA 


NM_002835 


Homo sapiens protein tyrosine phosphatase, non-receptor type 12 (PTPN12), 
mRNA 


NM_080685 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 
(Fas)-associated phosphatase) (PTPN13), transcript variant 4, mRNA 


NM 080684 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 
(Fas)-associated phosphatase) (PTPN13), transcript variant 3 mRNA 


NM_080683 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 
(Fas)-associated phosphatase) (PTPN13), transcript variant 1, mRNA 


NM 080601 


Homo sapiens protein tyrosine phosphatase, non-receptor type 1 1 (PTPN1 1), 
transcript variant 2, mRNA 


NM_002834 


Homo sapiens protein tyrosine phosphatase, non-receptor tvne 1 1 fPTPNl U 
transcript variant 1 , mRNA 


NM_006399 


Homo sapiens basic leucine zipper transcription factor, ATF-like (B ATF) 
mRNA 


NMJ)06709 


Homo sapiens HLA-B associated transcript 8 (BAT8), transcript variant 
NG36/G9a, mRNA 


NM 033177 


Homo sapiens HLA-B associated transcript 4 (BAT4), mRNA 


NMJW4639 


Homo sapiens HLA-B associated transcript 3 (BAT3), transcript variant 1, 
mRNA 


NMJ)80703 


Homo sapiens HLA-B associated transcript 3 (BAT3), transcript variant 3, 
mRNA 


NMJ)80702 


Homo sapiens HLA-B associated transcript 3 (BAT3), transcript variant 2, 
mRNA 


NMJW4638 


Homo sapiens HLA-B associated transcript 2 (BAT2), transcript variant 2, 
mRNA 


NM 080686 


Homo sapiens HLA-B associated transcript 2 (BAT2), transcript variant 1, 
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mRNA 


NMJ)04640 


Homo sapiens HLA-B associated transcript 1 (BAT1), transcript variant 1, 
mRNA 


NM 080598 


Homo sapiens HLA-B associated transcript 1 (BAT1), transcript variant 2, 
mRNA 


NMJ)80797 


Homo sapiens death associated transcription factor 1 (DATF1), transcript variant 
3, mRNA 


NM_080796 


Homo saniens death associated transcrintion factor 1 fDATFI^ trnncrrmt variant 
2, mRNA 


NM_022105 


Homo saoiens death associated transcrintion factor 1 fDATFl^ tran^rrint variant 
1, mRNA 


NM 021080 


Homo sapiens disabled homolog 1 (Drosophila) (DAB1), mRNA 


NM_080760 


Homo sapiens dachshund homolog (Drosophila) (DACH), transcript variant 2, 
mRNA 


NM_080759 


Homo sapiens dachshund homolog (Drosophila) (DACH), transcript variant 1, 
mRNA 


NMJKM392 


Homo saoiens dachshund homoloe fDrosonhila'l fDAd-H iran^rrint variant ^ 
mRNA 


NM_005996 


Homo saoiens T-box 3 (ulnar rnarnmarv ^vnfirome^ fTCVX^ trnnerrint variant 1 

AAVlliU %JlX£Sl\sl.LlD A. UVA -) yuxilOX IXXOXlXliXCU J OJf XXIXX \Jlll\sJ ^1X>/VJ IXCUXOVilUL V CLl I (XI 1 I 1, 

mRNA 


NM 016569 


Homo saoiens T-box 3 Ailnar mammarv <ivnriromf»^ rTRV^ trancrrint variant 9 
mRNA 


NM 016954 


Homo saoiens T-box 22 CniX22 y \ rnRNA 


NM.080701 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 4, 
mRNA 


NM_080700 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 3, 
mRNA 


NM_080699 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 2, 
mRNA 


NM_017518 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 5, 
mRNA 


NM_007205 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 1, 
mRNA 


NM_080632 


Homo sapiens similar to yeast Upf3, variant B (UPF3B), transcript variant 1, 
mRNA 


NM_023010 


Homo sapiens similar to yeast Upf3, variant B (UPF3B), transcript variant 2, 
mRNA 


NM_080687 


Homo sapiens similar to yeast Upf3, variant A (UPF3A), transcript variant 2, 
mRNA 


NM_023011 


Homo sapiens similar to yeast Upf3, variant A (UPF3A), transcript variant 1, 
mRNA 


NM 080630 


Homo saniens collaeen tvne XT alnha 1 fPOT 1 1 A 1 ^ trancrrint variant C 

■"■Awiixw ju^i^iio v/vnagvii, ^yys, ■^ VJ -j aiylia x ^Ubi lr\l J 9 Ixdilol/Iipi Vail ail I v>, 

mRNA 


NMJ)80629 


Homo saniens collagen tvne XI alnha 1 fPOlMlAH tramcrfnt variant ft 
mRNA 


NM.001854 


Homo sapiens collagen, type XI, alpha 1 (COL1 1 Al), transcript variant A, 
mRNA 


NM 080791 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A3, mRNA 


NM 001639 


Homo sapiens amyloid P component, serum (APCS), mRNA 


NM 080790 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A2, mRNA 


NM 080789 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant Al, mRNA 


NM 033068 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A, mRNA 
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1 NM 001649 


Homo sapiens apical protein-like (Xenoous laevis') ( APXLi mRNA 


NM_014481 


Homo sapiens apurmic/apyrirnidinic endonuclease-like 2 (APEXL2), nuclear 
gene encoding mitochondrial protein, mRNA 


NMJW0649 


Homo sapiens APEX nuclease (multifunctional DNA remfr en7vmf>^ ( appy^ 
transcript variant 3, mRNA 


NM_080648 


Homo sapiens APEX nuclease (multifunctional DNA renair eirTvm^i fAPPV i 
transcript variant 2, mRNA 


NMJ301641 


Homo sapiens APEX nuclease (multifunctional DNA renair enrvmp • f APFV i i 
transcript variant 1 , mRNA 


NM 080839 


Homo sapiens similar to gamma-glutamyltransferase 1 (LOC91227), mRNA 


NM 080927 


Homo sapiens endothelial and smooth muscle cell-derived neuropilin-like 
protein (ESDN), mRNA 


NM 030969 


Homo sapiens hypothetical protein MGC1223 (MGCA 22V> mRNA 


NM 080920 


Homo sapiens gamma-glutamvltransferase-like activity 4 (GGTT.A4i mRMA 


NM 021168 


Homo sapiens RAR (RAS like GTPASE, like fRARO mRNA 


NMJ)80842 


Homo sapiens hypothetical gene similar to eamma-fflutamvltrfln^fprnQp-liVf* 
activity 1 (LOC129026), mRNA 


NMJ)31460 


Homo sapiens potassium channel, subfamily K member 1 7 (TASK-4) 
(KCNK17), mRNA 


NM 033056 


Homo sapiens protocadherin 15 (PCDH15), mRNA 


NM 053283 


Homo sapiens dermcidin (DCD), mRNA 


NM 033518 


Homo sapiens solute carrier family 38, member 5 (SLC38A5), mRNA 


NM 021160 


Homo sapiens HLA-B associated transcrint 5 (RAT*n mPNA 


NM 002279 


Homo sapiens keratin, hair, acidic, 3B (KRTHA3B), mRNA 


NM 004138 


Homo sapiens keratin, hair acidic 3AfKRTHA1Ai mPNA 


NM016310 


Homo sapiens polymerase (RNA) HI (DNA directed) polypeptide K (12.3 kD) 
(POLR3K), rnRNA 


NM_031991 


Homo Saniens OOlvovnmi dine trant hirifliricr -nrntpin 1 fPTPPl\ h*one/>M«t 

w ""•f'*^**^ c^^JxrJ uaoi uniuiixg piuLCiii l ^.r ljjrji k uanscripi vananx 
3, mRNA 


NM_031990 


Homo saniens DolvDvrimidirie trant hinHincr nrnf-pin 1 fPTTiPi ^ trono^^nf T ra «o«+ 
^ i ±±i±i uov/i uiiiuiiig jjiutciii i i jdi i ij uanscripc vanani 

2, mRNA 


NM 002819 


Homo sapiens DolvDvnmidine tract bindinp nrotein 1 fPTRP"n trancm-int uoi-io^f 
ir j it j "-"ivnAJv ua^i uniuiiig ^ji vj itiii i a j->i 1 1, iidubcripi variant 

1, mRNA 


NM 030930 


Homo sapiens unc-93 homolocBl (C eleean^ fTINCQ^Rl'i mDNA 


NM_022454 


Homo sapiens SRY-related HMG-box transcription factor SOX17 (SOX17) 
mRNA 


NM_004652 


Homo sapiens ubiouitin snecific nrotea<;e 9 X rhmmn^nmp (fat fart^tc 
Drosophila) (USP9X), transcript variant 1, mRNA 


NM_021906 


Homo sapiens ubiouitin snecific nrotease 9 K rhmmncnmp (fat fan&te 
Drosophila) (USP9X), transcript variant 2, mRNA 


NM_022349 


Homo Saniens membrane-snanmncr ciiHfsrmilv A momKo*- <A 
* w " w u r mwmwimurf opcunxLiig *T**uuiiiaiJ.lo, oUL/Adllilly /\j IHClUDCr OA 

(MS4A6A), mRNA 


NM 022122 


Homo sapiens matrix metallooroteinase 27 fMTVTP27^ mPMA 


NM_006387 


Homo sapiens calcium homeostasif? endnnlaomifi rptinnlnm nrnfpm / r ^ T PTi , 'I?P^ 

mRNA 


NM 006918 


Homo sapiens sterol-C5-desaturase (ERG3 delta-5-desaturase homolog, fungal)- 
like (SC5DL), mRNA 


NM 020151 


Homo sapiens START domain containing 7 (STARD7), mRNA 


NM 018976 


Homo sapiens solute carrier family 38, member 2 (SLC38A2). mRNA 


NM 013351 


Homo sapiens T-box 21 (TBX21), mRNA 


NM 006993 


Homo sapiens nucleophosimn/nucleoplasrrun, 3 (NPM31 mRNA 


NM 002420 


Homo sapiens transient receptor potential cation channel, subfamily M, member 
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1 (TRPM1), mRNA 


NM 007244 


Homo sapiens proline rich 4 (lacrimal) (PROL4), mRNA 


NM_006758 


Homo sapiens U2(RNU2) small nuclear RNA auxiliary factor 1 (U2AF1), 
mRNA 


NM_006264 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 
(Fas)-associated phosphatase) (PTPN13), transcript variant 2, mRNA 


NMJ)06055 


Homo sapiens LanC lantibiotic synthetase component C-like 1 (bacterial) 
(LANCL1), mRNA 


NM_005716 


Homo sapiens regulator of G-protein signalling 19 interacting protein 1 
(RGS19IPl),mRNA 


NM 005149 


Homo sapiens T-box 19 (TBX19), mRNA 


NM 004231 


Homo sapiens ATPase, vacuolar, 14 kD (ATP6S14), mRNA 


NMJJ00275 


Homo sapiens oculocutaneous albinism II (pink-eye dilution homolog, mouse) 
(OCA2),mRNA 


NMJXU384 


Homo sapiens diptheria toxin resistance protein required for diphthamide 
biosynthesis-like 2 (S. cerevisiae) (DPH2L2), mRNA 


NM_000062 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade G (C 1 inhibitor), 
member 1, (angioedema, hereditary) (SERPING1), mRNA 


NM 003307 


Homo sapiens transient receptor potential cation channel, subfamily M, member 
2 (TRPM2), mRNA 


NMJJ03807 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 14 
(TNFSF14), mRNA 


NM 002984 


Homo sapiens small inducible cytokine A4 (SCYA4), mRNA 


NM 002105 


Homo sapiens H2A histone family, member X (H2AFX), mRNA 


NM 005331 


Homo sapiens hemoglobin, theta 1 (HBQ1), mRNA 


NM 000558 


Homo sapiens hemoglobin, alpha 1 (HBA1), mRNA 


NM 000517 


Homo sapiens hemoglobin, alpha 2 (HBA2), mRNA 


NM_012262 


Homo sapiens heparan sulfate 2-O-sulfotransferase 1 (HS2ST1), mRNA 


NM 021213 


Homo sapiens phosphatidylcholine transfer protein (PCTP), mRNA 


NM 018960 


Homo sapiens glycine N-methyltransferase (GNMT), mRNA 


NM 017807 


Homo sapiens O-sialoglycoprotein endopeptidase (OSGEP), mRNA 


NMJH6732 


Homo sapiens RNA binding protein (autoantigenic, hnRNP-associated with 
lethal yellow) (RALY), transcript variant 1, mRNA 


NM_014483 


Homo sapiens RNA binding motif, single stranded interacting protein (RBMS3), 
mRNA 


NM 012320 


Homo sapiens lysophospholipase 3 (LYPLA3), mRNA 


NM 000184 


Homo sapiens hemoglobin, gamma G (HBG2), mRNA 


NM 005330 


Homo sapiens hemoglobin, epsilon 1 (HBE1), mRNA 


NMJ)07367 


Homo sapiens RNA binding protein (autoantigenic, hnRNP-associated with 
lethal yellow) (RALY), transcript variant 2, mRNA 


NM 005332 


Homo sapiens hemoglobin, zeta (HBZ), mRNA 


NM 005438 


Homo sapiens FOS-like antigen 1 (FOSL1), mRNA 


NMJ)00158 


Homo sapiens glucan (1,4-alpha-), branching enzyme 1 (glycogen branching 
enzyme, Andersen disease, glycogen storage disease type IV) (GBE1), mRNA 


NM 000559 


Homo sapiens hemoglobin, gamma A (HBG1), mRNA 


NG 000007 


Homo sapiens genomic beta globin region (HBB@) on chromosome 1 1 


NG 000006 


Homo sapiens genomic alpha globin region (HBA@) on chromosome 16 


NM 030964 


Homo sapiens sprouty homolog 4 (Drosophila) (SPRY4), mRNA 


NM_021181 


Homo sapiens 19A24 protein (CRACC), mRNA 


NM_004654 


Homo sapiens ubiquitin specific protease 9, Y chromosome (fat facets-like 
Drosophila) (USP9Y), mRNA 


NM 018518 


Homo sapiens MCM10 minichromosome maintenance deficient 10 (S. 
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cerevisiae) (MCM10), mRNA 


NM_018593 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 10 (SLC16A10), mRNA 


MM 018240 


Homo sapiens kin of IRRE like (Drosophila) (KIRREL), mRNA 


NM 016004 


Homo sapiens chromosome 20 open reading frame 9 fC20orf9\ mRNA 


MM 006841 


Homo sapiens solute carrier family 38, member 3 (SLC38A3), mRNA 


NM_003725 


Homo sapiens oxidative 3 alpha hydroxysteroid dehydrogenase; retinol 
dehydrogenase; 3-hydroxysteroid epimerase (RODH), mRNA 


NG 000009 


Homo sapiens genomic small histone family cluster (HFS@) on chromosome 6 


NM 080878 


Homo sapiens endothelial lectin HL-2 (HL-2), mRNA 


NM 080876 


Homo sapiens protein phosphatase (SKRP1), mRNA 


NM 080874 


Homo sapiens ankyrin repeat and SOCS box-containing 5 (ASB5), mRNA 


NM 080873 


Homo sapiens ankyrin repeat and SOCS box-containing 1 1 (ASB1 1), mRNA 


NM 080872 


Homo sapiens KIAA1777 protein (Unc5h4), mRNA 


NM 080867 


Homo sapiens suppressor of cytokine signalling 4 (SOCS4), mRNA 


NM 080864 


Homo sapiens relaxin 3 (H3) (RLN3), mRNA 


NM 080863 


Homo sapiens ankyrin repeat and SOCS box-containing 16 (ASB16), mRNA 


NM_080862 


Homo sapiens SPRY domam-containing SOCS box protein SSB-4 (SSB-4), 
mRNA 


NM_080861 


Homo sapiens SPRY domain-containing SOCS box protein SSB-3 (SSB-3), 
mRNA 


NM 080860 


Homo sapiens testes specific A2 homolog (mouse) (TSGA2), mRNA 


NM 016150 


Homo sapiens ankyrin repeat and SOCS box-containing 2 (ASB2), mRNA 


NM 016127 


Homo sapiens hypothetical protein MGC8721 (MGC8721), mRNA 


NM_004170 


Homo sapiens solute carrier family 1 (neuronal/epithelial high affinity glutamate 
transporter, system Xag), member 1 (SLC1 Al), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 017611 


Homo sapiens hypothetical protein DKFZp762A227 (DKFZp762A227), mRNA 


NM_025220 


Homo sapiens a disintegrin and metalloproteinase domain 33 (ADAM33), 
mRNA 


NM 018548 


Homo sapiens down-regulated in lung cancer (HLCDGP1), mRNA 


NM_080740 


Homo sapiens similar to Ovis aries Y chromosome repeat region OY1 1.1 
(3'OYl 1.1), mRNA 


NM 012163 


Homo sapiens F-box and leucine-rich repeat protein 9 (FBXL9), mRNA 


NM 012304 


Homo sapiens F-box and leucine-rich repeat protein 7 (FBXL7), mRNA 


NM 012160 


Homo sapiens F-box and leucine-rich repeat protein 4 (FBXL4), mRNA 


NM 012159 


Homo sapiens F-box and leucine-rich repeat protein 3B (FBXL3B), mRNA 


NM 012158 


Homo sapiens F-box and leucine-rich repeat protein 3A (FBXL3 A), mRNA 


NM 012157 


Homo sapiens F-box and leucine-rich repeat protein 2 (FBXL2), mRNA 


NM_024555 


Homo sapiens F-box and leucine-rich repeat protein 6 (FBXL6), transcript 
variant 2, mRNA 


NM_012162 


Homo sapiens F-box and leucine-rich repeat protein 6 (FBXL6), transcript 
variant l,mRNA 


NM_033535 


Homo sapiens F-box and leucine-rich repeat protein 5 (FBXL5), transcript 
variant 2, mRNA 


NM_012161 


Homo sapiens F-box and leucine-rich repeat protein 5 (FBXL5), transcript 
variant 1, mRNA 


NM 002278 


Homo sapiens keratin, hair, acidic, 2 (KRTHA2), mRNA 


NM_033285 


Homo sapiens tumor protein p53 inducible nuclear protein 1 (TP531NP1), 
mRNA 


NM 002277 


Homo sapiens keratin, hair, acidic, 1 (KRTHA1), mRNA 


NM 032994 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
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transcript variant 5, mRNA 


NM.032954 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
transcript variant 4, mRNA 


NM.032953 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
transcript variant 3, mRNA 


NM 032952 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
transcript variant 2, mRNA 


NM 032951 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
transcript variant 1, mRNA 


NGJ)00008 


Homo sapiens genomic cytochrome P450, subfamily HA (phenobarbital- 
inducible) (CYP2A) on chromosome 19 


NM 030809 


Homo sapiens chromosome 12 open reading frame 22 (C12orf22), mRNA 


NMJ)04426 


Homo sapiens early development regulator 1 (polyhomeotic 1 homolog) (EDR1), 
mRNA 


NM 020244 


Homo sapiens choline phosphotransferase 1 (CHPT1), mRNA 


NM 019074 


Homo sapiens delta-like 4 (Drosophila) (DLL4), mRNA 


NM 018990 


Homo sapiens chromosome X open reading frame 9 (CXorf9), mRNA 


NM 017833 


Homo sapiens chromosome 21 open reading frame 55 (C21orf55), mRNA 


NMJU8255 


Homo sapiens elongator protein 2 (ELP2), mRNA 


NM 014096 


Homo sapiens hypothetical protein DKFZp762A227 (DKFZp762A227), mRNA 


NM 014927 


Homo sapiens connector enhancer of KSR2 (CNK2), mRNA 


NM 012164 


Homo sapiens F-box and WD-40 domain protein 2 (FBXW2), mRNA 


NM 012247 


Homo sapiens selenium donor protein (SPS), mRNA 


NM 012165 


Homo sapiens F-box and WD-40 domain protein 3 (FBXW3), mRNA 


NM 007198 


Homo ^aniens nroline svnthetase co-transcribed homoloe (bacterial) (PROSCV 
mRNA 


NM_006011 


Homo sapiens sialyltransferase 8B (alpha-2, 8-sialytransferase) (SIAT8B), 
mRNA 


NM 005674 


Homo sapiens zinc finger protein 239 (ZNF239), mRNA 


NM_001364 


Homo sapiens discs, large homolog 2, chapsyn-1 10 (Drosophila) (DLG2), 
mRNA 


NM_000646 


Homo sapiens amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type HI) (AGL), transcript variant 
6 mRNA 


NM_000645 


Homo sapiens amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type IE) (AGL), transcript variant 
5 mRNA 


NM_000644 


Homo sapiens amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type HI) (AGL), transcript variant 
2 mRNA 

, Jul JUL VJL T ± i- 


NM 000643 


Homo sapiens amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type HE) (AGL), transcript variant 
% mRNA 




tintvin camVnc nmvln-1 fi-clnrn^iflflQp 4-alt>1iJi-phicjinotransferase fi?lvcoi?en 
Hphranrhino" priTvme plveocren storage disease tvne HD fAGL\ transcrint variant 
1, mRNA 


NM 000028 


Homo sapiens amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type IH) (AGL), transcript variant 
4, mRNA 


NM 080831 


Homo sapiens chromosome 20 open reading frame 87 (C20orf87), mRNA 


NM 080825 


Homo sapiens chromosome 20 open reading frame 144 (C20orfl44), mRNA 


NM 080823 


Homo sapiens chromosome 20 open reading frame 148 (C20orfl48), mRNA 
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NM 017662 


Homo sapiens transient receptor potential cation channel, subfamily M, member 
6 (TRPM6), mRNA 


NM_080744 


Homo sapiens scavenger receptor cysteine rich domain containing, group B (4 
domains) (SRCRB4D), mRNA 


NM_000493 


Homo sapiens collagen, type X, alpha l(Schmid metaphyseal chondrodysplasia) , 
(COL10Al),mRNA 


NMJ)57096 


Homo sapiens cytochrome P450 polypeptide 43 (CYP3A43), transcript variant 3, 
mRNA 


NM 014578 


Homo sapiens ras homolog gene family, member D (ARHD), mRNA 


NMJ)20708 


Homo sapiens solute carrier family 12, (potassium-chloride transporter) member 
5 (SLC12A5), mRNA 


NM 016093 


Homo sapiens ribosornal protein L26-like 1 (RPL26L1), mRNA 


NMJ)57095 


Homo sapiens cytochrome P450 polypeptide 43 (CYP3A43), transcript variant 2, 
mRNA 


NM 022820 


Homo sapiens cytochrome P450 polypeptide 43 (CYP3 A43), transcript variant 1 , 
mRNA 


NM 052969 


Homo sapiens ribosornal protein L39-like (RPL39L), mRNA 


NM 052970 


Homo sapiens chromosome 20 open reading frame 60 (C20orf60), mRNA 


NM 052865 


Homo sapiens chromosome 20 open reading frame 72 (C20orf72), mRNA 


NM 021029 


Homo sapiens ribosornal protein L36a (RPL36A), mRNA 


NM 001001 


Homo sapiens ribosornal protein L36a-like (RPL36AL), mRNA 


NMJ)33645 


Homo sapiens F-box and WD-40 domain protein IB (FBXW1B), transcript 
variant 1, mRNA 


NM_033644 


Homo sapiens F-box and WD-40 domain protein IB (FBXW1B), transcript 
variant 2, mRNA 


NM_012300 


Homo sapiens F-box and WD-40 domain protein IB (FBXW1B), transcript 
variant 3, mRNA ! 


NM 022760 


Homo sapiens chromosome 20 open reading frame 81 (C20orf81), mRNA 


NMJH4958 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 15 (ARHGEF15), 
mRNA 


NM 021810 


Homo sapiens cadherin-like 26 (CDH26), mRNA 


NMJ)30876 


Homo sapiens olfactory receptor, family 5, subfamily V, member 1 (OR5V1), 
mRNA 


NMJJ31232 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 2 
binding protein (APBA2BP), transcript variant 2, mRNA 


NM_031231 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 2 
binding protein (APBA2BP), transcript variant 1, mRNA 


NM 032554 


Homo sapiens G protein-coupled receptor 81 (GPR81), mRNA 


NM 006462 


Homo sapiens chromosome 20 open reading frame 18 (C20orfl8), transcript 
variant 1, mRNA 


NMJB1229 


Homo sapiens chromosome 20 open reading frame 1 8 (C20orfl 8), transcript 
variant 2, mRNA 


NMJB1228 


Homo sapiens chromosome 20 open reading frame 18 (C20orfl8), transcript 
variant 3, mRNA 


NMJ)31227 


Homo sapiens chromosome 20 open reading frame 18 (C20orfl8), transcript 
variant 4, mRNA 


NM 031424 


Homo sapiens chromosome 20 open reading frame 55 (C20orf55), mRNA 


NM 000518 


Homo sapiens hemoglobin, beta (HBB), mRNA 


NMJ)30959 


Homo sapiens olfactory receptor, family 12, subfamily D, member 3 (OR12D3), 
mRNA 


NM 018661 


Homo sapiens defensin, beta 3 (DEFB3), mRNA 


NM 022487 


Homo sapiens DNA cross-link repair 1C (PS02 homolog, S. cerevisiae) 
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fDCTRFlO mRNA 

yXW_/XjX\_i_/ lLlI\±^il\. 


NM 022099 


Homo sapiens chromosome 20 open reading frame 51 (C20orf51), mRNA 


MM 000668 


nomo adpreiia diLuiiui uciiyurogcnabc jld ^udbs ij, ueia poiypepnu,e \i\ijt\.yxj) 9 
mRNA 


NM 021943 


Homo sapiens testis expressed sequence 27 (TEX27), mRNA 


mm n?i/vift 

INlVl KJZ, 1 \JH\J 


nomo sapiens cnromosome iz open reading irame iu (uizoriiuj, mKJNA 


mm 0919K 


nomo sapiens cnromosome l\j open reading name / / ^uzuorc / / ), mtviN A 


NM012141 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 26 (DDX26), 

mPMA 


NM 09199^ 


riomo sapiens pronne-ricn 1 ^jtInaj.l.1 ) } rnivLN/v 


NTM 006^08 


Homo sapiens regenerating islet-derived-like, pancreatic stone protein-like, 
pdiiuicaLit/ inrcaii proLcm-iiivc \jox) ^r\_CvjJU mx\J.N/\. 


1^1 1YX ViVJJU 


nomo odpiciio ciuuiiiuouiiic z.\j open reading name oz, ^^zuoruzj, rnxviN j\ 


MM 090^60 


numu Sapiens labcui nomoiog aciin-ounanng proiem, lesncuiar 
^StTftH<yv1rtrpnfTrvtnQ •nnrnnratii^ rPSf^N^^ mPNA 

\OU IVJ^/tllU. ULUo y\JU.]J 111 a ILLS J \I: IliXvi^zV 


NM 020145 


Homo sapiens SH3-domain GRB2-like endophilin B2 (SH3GLB2), mRNA 


MM 0901 9S 


xiuiiiu bdpiciicj r3v_xivi-iijvc incniDraiic proiem precursor ^jdIj/vivjulIJ, nuviNA 


NM 019025 


Homo sapiens chromosome 20 open reading frame 16 (C20orfl6), mRNA 


MM 01R£7Q 


xiomo sapiens i-compiex 1 1 ^mouse ) \ i 1 1 y, mKJN a 


MM 017^fiQ 


riomo sapiens ts-ceii nransiocauon gene 4 (r>iu4j, nirvlNA 


XTA/f 01 R£Q9 


Homo sapiens chromosome 20 open reading frame 17 (C20orfl7), mRNA 


lNlVi_UloO;J/ 


Homo sapiens LanC lantibiotic synthetase component C-like 2 (bacterial) 


MM 01R677 


nomo sapiens aceryi-^oenzyme a synuieiase z ^AUr iorrningj ^Av^Aoz^, 

TTlPNA 

llXXvJLN/iL 


NM 01R4^1 


TTomrt CQ"ni pn c r»VirrnnncrHT>A 90 nnpn rp a A 1V1 rr fr^mp 1 QO ^POftnrfl QO^ ml? XT A 
XXvillU oapitllo Wll UlllUoUlJLlt Z.\J LfJJCll ICaUllig, llalllC lol/ ^V^^vOrilOvJj IILrvLN/\ 


MM 01R79S 

IN1VX UIO / Z, J 


xiuiiiu oapiciid lnicneuKin i id ret/cpior ^uui /xsivy, mxvLN/v 


NM 018474 


Homo sapiens chromosome 20 open reading frame 19 (C20orfl9), mRNA 


NM_018478 


Homo sapiens chromosome 20 open reading frame 35 (C20orf35), mRNA 


XTA/f 0178G£ 


Homo sapiens chromosome 20 open reading frame 1 1 (C20orfl t), mRNA 


XTTV/T 017Q7/1 
JNJYI V 1 / o /4 


Homo sapiens chromosome 20 open reading frame 27 (C20orf27), mRNA 


"MA/T ni'TQ^O 
XNM Ui/ojy 


Homo sapiens undine kinase-like 1 (URKL1), mRNA 


JNM lrl//y<5 


Homo sapiens chromosome 20 open reading frame 21 (C20orf21), mRNA 


MM 0177RQ 


Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane 
go mam ^livi.^ anci snon cytoplasmic aomain, ^semapnonnj ^oJciivxA4\»/^, 
mRNA 


NM 017714 

l^i-lVX Miff 1*T 


XXUIIIU oaplClia ^/lUUillUoUIIlC Z\J UpCXl rCdUilig lIa.IIlC I J \\*sZ,\J\jTllJ)j IT1i\JLn/V 


NM 017671 


T-Tr>mn QflTiiPTi<i pTirntnftQnmp 90 nnpn r#»aHino framp 49 f(~*'?Clf\r-fA'J \ mPNA 

XX\JII1»J aapivixo Vlll UJllJVJoUlllQ jL\j UpCJl llZaxllllg XicUiXC \\->4,\J\JllHZ, j t IILtVL N/\ 


NM 018384 

J.>I1VX UIOJOI 


TTomn saniens immiinp a^QftfiatpH nnplpnfiHf» A lilrp 1 fmmiQp\ ^TAN4T ^ m"RNA 


NM 018^4 


nuiiiu oapiciio ^/luuiiiuouiiic z.\j open rcauing it<±itic ho ^v-zZuoriHOj, ixixviN/v 


NM 018347 


xiomo oapiviio uiiiuiiioooiiic z,\j open reauirig name z.y \\^z\JVTLZ,y ) t rnxvLNA 


NM 018397 


numu j>apiciio ^uuiiiuoornc zo open reading 11 aiiic jo [K^zvoiijojy mivLNA 


NM 018989 i 


nomo oajjiciio jjaiaopcuAje protein 1 ^ror 1 ) } rnivLNrv 


NM 018970 

JAIYX v/ X OZ. l \J 


nomo aapiciio i/LLLumoaome z,\j open reaumg lidinc z,\j ^zuonzu ) t mivrNA i 


"MM 0189S7 


nomo oapiciio uxuonioooxne z.\) open redding irdxjie _>o ^^zoorijO/, mi\J.N/\. 


NM 018197 


Homo sapiens zinc linger protein 64 homolog (mouse) (ZFP64), mRNA 


NM 018010 


Homo sapiens estrogen-related receptor beta like 1 (ESRRBL1), mRNA 


NM 017446 


Homo sapiens mitochondrial ribosomal protein L39 (MRPL39)» mRNA 


NM 017429 


Homo sapiens beta-carotene 15, 15'-dioxygenase (BCDO), mRNA 


NM 016082 


Homo sapiens chromosome 20 open reading frame 34 (C20orf34), mRNA 


NM 016610 


Homo sapiens toll-like receptor 8 (TLR8), mRNA 


NM 016009 


Homo sapiens SH3-domain GRB2-like endophilin Bl (SH3GLB1), mRNA 
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NM 016408 


Homo saoiens chromosome 20 onen reading frame 34 (CJOnrf^d^ m"R>JA 


NM 016407 


Homo sapiens chromosome 20 open reading frame 43 (C20orf43), mRNA 


NM_016319 


Homo ^aniens COP9 constitutive nhntnmnrnhnDPnir hnmnlncr cuTM-mit 7A 

(Arabidopsis) (COPS7A), mRNA 


NM 015985 


Homo sapiens angiopoietin 4 (ANGPT4), mRNA 


NM_015834 


Homo sapiens adenosine deaminase, RNA-specific, Bl (RED1 homolograt) 
CAD ARB 11 transcrit)t variant DRADA2c mRNA 


NM_015833 


Homo saoiens adenosine deaminase RNA-snpHfir R1 fRFD1 hnmnlrux rati 
(AD ARB 1), transcript variant DRABA2b, mRNA 


NM 014036 


Homo sam'pns RCIvf-lilfP mpmhranp nrotpin -nrf^rMr^nr rRT AA^T7\ ml? XT A 

x.j_vjxxi\j oaL/XVslxo AJ V^xvx xxitx, liit/lliUi CU1C/ |XlVJlCxxl JJi CO Ixx oUl 1 j/-\,\yi vV/y III ix |\ f\ 


NM 014012 


Homo sapiens RAS (RAD and GEM)-like GTP-binding (REM), mRNA 


NM 014841 

1 11"! V 1"U~1 


ajajxxjvj aaiJi&xio ajMxapuuaUiixax~aoolJUlalCU UiUlClIl, y I Kl y nOlxlOlOE tmOUSc ) 

(SNAP91),mRNA 


NM 014795 


Homo ^anipns 7inp finaer Tinmprihrnr 1fi ^/RHY 1 "R^ ml? TsTA 

AAUiiiu OOL-Mfc-XXD £illxv IXXXgCX IxUIxxCUUUA 1U J7 X JL/ V 1 X_> J, IllrV IN J-\ 


NM_015313 


Homo saniens Rho Piianinp rmplpntirlp PYrhnno-p fopfrvr ffirPI?! 19 / A1?Ui'2.J7TJi'9 > \ 

•xxvjiiiv> ocxL/x^/xxa x\_uw gixaxuxxv uiU/iCUUUC/ CA^lidJlgjC IctUlUI ^vJJI»J7^ \J\jS£\\JE*f ), 

mRNA 


NMJ) 14784 


Homo saniens Rho PliaTvinp mirlpntiHp pvrhnnop fnrtrvr fiTPTTi 1 1 f APTTfTCCI 1\ 
xxvfxxxv ool/jvxxo avxxw gu.aiijuit' iiu^iLUUUL C/Al/llaixgG XdvlUI ^vJXUT j x. i. \(\ IVJtlxXCJ? 1 1 J, 

mRNA 


NMJ) 14862 


Homo sapiens aryl-hydrocarbon receptor nuclear translocate 2 (ARNT2), 
mRNA 


NM 014054 


Homo satiipns phrOTnosomp 90 rvnpn rpaHino fra-m** xlO /Y*^ Onr ■filOA mUNTA 
xxvxxxv oaL^xv/Xio wuvixiv/ovilic -t»V/ v/pcil ICaUxxIg XialllC *tv ^V^ZUOXlrrV/y, IIlivlN/V 


NMJH5629 


Homo sapiens PRP3 1 pre-rnRNA processing factor 3 1 homolog (yeast) 
(TRPF31, mRNA 


NM 015417 


Homo saoiens cIttotTiOSOitip 90 onpn rpfidma frnmp 98 fr^OnrF^Ri -mPMA 

ij.vu.iu aupiviio vjxx wxxxv/OVJiXX^ upt/lx xt<a.\jxxxg XLdXIiG \\*>£\J\JLl.ZtO)y 1 1 1 fx 1 \ /A 


NM_0 14625 


Homo saoiens nenhrom^ 2 idionathip «:tprriiH-rpQictant fnriHr*f»i-ni ^^JP'^TQ9^ 
mRNA 


NM_014592 


Homo sapiens Kv channel interacting protein 1 (KCNIP1), mRNA 


NM_014140 


Homo sat)iens SWT/SNF related matrix a<i<inpiatpd apfin HprvpnHpnt rprmlatrw n-f 
chromatin, subfamily a-like 1 (SMARCAL1), mRNA 


NM 013442 


Homo sapiens stomatin (EPB72)-like 2 (STOML2), mRNA 


NM 013248 


Horn o <;ar» en NT TTF-1 i lrp p^nnrt fn ptnr 1 HsIVT 1 "\ mP "M A 


NM 013316 


Homo *Janipri<I OOT?4-T , JO'T trnnQPrintmn rrim-nl enVnmif {C i 7*Jr\'TA\ *vil?XTA 
±±\jixi\j oapiwid V-A^xv-r xnv_/x UallDUiipLlUIi L-UilipiCA, bUDUnil ^^xNL/X £ f/, rnXvlN/V 


NM 013348 

X 1 A*X- V/IJ^U 


xxumu &apiciii» puLda^iuiJi liiwaiuiy-iccLiiyiiig cndnnei, suDiamiiy j, memoer 14 
fl£CNJ14i mRNA 


NM_0 13279 


Homo sapiens chromosome 1 1 open reading frame 9 (CI lorf9), mRNA 


NMJ312418 


Homo saoiens farcin homolog 9 flptin-hnndlino nmtpin rptinol 
(Strongylocentrotus purpuratus) (FSCN2), mRNA 


NM 012201 


Homo saniens ffolei aDrjaratus orotein 1 fCrT Gl i mPNA 


NM 000519 


Homo saoiens hemoplohin dplta rHRD i mRTvJA 


NM 006999 


Homo saoiens oolvmerase fDNA Hirprtpdi Qiomn fPOT ^ tnR"NTA 


NM_006719 


Homo sapiens actin binding L1M protein (ABL1M), transcript variant ABLxM-m, 
mRNA 


NM_002313 


Homo ^aoipriQ artin T^inHina T TlV/f nrrttpin ( ART TA^ fran cpt-i-rx-f- irorionf AT3T TA/T 1 
xiuuju oapiciii av^iiii uilXUiXig X^XiVX pxuiClll ^/\X5 JL/XIVXy, tTallbCripL Van 2111 A rSI AvJy-l^ 

mRNA 


NM 007238 


TTnmn Q^T>lPnQ nprr^Yicnmsil mpmliranp r>rr\t*»in 4 /9zlVri\ rPYA>TD^\ ™T)\T A 
J-AWiinJ oapiCxio ^ClUAioUIlIai IllCIIlUXaxlC pXUlCin *t \ZrrjfAJ) \jr^l\i.r c f) i nxKJNA 


NM 007184 


Homo sapiens nischarin (NISCH), mRNA 


NMJ)06720 ; 


Homo sapiens actin binding LIM protein (ABL1M), transcript variant ABLIM-s, 
mRNA 


NM 007026 


Homo sapiens dual specificity phosphatase 14 (DUSP14), mRNA 


NM 006837 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 5 
(Arabidopsis) (COPS5), mRNA 


NM 006614 


Homo sapiens cell adhesion molecule with homology to LI CAM (close homolog 
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ofLl)(CHLl),mRNA 


NM 006410 


Homo sapiens EffV-l Tat interactive protein 2, 30 kD (HTATIP2), mRNA 


NM 006432 


Homo saDiens Niemann-Pick disease tvoe C2 fNPC2 1 mRNA 


NM 006348 


Homo saDiens eoloi transnort comnlex 1 (90 IcD subuniti COOT/TPI i mRNA 


NM 006408 


Homo saDiens anterior gradient 2 homoloff (Xenenus laevisi ( AGR2i mRNA 


NM 006106 


Homo saDiens Yes-associated orotein 1 65 kD fYAPl") mRNA 


NM 006096 


Homo saniens N-mvc downstream repnlated &ene 1 rNDRfTl i mRNA 


NM_006071 


Homo sapiens polycystic kidney disease (polycystin) and REJ (sperm receptor 
for effff iellv homoloff sea urchin VKlce fPKDREJ i mRNA 


NM 006092 


Homo sapiens caspase recruitment domain family, member 4 (CARD4), mRNA 


NM 005748 


Tfnrnn sanipns VY1 assnriatpH fartrvr 9 CVAV0 i mRNA 


NM 005715 


Pfnmn sani pns 1 iron vl -9 -oiilfntrnn^fi pra^p /TTSTi mRNA 


NM 005622 


TTrvtnn cutiiptio £!A Vi"\/r>p - rfpncirin-uccnr»i5it'f a r1 Vi r\m p»l r\ cr /Voti ATTi mR"MA 
XIUIIIU oapiCilo o/\ JLiyjyCI ICliMUIl-dboUwalCU IlvJIIiUIUg VV-**"^/? inivLN/V 


NM 005733 

I^IYA \J\J -J 1 J J 


T-Trvmn cnnipriQ P ARfi intpraoiiTi cr tWnpcfn-Hlrp fraViVinpcmf^i ^R AT^/Ctf TI7T i 
iiuiuu oapiciiD ivrVAJvj unci doling, JVJJ.iCi>iii-iiJvC/ ^iaUiviiiCMiiuy yJV/TX>Ux\JLrJ_/l > 

mRNA 


NM 005668 


Hcimn ^anipriQ sialvltransfprflQp 8T*) ^alnVia-^ 8-T^r*1v<;ia1vtraTiQfpraQpi ^^ITAT , 8^l^ 

rnRNA 


NM 005606 


Homo sapiens legumain (LGMN), rnRNA 


NM 004649 


TTnmn sarjiPtis pbrnmosAmp91 nnpn rpaHm<y fratnp H (C^0\ c\tF\'X\ mPMA 


NM 005469 


Homo sapiens peroxisomal acyl-CoA thioesterase (PTE1), mRNA 


NM 005180 


AiUlllU' oapj-Cllo aj lyilipilUlIla IVIU-IVaJL* V UlaCI lllsll IC^lUil ^lllUUoC^ ^JDlVill^j IILivIN/i. 


NM 005108 


AlUlIHJ 5d.pj.CIlo AyiUJUrUIldoC IlUIIlUlUg yAA. JallXUCIlZaCy I LD IlLLviN/V 


NM_004610 


Homo sapiens t-complex 10 (mouse) (TCP 10), rnRNA 


NM 004570 


Aiuixiu bapiciib rnuugcn-dULivdicu. proicm Kjndbc KJiidbc Kindse Kinase z 
(MAP4K2), mRNA 


004086 


aauiiiu bapicxid oua^uiauun idt/iui \^ noiiit>Jt)g, Lociuin ^Juimuius poiypnemus ) 
(COCH), mRNA 


"MM 004971 


xiomo sapiens caroonyaraie ^cnonaroinn o ) suiio trans ierase j ^LJtio i 5 j, mKJN A 


NM_004902 


Homo sapiens RNA-binding region (RNP1, RRM) containing 2 (RNPC2), 

mPMA 


NM_004353 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade H (heat shock 
proxem h /), memoer i , (couagen Dinamg proxem i ) (oxiKx junit i ), niKiN A 


TvJM 0043 1 7 


Homo sapiens arsA arsenite transporter, ATP-binding, homo log 1 (bacterial) 
(ASNA1), mRNA 


MM* Of) 1947 

INIV1__UV 1 ZH / 


luorno sapiens ecLonucieosiae uipnospnaie uipnospnonyaroiase o ^putative 
function) (ENTPD6), mRNA 


nm ooirii 


aauiiiu adpienb buuu isupprcssoi 01 oiniL/o nomoiog sjr^. niuuiansj ^oUJJaJi, 
mRNA 


"mm nn^ i4i 


xiomo sapiens singie-siranQeu xJiy a omoing protein ^ooaja i ) ) mKJNA 


tsjm ooioqr 


riomo sapiens syntropnin, aipna i ^aysuopwn-associatea protein ai, jyjciJ, 
acidic component) (SNTA1), rnRNA 


vnv/f oo^o^zi 


Homo sapiens sialyltransferase 8 A (alpha-N-acetymeiiraminate/alpha-2,8- 
sialytransferase, GD3 synthase) (SIAT8A), mRNA 


"MM 001098 


Homo sapiens SHB (Src homology 2 domain-containing) adaptor protein B 
fSHTVi mRNA 


NM 003579 


Homo sapiens RAD54-like (S. cerevisiae) (RAD54L), mRNA 


NMJ)02669 


Homo sapiens pleiotropic regulator 1 (PRLlhomolog, Arabidopsis) (PLRG1), 
mRNA 


NMJ)00139 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 1 
(MS4A2), mRNA 


NM 003836 


Homo sapiens delta-like 1 homolog (Drosophila) (DLK1), mRNA 


NM 003653 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 3 
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(Arabidopsis) (COPS3), mRNA 


NM_000083 


Homo sapiens chloride channel 1, skeletal muscle (Thomsen disease, autosomal 
dominant) (CLCN1), mRNA 


NM.000691 


Homo sapiens aldehyde dehydrogenase 3 family, memberAl (ALDH3A1), 
mRNA 


NM_001112 


Homo sapiens adenosine deaminase, RNA-specific, Bl (RED1 homolog rat) 
(ADARB1), transcript variant DRADA2a, mRNA 


NM_004370 


Homo sapiens collagen, type XII, alpha 1 (COL12A1), transcript variant long, 
mRNA 


NM_080645 


Homo sapiens collagen, type XII, alpha 1 (COL12A1), transcript variant short, 
mRNA 


NM 080681 


Homo sarviens cnllaffen tvne XI alnha ? fPOT 1 1 A9^ tranQrrirtt variant 9 
mRNA 


NM 080680 


Homo saniens collagen tvne XT alnha 2 fC!OT.1 1 A T\ tra-ncrrmt variant 1 
mRNA 


NM_080679 


Homo saniens collagen tvne XI alnha 2 fCOLl 1A2^ tran<5crint variant 3 
mRNA 


NM 003593 


Homo saoiens wineed-helix nude fWHN^ mRNA 


NM 000638 


Homo saniens vitronectin fserum snreadint* factor <inrnntnrripHiri R rnmnlpmpnt 
S -protein) (VTN), mRNA 


NM__080682 


Homo saniens vascular cell adhesion molecule 1 fVCAMll tramcrint variant 1 
mRNA 


NM_001078 


Homo sapiens vascular cell adhesion molecule 1 (VCAM1), transcript variant 1, 
mRNA 


NM 006115 


Homo sapiens preferentially expressed antigen in melanoma (PRAME), mRNA 


NM 000175 


Homo sapiens glucose phosphate isomerase (GPI), mRNA 


NM 020526 


Homo sapiens EphA8 (EPHA8), mRNA 


NM 002109 


Homo sapiens histidyl-tRNA synthetase (HARS), mRNA 


NM 012208 


Homo sapiens histidyl-tRNA synthetase-like (HARSL), mRNA 


NM 004608 


Homo sapiens T-box 6 (TBX6), transcript variant 1 , mRNA 


NM 080758 


Homo sapiens T-box 6 (TBX6), transcript variant 2, mRNA 


NM 080718 


Homo sapiens T-box 5 (TBX5), transcript variant 2, mRNA 


NM 080717 


Homo sapiens T-box 5 (TBX5), transcript variant 3, mRNA 


NM 000192 


Homo sapiens T-box 5 (TBX5), transcript variant 1, mRNA 


NM 080832 


Homo sapiens poly(A) binding protein, cytoplasmic 5 (PABPC5), mRNA 


NM 080824 


Homo sapiens chromosome 20 open reading frame 106 (C20orfl06), mRNA 


NM 080822 


Homo sapiens candidate tumor suppressor OVCA2 (OVCA2), mRNA 


NMJ)80821 


Homo sapiens chromosome 20 open reading frame 108 (C20orfl08), mRNA 


NM 080820 


Homo sapiens chromosome 20 open reading frame 88 (C20orf88), mRNA 


NM 080818 


Homo sapiens G protein-coupled receptor 80 (GPR80), mRNA 


NM 080817 


Homo sapiens G protein-coupled receptor 82 (GPR82), mRNA 


NM 080794 


Homo sapiens mitochondrial ribosomal protein L39 (MRPL39), mRNA 


NM 020973 


Homo sapiens cytosolic beta-glucosidase (GLUC), mRNA 


NM_054112 


Homo sapiens chromosome 20 open reading frame 63 (C20orf63), mRNA 


NM 052951 


Homo sapiens chromosome 20 open reading frame 167 (C20orfl67), mRNA 


NMJH4145 


Homo sapiens chromosome 20 open reading frame 30 (C20orf30), mRNA 


NM 033409 i 


Homo sapiens chromosome 20 open reading frame 54 (C20orf54), mRNA 


NM 032013 


Homo sapiens NDRG family member 3 (NDRG3), mRNA 


NM 032109 


Homo sapiens orthopedia homolog (Drosophila) (OTP), mRNA 


NMJ324021 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 4 
(MS4A4A), mRNA 


NM 022910 


Homo sapiens NDRG family member 4 (NDRG4), mRNA 
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NM 025206 


Homo sapiens fer-l-like 4 (C. elegans) (FER1L4), mRNA 


NM 024960 


Homo sapiens chromosome 20 open reading frame 48 (C20orf48), mRNA 


NM 024893 


Homo sapiens chromosome 20 open reading frame 39 (C20orf39), mRNA 


NM 024299 


Homo sapiens chromosome 20 open reading frame 149 (C20orfl49), mRNA 


NM 024077 


Homo sapiens SECIS binding protein 2 (SBP2), mRNA 


NMJ)22730 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 7B 
(Arabidopsis) (COPS7B), mRNA 


NM 022574 


Homo sapiens postmeiotic segregation increased 2-like 12 (PERQ1), mRNA 


NMJ)22568 


Homo sapiens aldehyde dehyrdogenase 8 family, member Al (ALDH8A1), 
mRNA 


NM 022477 


Homo sapiens NDRG family member 3 (N0DRG3), mRNA 


NM 022082 


Homo sapiens chromosome 20 open reading frame 59 (C20orf59), mRNA 


NM_022058 


Homo sapiens solute carrier family 4, sodium bicarbonate transporter-like, 
member 10 (SLC4A10), mRNA 


NM 021230 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia3 (MLL3), mRNA 


NM_021145 


Homo sapiens cyclin D binding myb-like transcription factor 1 (DMTF1), 
mRNA 


NMJ)05238 


Homo sapiens v-ets erythroblastosis virus E26 oncogene homolog 1 (avian) 
(ETSD mRNA 


NM 020465 


Homo sapiens NDRG family member 4 (NDRG4), mRNA 


NM 014227 


Homo saniens solute carrier familv 5 How affinitv phioose cotran snort e*r\ 
member 4 (SLC5A4), mRNA 


NM 015317 


Homo sapiens pumilio homolog 2 (Drosophila) (PTJM2), mRNA 


NM JH5665 


Homo sapiens achalasia, adrenocortical insufficiency, alacrimia (Allgrove, triple- 
A) (AAAS), mRNA 


NM_021950 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 2 (Fc 
fragment of IgE, high affinity I, receptor for; beta polypeptide) (MS4A1), mRNA 


NM_005589 


Homo sapiens aldehyde dehydrogenase 6 family, member Al (ALDH6A1), 
mRNA 


NM00O533 


Homo sapiens proteolipid protein 1 (Pelizaeus-Merzbacher disease, spastic 
paraplegia 2, uncomplicated) (PLP1), mRNA 


NM 016252 


Homo sapiens baculoviral IAP repeat-containing 6 (apollon) (BIRC6), mRNA 


NM 014351 


Homo sapiens sulfotransf erase family 4 A, member 1 (SULT4A1), mRNA 


NMJ)12323 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog F 
(avian) (MAFF), mRNA 


NM_006600 


Homo sapiens nuclear distribution gene C homolog (A. nidulans) (NUDC), 
mRNA 


NM_006145 


Homo saniens DnaJ fHsn40) homolog subfmailv B member 1 (DNAJBH 

UU^/lVilU i-^XiUV yJlAV^/ » / xX\JXXX\^Xv^^y ^ Ly lilllilij' A— * ^ IJllVAliUVl X \^3—*X ^J. \.\J XJ X J j 

mRNA 


NM__005120 


Homo sapiens trinucleotide repeat containing 1 1 (THR-associated protein, 230 
fcD subunit) (TNRC1 1), mRNA 


NM_001383 


Homo saniens diotheria toxin resistance nrotein reauired for dinhthamide 
biosynthesis-like 1 (S. cerevisiae) (DPH2L1), mRNA 


NM 001327 


Homo sapiens cancer/testis antigen 1 (CTAG1), mRNA 


NM 080750 


Homo sapiens chromosome 20 open reading frame 143 (C20orfl43), mRNA 


NM 032819 


Homo sapiens zinc finger protein 341 (ZNF341), mRNA 


NMJH7895 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 27 (DDX27), 
mRNA 


NM 030782 


Homo sapiens cisplatin resistance related protein CRR9p (CRR9), mRNA j 


NM 080748 


Homo sapiens chromosome 20 open reading frame 52 (C20orf52), mRNA 


NM 080743 


Homo sapiens serine-arginine repressor protein (35 kDa) (SRrp35), mRNA 


NM 080742 


Homo sapiens UDP-glucuronyltransferase-S (GLCATS), mRNA j 
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NM 080741 


Homo sapiens sialidase 4 (NiiU4) s mRNA 


NM 080739 


Homo sapiens chromosome 20 open reading frame 141 (C20orfl41) 1 mRNA 


NM 033550 


Homo sapiens chromosome 20 or>en reading frame f>4 (ClharffJ^ ml? ma 

u viu v j^iv/uv/iuv i-\J \jyjKtll 1 vavillig Hail It \y*t y^v^Z. V/UI JLCt^, IXlXvXN.f\, 


NMJ)80732 


Homo sapiens egl nine homolog 2 (C. elegans) (EGLN2), transcript variant 3, 
mRNA 


NM_053046 


Homo sapiens egl nine homolog 2 (C. elegans) (EGLN2), transcript variant L 
mRNA 


NMJ)25106 


Homo sat)iens SPRY domain-enntainirto SOf 1 ^! hmr nrrtt*»in QQT* 1 n?T TooioaA 
4.4.%/^^.^/ ju^/jv/ju ua i\ x uvijiiaiii~vuiiuiiiiiji^ uuuo uua protein oijJC5~i 1 r LrJz>/,5)7j ) 

mRNA 


NMJ)30760 


Hom.0 sapiens endothelial diffeTTetitiarifYri onViinorklfmr? r\rr\+e*\-r\ r>r\iiv\] e*A 

receptor, 8 (EDG8), mRNA 


NM__016069 


Homo sapiens mitochondria-associated protein involved in granulocyte- 
macrophage colonv-stimulatinff factor sienal transduction fN/fnon-iaci nnr-l^or 
gene encoding mitochondrial protein, mRNA 


NM 021205 


Homo sapiens Wnt-1 responsive Cdc42 homolog (WRCH-1), mRNA 


NM 032495 


Homo sapiens hypothetical protein SMAP31 CSMAP31 > l mRNA 


NM 032556 


Homo sapiens interleukin-1 HY2 (EL1HY2), mRNA 


NM_014331 


Homo sapiens solute carrier familv 7 fcationic amino arid trfmcnnrtAr 
system) member 1 1 (SLC7A1 1), mRNA 


NM 017564 


Homo sapiens stabilin-2 (STAB2), mRNA 


NM 020924 


Homo sapiens bioref (bioref), mRNA 


NM 015356 


Homo sapiens scribble (SCRIB), mRNA 


NM 030648 


Homo sapiens SET domain-containing nrotein 7 (SFT7^ mPNA 


NM 018488 


Homo sapiens T-box 4 (TBX4) mRNA 


NM 016470 


Homo sapiens chromosome 20 map 20ql3.1 1 


NMJ)80722 


Homo sapiens a disinteerin-like and metallnnrntppQp fn»r»rn1vQm tvn^ «ri+v» 
thrombospondin type 1 motif, 14 (ADAMTS14), mRNA 


NM 080676 


Homo sapiens chromosome 20 open reading frame 133 (C20orfl 3T> mRNA 


NM 080674. 


Homo sapiens chromosome 20 open readme frame 86 (C!20nrfKr» i mRNA 


NM_080621 


Homo sapiens chromosome 20 open reading frame 136 (C20orfl36), mRNA 


NM 0806Q8 


Homo sapiens chromosome 20 ooen readme frame 1 r>S (OfinrH mT?MA 


NM_080719 


Homo sapiens hypothetical protein MGC4473 (MGC4473), mRNA 


NM 003495 


Homo sapiens H4 histone familv member M (TMFIVH nVRNA 


NM 020633 


Homo sapiens VIR-like 1 fVlRLH mRNA 


NM 007259 


Homo sapiens vacuolar protein sorting 4S A fveasri fVP^MSA^ mPWA ! 


NMJ)80631 


Homo sapiens vacuolar nrotein ^nrtina 41 Tv^nct^ rVPQ41^ froncr>n'nt o 
^"Jr A ^ AAkJ 'uvuwiBi piuimi oui uiig *tx yy^ao\.j yrxOHl j 9 iranscripi Variant z, 9 

mRNA 


NM 014396 


Homo sapiens vacuolar protein sortine 41 Cveasti fVPS41 1 rran^rrmt variant i 
mRNA 


NMJ) 18668 


Homo sapiens vacuolar protein sortine 33B Tveast) (VPS33B^ mRNA 


NM_022916 


Homo sapiens vacuolar protein sorting 33A (rat homolog) (VPS33A), mRNA 


NM_ 003610 


Homo sapiens RAE1 RNA export 1 homolog CS nombe^ fRAF1 1 mRNA 


NM 014061 


Homo sapiens APR-1 protein (MAGEH1), mRNA 


NM 001927 


Homo sapiens desmin fDFSi mRNA 


NM 080593 


Homo sapiens histone family member (H2B/S), mRNA 


NM_080596 


Homo sapiens histone family member (H2A/S), mRNA 


NM_001867 


Homo sapiens cytochrome c oxidase subunit Vile (COX7C), nuclear gene 
encoding mitochondrial protein, mRNA 


NM1001866 


Homo sapiens cytochrome c oxidase subunit VlTb (COX7B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_004718 


Homo sapiens cytochrome c oxidase subunit Vila polypeptide 2 like 
(COX7A2L), nuclear gene encoding mitochondrial protein, mRNA 
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NM_001865 


Homo sapiens cytochrome c oxidase subunit Wa polypeptide 2 (liver) 
ffYVx"7A2^ nuclear eene encoding mitochondrial nrotein. mRNA 


NM_001864 


Homo sapiens cytochrome c oxidase subunit Vila polypeptide 1 (muscle) 
(CCYXl A 1^ nuclear eene encoding mitochondrial Drotein. mRNA 


NM 006438 


Homo sapiens collectin sub-family member 10 (C-type lectin) (COLEC10), 
mRNA 


NM_080544 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase fCOLO\ transcrrDt variant VHL mRNA 


NM_080543 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase fCOLO^ transcriot variant VII. mRNA 


NM 080542 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant VI, mRNA 


NM_080541 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase ( COLO), transcript variant V, mRNA 


NM 080540 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asvmmetric acetylcholinesterase ( COLO\ transcriDt variant IV, mRNA 


NM 080539 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
atrvmrmptrir* apptvlchnli-npstprasp fCTTLO) transcri'Dt variant III mRNA 


NM_080538 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
oc^/rritriptrip arptvlphnlitiPctprnQP frYYT fY^ transcrint variant TT mRNA 


IN1V1_UUjO/ / 


Wnmn cqt\iptic pnllaopn-liVp tail snHnnit f single strand of" homotrimer^ of 

XlvlIilvJ odL/lCllo vUlldeiwU 11 JVC Ldll oUUUilil ^olilglw ouuiiu \jx ii.\JLii\JLX an\^i. j ui 

flQvmmptric a pptvlchol in esterase (COLO^ transcriot variant I. mRNA 


NM.080592 


Homo sapiens apoptosis related protein APR-3 (APR-3), transcript variant 2, 
mRNA 


JLNlVi UiOv/OJ 


ITrvmn canipnc nnnntrmiQ relatprl nrotein APR-"} fAPR-3^ transcriot variant 1 

XlUXIlV/ odLllCllO ClUWl/lvJOlO iUUllvU L/lKJiXfUl. ill JLX J \JTXX IX. -J J) IX lUMVi -IJf t ¥Ui 1; 

mRNA 




T-T/vm*> cor\ii=rkc anrvrvfrncio rplatpH rvrAtPttt f AT^R-'?'^ mR*NfA 
XIOIIIU odpiCllo dpupiUolo IClalCU pujlvlll \-**-i -1^- J) lliXVL^^i. 


NM 001745 


Homo sapiens calcium modulating ligand (CAMLG), mRNA 


JNM_UU4J41 


xiomo sapiens caruamoyi-pnobpiidic byiiuicuioc x., dapaiiaLc uaii^diucmividiic, 
and dihydroorotase (CAD)„ nuclear gene encoding mitochondrial protein, 


NM_032493 


Homo sapiens adaptor-related protein complex 1, mu 1 subunit (AP1M1), 


NM_001128 


Homo sapiens adaptor-related protein complex 1, gamma 1 subunit (AP1G1), 
mRNA 


NM 080545 


Homo sapiens adaptor-related protein complex 1, gamma 2 subunit (AP1G2), 

fru*n cprint variant 0 mT^N^A 
Uallowlipi vaiiaiii iiixvL^n 


NM_003917 


Homo sapiens adaptor-related protein complex 1, gamma 2 subunit (AP1G2), 

LTdHoL-lipL VailallL 1, lliXvlN^i. 


NM 080549 


Homo sapiens protein tyrosine phosphatase, non-receptor type 6 (PTPN6), 
uanscnpi Vdiiani j, iiirviN-rv 


NM 080548 


Homo sapiens protein tyrosine phosphatase, non-receptor type 6 (PTPN6), 
xranscnpx vanani z, iiiivln/t. 


NMJ)02831 


Homo sapiens protein tyrosine phosphatase, non-receptor type 6 (PTPN6), 
iranscnpi variani i , nnviNrv 


NM 002830 


Homo sapiens protein tyrosine phosphatase, non-receptor type 4 
(megakaryocyte) (PTPN4), mRNA 


NM_002829 


Homo sapiens protein tyrosine phosphatase, non-receptor type 3 (PTPN3), 
mRNA 


NM 080423 


Homo sapiens protein tyrosine phosphatase, non-receptor type 2 (PTPN2), 
transcript variant 3, mRNA 


NM 080422 


Homo sapiens protein tyrosine phosphatase, non-receptor type 2 (PTPN2), 
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transcrint variant 2 mRNA 


NM_002828 


Homo sapiens protein tyrosine phosphatase, non-receptor type 2 (PTPN2), 
transcrint variant 1 mRNA 


NM.002827 


Homo sapiens protein tyrosine phosphatase, non-receptor type 1 (PTPN1), 
mRNA 


NM_014241 


Homo sapiens protein tyrosine phosphatase-like (proline instead of catalytic 
arainine i member a fPTPT A i mPNA 

<XL glllllL^J) XllVlllL/wl d \x XX ' • n J j lliXVLi/jL 


NM 003479 


Homo sapiens protein tyrosine phosphatase type IVA, member 2 (PTP4A2), 

franscrint variant 1 mRNA 

UailOV/llL^l Y CU. lOLl L 1, 1 1 1 1 VI in 


NM 080392 


Homo sapiens protein tyrosine phosphatase type IVA, member 2 (PTP4A2), 
transcrint variant 3 mRNA 


NM 080391 

-A.TJk.TJL vW*// JL 


Homo saniens nrotein tyrosine nhosnhatase tvne TVA mpmher 7 fPTP4A9 i 
transcript variant 2, mRNA 


NM 080591 


Homo sapiens prostaglandin-endoperoxide synthase 1 (prostaglandin G/H 
svnthase and cvclooxveenasei fPTGSl i transcrint variant 2 mRNA 


NMJ00962 


Homo sapiens prostaglandin-endoperoxide synthase 1 (prostaglandin G/H 
svnthase and cvclooxveenasei fPTGSl i transcrint variant 1 mRNA 

iiwiuuv uiivi w jr vivv/vjf ^viiuuj v y yX i \JU1 y ^ UUlitjvliyi T iXX I fill L X y 1111VL lii. 


NM 004058 


Homo sapiens calcyphosine (CAPS), transcript variant 1, mRNA 


NM 080590 


Hnmn Qanipn<! palpvtYhoQinp ^f^APS^ trancprint variant 0 -ml? 1\T A 

JL-lviiJAJ oajpit/llo l^alV.'J' jJUUolllt ^ATOy, UcUlodipL VallaJlL Z>, IlUviN/Y 


NM_006380 


Homo sapiens amyloid beta precursor protein (cytoplasmic tail) binding protein 
2 (APPBP2 1 mRNA 

\r\± x xjx y, 1 i jxvi. x a 


NM_003905 


Homo sapiens amyloid beta precursor protein binding protein 1, 59kD 
(APPBP1 1 mRNA 

^Ai X XJX X Jj 1 1 1XX1 1 A 


NM 00578^ 

iixvx w j / oj 


T-Tmnrv cnnipnc ATP TTmrHtiO' nrntpin acc/\pfatp/4 with ppII r\ i -Fff*rf*r\ ti o H° r\r\ 
iiviuu odpit;iit> / v x x ui-UUing piULCiii oooiJUlaLCvl Willi Cell UlxlCI CllllallUIl 

(APACDi mRNA 

yiix. -rxv^-x-/ y j xiixyxijL 


NM 080600 

1 llVX WWW 


Homo sa.ryipns mvplin assopiafpH olvponrntpin CbA A.Cr\ trari^prmt variant 9 
m±\jxxx\j aakjiwxo liiyvim dodUviaiwu giyuukJi iiitiii ^iyxtwji, u allo^i ijJl vallalll Z, ? 

mRNA 


NM 002361 


Homo saniens mvelin associated Pivconrotein fN/f AG i transprint variant 1 
mRNA 


NM 005994 


Homo sapiens T-box 2 (TBX2), mRNA 


NM 080647 


Homo sapiens T-box 1 (TBX1), transcript variant C, mRNA 


NM 080646 


Homo saniens T-box 1 ( TBXli transcrint variant A mRNA 


NM_080675 


Homo sapiens sperm associated antigen 4-like (SPAG4L), mRNA 


NM 080617 


Homo saniens cerebellin nrecursor-like 1 ^GRT,NT.l i mRNfA 


NM 080611 


Homo saniens dual snenifirirv nhnsnhfltflse-lilce 1 S rDTTSPI mRMA 


NM 080610 


Homo saniens cvstalin 9-like fmousei fCST9Li mRNA 


NM 080602 


Homo sapiens actin related protein 2/3 complex, subunit 3B (21 kD) (ARPC3B), 
mRNA 


NG_000011 


Homo sapiens genomic cytochrome P450, subfamily HA (phenobarbital- 
induciblei TCYP2A ?>(cb\ on chromosome 19 

iliuuviuiwy \^~' <J \£4Jf ] yJXX Vila VlIlV/OUlllw X S 


NM 016649 


Homo saniens nhrnmosnmp 90 nnpn readmp frflmp (\ {C*00r\r~fG\ mPNA 


NM 080597 


Homo saniens nwQtprol ViinHincr nrotpfn-liVp 1 A ^OST^PT 1 mRKTA 

x±\slxi\J oapiwllo vlAjrold\Jl UUllllllg piLfldll 11 JVC l/Tt YV-/OXJX !_/ XX\)y 1I1XV1N t\ 


NM 080605 


TTomo <;aniPnQ T TTYP-CtqI *V»ptarr1pN A p Hptn 1 ^-cra1aptr»cr\/1trQncfV»r'joia -r»r\Krr\f*nti/4*a 
xx\jxxiKj oapidio Ui/1 -Vjal.UCLaVJivlN^YU utia i,j gaiavLUoyiUallolviaoC, pUiypCUllvlC 

6 fB3GAJLT6i mRNA 


NM 058169 


Homo sapiens loss of heterozygosity, 12, chromosomal region 1 (L0H12CR1), 
mRNA 


NM 058164 


Homo sapiens olfactomedin 2 (OLFM2), mRNA 


NM 052866 


Homo sapiens ADAMTS-like 1 (ADAMTSL1), mRNA 


NM 018030 


Homo sapiens oxysterol binding protein-like 1 A (OSBPL1 A), mRNA 


NM 033142 


Homo sapiens chorionic gonadotropin, beta polypeptide 7 (CGB7), mRNA 


NG 000013 


Homo sapiens genomic MHC class HI complement gene cluster (MCGC@) on 
chromosome 6 
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NM 020967 


Homo sapiens nuclear receptor coactivator 5 (NCOA5), mRNA 


NM 033044 

X NXYX \JJ J \J I " 


Homo sapiens niicrotubule-actin crosslinking factor 1 (MACF1), transcript 
variant 3, mRNA 


NM 033024 


Homo sapiens microtubule-actin crosslinking factor 1 (MACF1), transcript 
variant 2, mRNA 


NG 000017 


Homo sapiens genomic protocadherin beta cluster (PCDHB@) on chromosome 5 


NM 015864 

A 1 AT A V A w/ U W I 


Homo sapiens chromosome 6 open reading frame 32 (C6orf32), mRNA 


NM 032188 


Homo sapiens histone acetyltransferase MYST1 (MYST1), mRNA 


NM 030776 


Homo sapiens chromosome 20 open reading frame 1 83 (C20orf 1 83), mRNA 


NM 024918 


Homo sapiens chromosome 20 open reading frame 172 (C20orfl72), mRNA 1 


NM 024812 


Homo sapiens brain and acute leukemia, cytoplasmic (BAALC), mRNA 


NM 024777 


Homo sapiens chromosome 20 open reading frame 124 (C20orfl24), mRNA 


NM 024758 


Homo sapiens agmatinase (FLJ23384), mRNA 


NM_024641 


Homo sapiens mandaselin (FLJ12838), mRNA 


NM 024331 


Homo sapiens chromosome 20 open reading frame 121 (C20orfl21), mRNA 


NM 024301 


Homo sapiens fukutin-related. protein (FKRP), mRNA 


NM 005763 


Homo sapiens aminoadipate-semialdehyde synthase (AASS), mRNA 


NM 023935 


Homo sapiens chromosome 20 open reading frame 116 (C20orfl 16), mRNA 


NM 021993 


Homo sapiens FUS interacting protein (serine-arginine rich) 2 (FUSP2), mRNA 


NM 014S^S 


Hnmn «:anien<? transient recentor notential cation channel subfamilv M. member 
5(TRPM5^ mRNA 


NM 000S37 


Homft ^aniens renin fRENi mRNA 

X XW 11 IV/ uUL/1 vllu 1 wiill \ l\Xi-i / 5 11JU.VJ, ill 


NM„016652 


Homo sapiens Crn, crooked neck-like 1 (Drosophila) (CRNKL1), mRNA 


iNlVl UaCIZ'tJ 


Unrrift canifmc mvA'7PniTi 1 ^A/TV" 07 1 ^ ttTRNA 
xlUIilU oapiCllD llijrUovllllx 1 \±YX X \J l-t l j 3 iiulvi ^ a 


NM_001967 


Homo sapiens eukaryotdc translation initiation factor 4A, isoform 2 (EIF4A2), 

rrVPTSJA 


"MIV/T ftlR/^O 
INiVl UloO*t7 


TTnmn c5>nipnQ W9A hictAnp farrrilv mpmher Y2 fH2AFY2^ mRNA 

xiyillU ocipXCIlo XX moiAJilw Xalliiiy, IJIvlllUt'l x av ^xx&ru i ^> xixxva^^a 


NM 015148 


Homo sapiens PAS domain containing serine/threonine kinase (PASK), mRNA 


XT\/f n 1 7QH9 


U/\mn oonipnc KimnviQ in/1ii/»iW#» -fanfrxr 1 a1r\Ha cnVllinit lntriViitfYr f T-T 1 \* 1 AN*^ 

xiomo sapiens nypoAiu-iiiuuLriDic xdx>iui x, aiyiia ouuuixn xixiuuiiim yxxxx xrxi^jy 
tttRNA 


1NIV1_U 1 OZoJ 


Unmn carripnc rlimmn^nmp 1 S rvnpn reading frame 12 fC15orfl2^ nuclear izene 
pnendinp mitochondrial nrotein mRNA 


NM 018267 


Homo sapiens H2A histone family, member J (H2AFJ), mRNA 


NM 017SS5 

XN1VX V X I ~J J J 


Hnmo ^aniens eel nine homoloe 2 (C eleeans'i (EGLN2\ transcriDt variant 2, 
mRNA 


NM 016141 


TTnmn ^aniens lilrelv OTthnlfitr of rat n47 Tn47i mRNA 


NM 01 


Unmn ^anien^ nla^mfilinin fPMT mRNA 

X XVJIllU oa.JJJt.lliJ fJldOlllWXlL^XlX ^X XYI 1 /X Jy AlXAxX^Aa. 


NM 014938 


Homo sapiens Mix interactor (MONDOA), mRNA 


NM 014048 


Unmn cnm'pns IiVpIv orflinloo' nfmmiQft iihinin'tin coniu^atmff enT^vme 7 
interacting protein 5 (UBCE7IP5), mRNA 


lNxVx_Ul^lFxO 


TJVvmn com'pnc QAr^1 ennnrpcenr n"T oftin tmitntiriTK! 1 -liVft iVMdA AOIS^I T . 1 
XlOmO SapiCIlo l>jtVV_/ 1 bUppiCooUI Ux auixll IIlUUiLiuiio x Jiivt- \y^,ex$ij ^un.\^iYi x J-y^j, 

mRNA 1 


NM 01 SI 

X NXYA U1J 1JU 


Hnmrt <;aniens REST corenressor fRCOR^ mRNA 


NM_013337 


Homo sapiens translocate of inner mitochondrial membrane 22 homolog (yeast) 
/TIMM?^ mRNA 

\xxLVxlVX4AJ, llli-Vl^xV 


NM 013233 

A^AYA U X*J 4-1 *J ~J 


Homo sapiens serine threonine kinase 39 (STE20/SPS1 homolog, yeast) 
(STK39), mRNA 


NM 006595 


Homo sapiens apoptosis inhibitor 5 ( API5), mRNA 


NM 006402 


Homo sapiens hepatitis B virus x interacting protein (HBXIP), mRNA 


NM_006351 


Homo sapiens translocase of inner mitochondrial membrane 44 homolog (yeast) 
aiMM44), mRNA 


NM 006327 


Homo sapiens translocase of inner mitochondrial membrane 23 homolog (yeast) 



235 



WO 03/074654 



PCT/US03/05028 





(TIMM23), mRNA 


NM_006335 


Homo sapiens translocase of inner mitochondrial membrane 1 7 homolog A 
JyeasOiTIMMl 7A), mRNA 


NMJ)06420 


Homo sapiens ADP-ribosylation factor guanine nucleotide-exchange factor 2 
(brefeldin A-inhibited) (ARFGEF2), mRNA 


NM 005992 


Homo sapiens T-box 1 (TBX1), transcript variant B, mRNA 


NM 005834 


Homo sapiens translocase of inner mitochondrial membrane 17 homolog B 
(yeast) (TIMM17B), mRNA 


NM_000385 


Homo sapiens aquaporin 1 (channel-forming integral protein, 28kD) (AQP1), 
mRNA 


NMJ)02891 


Homo sarjiens Ras nrotein-snecific guanine nucl^ntiHp-rplpa^Tnty fartnr 1 
(RASGRF1), mRNA 


NMJ)00963 


Homo sapiens prostaglandin-endoperoxide synthase 2 (prostaglandin G/H 
synthase and cyclooxygenase) (PTGS2), mRNA 


NM_002792 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 7 
(PSMA7), mRNA 


NM 002335 


Homo sapiens low density lipoprotein receptor-related protein 5 (LRP5), mRNA 


NM_001402 


Homo sapiens eukarvotic translation elongation factor 1 alnha 1 (FFF 1 A 1 1 
mRNA 


NM 080677 


Homo sapiens dynein light chain 2 (Dlc2), mRNA 


NM 080672 


Homo sapiens Q9H4T4 like (H17739), mRNA 


NMJ)80671 


Homo sapiens potassium voltage -gated channel, Isk-related subfamily, gene 4 
(KCNE4), mRNA 


NM 080670 


Homo sapiens similar to RIKEN cDNA 2610030J16 gene (MGC2541), mRNA 


NM 080669 


Homo sapiens similar to RIKEN cDNA 1 1 10002C08 gene (MGC9564), mRNA 


NM 080667 


Homo sapiens similar to RIKEN cDNA 4931428D14 gene (MGC 15407), mRNA 


NM_080665 


Homo sapiens similar to RIKEN cDNA B2301 1 8G17 gene (MGC 19604), 
mRNA 


NM 080664 


Homo sapiens similar to RIKEN cDNA 4930578F06 gene (MGC9912), mRNA 


NM 080662 


Homo sapiens similar to RIKEN cDNA 1810022F1 1 gene (MGC4281), mRNA 


NM 080660 


Homo sapiens similar to RIKEN cDNA 1200014N16 gene (MGC14289), mRNA 


NM 080659 


Homo sapiens similar to RIKEN cDNA 23 10030G06 gene (MGC14839), mRNA 


NM 080657 


Homo sapiens vipirin (cig5), mRNA 


NM_080655 


Homo sapiens similar to RIKEN cDNA 5730528L13 gene (MGC17337), mRNA 


NM 080654 


Homo sapiens NY-REN-41 antigen (NY-REN-41), mRNA 


NM 080653 


Homo sapiens similar to RIKEN cDNA 4930500C14 gene (MGC9341), mRNA 


NM 080652 


Homo sapiens similar to RIKEN cDNA 5730578N08 gene (MGC15397), mRNA 


NM 004296 


Homo sapiens regulator of G-protein signalling 6 (RGS6), mRNA 


NM 014234 


Homo sapiens FabG (beta-ketoacyl-[acyl-carrier-protein] reductase, E coli) like 
(E. coli) (FABGL), mRNA 


NM 024775 


Homo sapiens gemin 6 (GEMIN6), mRNA 


NM 080626 


Homo sapiens BRI3 binding protein (BRI3BP), mRNA 


NM 080625 


Homo sapiens chromosome 20 open reading frame 160 (C20orfl60), mRNA 


NM 080616 


Homo sapiens chromosome 20 open reading frame 112 (C20orfl 12), mRNA 


NM„080612 


Homo sapiens DOS/Gab family member 3 (GAB3), mRNA 


NM 080607 


Homo sapiens chromosome 20 open reading frame 102 (C20orfl02), mRNA 


NM_080603 


Homo sapiens chromosome 20 open reading frame 162 (C20orfl62), mRNA 


NM_032019 


Homo sapiens histone deacetylase 10 (HDAC10), mRNA 


NM 030815 


Homo sapiens chromosome 20 open reading frame 126 (C20orfl26), mRNA 


NM 020841 


Homo sapiens oxysterol binding protein-like 8 (OSBPL8), mRNA 


NM 020764 


Homo sapiens cask-interacting protein 1 (CASKIN1), mRNA 


NM 016436 


Homo sapiens chromosome 20 open reading frame 104 (C20orfl04), mRNA 
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NM 022104 


Homo sapiens chromosome 20 open reading frame 67 (C20orf67) s mRNA 


NM 080546 


Homo sapiens CDw92 antigen (CDW92), mRNA 


NM 015511 


Homo sapiens chromosome 20 open reading frame 4 (C20orf4), mRNA 


NM 002116 


Homo sapiens major histocompatibility complex, class I, A (HLA-A), mRNA 


NM 023017 


TTomo ^aniens nho^nhoinn^itidf* 1-kina<;p pnhancer rPTTCin mRNA 


NM 020933 


Homo sapiens zinc finger protein 317 (ZNF317), mRNA 


NM 00S017 

aNaV1_^VU JlfJ / 


nuinu bdpicnb pcruAibunic pruiiicraiivc auiivdicu icucpiur, gdiruud ^rr Jt\jx\j) 9 
mRNA 


NM 018206 


AXVJlilU OdjJltmo VavllUldl pUJlC/ili oUlllilg, J«/ yy^aOvJ y V 1 UJ J ^ IIIXvLNjV 


NM_014003 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 38 (DDX38), 
mRNA 


NM.006445 


Homo sapiens PRP8 pre-mRNA processing factor 8 homolog (yeast) (PRPF8), 
mRNA 


NM 003675 


Homo sapiens pre-mRNA processing factor 18 (PRP18), mRNA 




Xxuiuu oapiciib piiy idiiuy i~v^/U/\ iiyuruAyiaoc ^xvciouni uibcabc^ ^rn inj, iiiivLNxA. 


NM_004374 


Homo sapiens cytochrome c oxidase subunit Vic (COX6C), nuclear gene 
ciivuuing iiuiuwioiiuriai protein., niiviN a 


NM_001863 


Homo sapiens cytochrome c oxidase subunit VIb (COX6B), nuclear gene 
cnuoumg nuiocnonariai proiein, nuviNA 


1N1VJI vUJ^v/J 


IaUJIIaJ oaplCIlD Oy lAA/IU U1I1C Kj UAlUaoC oUOUIlU VJLd pOiypcpilUC J* ^L/UAOAZ ^ } 

nuclear gene encoding mitochondrial protein, mRNA 


"NM 004171 

INaVJL XJV^tJ 1 D 


rxuiiiu odpiciib Lyiu^iiruiiiv u OAiudbc buuunii v ia polypeptide i ^uuAO/i i j t 
niiflpflT crpnf* ^nrnHintr mitr>plinnffri^1 rvrntpin mRNA 


NM_032609 


Homo sapiens cytochrome c oxidase subunit IV isoform 2 (COX4I2), nuclear 

{ypfip pnpnHtncy TnifArViriti^rifll rvrntpin ttiRNA 


MM 032489 


Homo sapiens acrosin binding protein (ACRBP), mRNA 


NM_080476 


Homo sapiens CDC91 cell division cycle 91-like 1 (S. cerevisiae) (CDC91L1), 

mRNA 


NM 080473 


Homo sapiens GATA binding protein 5 (GATA5), mRNA 


"KIA/T AOO 1 9 1 
aN1V1_UUZ1Z1 


Homo sapiens major histocompatibility complex, class II, DP beta 1 (HLA- 
DPB1), mRNA 


NM_078470 


Homo sapiens COX 15 homolog, cytochrome c oxidase assembly protein (yeast) 
(COX 15), nuclear gene encoding mitochondrial protein, transcript variant 1, 

mRNA 


IN iVl_U U^f J / J 


riomo sapiens v^uai i nomoiog, cytoenrome c oxiuase assemuiy protein ^yeast^ 

^ POV1 1 i thipIpq'T opup PTirr^rlinfT mii"r»f*V»r»nrlT"i al TYrntpin ml?N^A 
^^>vy-/Vl XJ, HUUlCol gCIXC lllllUOIlUllUlldl piUlClll, 1X1aVIN/\ 


"MM" 001101 


nuuiu adpiciia vyWA 1 1/ nurnuiog, cyiucruuiiie u uAiuaoc abocmDiy proiein, ncme 
A/faTtiPSvltraTisferfl^p TvfaQti TOO'VIO^ nunlpar {xptip pnpftHincy mitopfinnHrial 

protein, mRNA 


NM 054028 


Homo sapiens acyl-malonyl condensing enzyme (AMAC), mRNA 


NM 032485 


Homo saniens chromosome 20 onen readine frame 1 54 ( C20orfl 54 1 mRNA 


NM 033342 


Homo sapiens tripartite motif-containing 7 (TRHVI7), mRNA 


NM 033421 


Homo saniens chromnsome 20 onen readinff frame 161 fO20orfl61 • ml^NA 


NM_033197 


Homo sapiens chromosome 20 open reading frame 1 14 (C20orfl 14), mRNA 


NM 020866 

1 > 1YA W^UUUU 


TTomo saniens kelch-liVe 1 rnrnQonhila^ fTCTJHT.,1^ mRNA 


NM 032883 


Homo sapiens chromosome 20 open reading frame 100 (C20orfl00), mRNA 


NM 032523 


Homo sapiens oxysterol binding protein-like 6 (OSBPL6), mRNA 


NM 020896 


Homo sapiens oxysterol binding protein-like 5 (OSBPL5), mRNA j 


NM_015550 


Homo sapiens oxysterol binding protein-like 3 (OSBPL3), mRNA j 


NM 031473 


Homo sapiens carnitine deficiency-associated gene expressed in ventricle 1 
(CDV-l),rnRNA 


NM 030801 


Homo sapiens MAGE-E 1 protein (MAGE-E1), mRNA 
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NM 025128 


Homo sapiens MUS81 endonuclease (MUS81), mRNA 


NM 024958 


Homo sapiens chromosome 20 open reading frame 98 (C20orf98), mRNA 


NM 024663 


Homo sapiens arninopeptidase-like 1 (NPEPL1), mRNA 


NM 024586 


Homo sapiens oxysterol binding protein-like 9 (OSBPL9), mRNA 


NM 024120 


Homo sapiens chromosome 20 open reading frame 7 (C20orf7), mRNA 


NM 022776 


Homo sapiens oxysterol binding protein-like 1 1 (OSBPL1 1), mRNA 


NM 022109 


Homo sapiens CDw92 antigen (CDW92), mRNA 


NM 022088 


Homo sapiens zinc finger protein 338 (ZNF338), mRNA 


NM 021158 


Homo sapiens chromosome 20 open reading frame 97 (C20orf97), mRNA 


NM 021232 


Homo sapiens proline dehydrogenase (oxidase) 2 (PRODH2), mRNA 


NM 021220 


Homo sapiens zinc finger protein 339 (ZNF339), mRNA 


NM_021039 


Homo sapiens SI 00 calcium binding protein A 14 (calgizzarin) (S100A14), 
mRNA 


NM 020659 


Homo sapiens tweety homolog 1 (Drosophila) (TTYH1), mRNA 


NMJ) 18972 


Homo sapiens ganglio side-induced differentiation-associated protein 1 
(GDAP1), mRNA 


NM 017921 


Homo sapiens hypothetical protein FU20657 (NPL4), mRNA 


NM 017784 


Homo sapiens oxysterol binding protein-like 10 (OSBPL10), mRNA 


NM 017731 


Homo sapiens oxysterol binding protein-like 7 (OSBPL7), mRNA 


NMJ) 18209 


Homo saoiens ADP-ribosvlation factor 1 GTPase activating nrotein 
( ARP 1 GAP), mRNA 


NM 018102 


Homo sapiens zinc finger protein 334 (ZNF334), mRNA 


NM 015891 


Homo sapiens pre-mRNA splicing factor 17 (PRP17), mRNA 


NM 016599 


Homo sapiens myozenin 2 (MYOZ2), mRNA 


NMJ) 14962 


Homo sapiens BTB (POZ) domain containing 3 (BTBD3), mRNA 


NM 014835 


Homo sapiens oxysterol binding protein-like 2 (OSBPL2), mRNA 


NM 014723 


Homo sapiens syntaphilin (SNPH), mRNA 


NM_014183 


Homo sapiens dynein light chain 2A (DNLC2A), mRNA 


NM_014055 


Homo sapiens carnitine deficiency-associated gene expressed in ventricle 1 
(CDV-1), mRNA 


NM 014477 


Homo sapiens chromosome 20 open reading frame 10 (C20orfl0), mRNA 1 


NM_012261 


Homo sapiens chromosome 20 open reading frame 103 (C20orfl03), mRNA 


NM 013369 


Homo sapiens DNA (cytosine-5-)-methyl transferase 3 -like (DNMT3L), mRNA 


NM 012469 


Homo sapiens chromosome 20 open reading frame 14 (C20orfl4), mRNA 


NM 012291 


flfnmn ^aniprm PKtra ^nitiHlp tio1p<! HVp 1 ($\ pprpvi^iap^ rP^PT 1^ "mRNA 


NM 007002 


Homo sapiens adhesion regulating molecule 1 (ADRM1), mRNA 


NM 006809 


TTnmn QanipnQ tran«?1npac:p nf niitpr TnitYv^hrvnHrinl mpmlir^n & "XA fTOTV/f A/T ^ A\ 
XAUiilU oapiciio ii aiioiuuaot/ vji uuivl lllilUWIUJUUl lal illKsLlluL ailC JH ^ A v/lYAlVA JH J 9 

mRNA 


NM 006813 


Homo sapiens proline rich 2 (PROL2), mRNA 


NM 002509 


T-Tomn ^arnpn*? NTC9 traTKcrintinn faptnr Jinmr\1ncr R fDrncrvrihila^ fWl£"V9T}^ 
lxvjiiiu oapit/Ho inxv^ uanavi ipuun iav/LUl iiiHiiuiug jl> y±Ji\Jo*jy 111.1a. J ^INIVA^D ^ 

mRNA 


NMJ)80474 


Homo saoiens serine for cvsteine^ nroteinase inhibitor clade R ffwalhnmirA 
member 12 (SERPINB 1 2), mRNA 


NM 006009 


Homo <%aniens tubulin aloha 3 fTITRA^ mRNA 


NMJ)03463 


Homo sapiens protein tyrosine phosphatase type IVA, member 1 (PTP4A1), 
mRNA 


NM__019888 


Homo sapiens melanocortin 3 receptor (MC3R), mRNA 


NM 001846 


Homo sapiens collagen, type IV, alpha 2 (COL4A2), mRNA 


NM_079422 


Homo sapiens myosin, light polypeptide 1, alkali; skeletal, fast (MYL1), 
transcript variant 3f, mRNA 


NM 079420 


Homo sapiens myosin, light polypeptide 1, alkali; skeletal, fast (MYL1), 
transcript variant If, mRNA 
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NM 000795 


Homo sapiens dopamine receptor D2 (DRD2), transcript variant 1, mRNA 


NM 016574 


Homo sapiens dopamine receptor D2 (DRD2), transcript variant 2, mRNA 


NMJ79837 


Homo sapiens BTG3 associated nuclear protein (BANP), transcript variant 2, 
mRNA 


NMJU7869 


Homo sapiens BTG3 associated nuclear protein (BANP), transcript variant 1, 
mRNA 


NM 079425 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscle (MYL6), transcript variant 3, mRNA 


NMJ)79424 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscle (MYL6), transcript variant 4, mRNA 


NM_079423 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscle (MYL6), transcript variant 2, mRNA 


NM_021019 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscle (MYL6), transcript variant 1, mRNA 


NM 004509 


Homo sapiens SP1 10 nuclear body protein (SP1 10), transcript variant a, mRNA 


NM 080424 


Homo sapiens SP1 10 nuclear body protein (SP1 10), transcript variant c, mRNA 


NM 004510 


Homo sapiens SP1 10 nuclear body protein (SP1 10), transcript variant b, mRNA 


NM 004574 


Homo sapiens peanut-like 2 (Drosophila) (PNUTL2), transcript variant 1, mRNA 


NM 080417 


Homo sapiens peanut-like 2 (Drosophila) (PNUTL2), transcript variant 4, mRNA 


NM 080416 


Homo sapiens peanut-like 2 (Drosophila) (PNUTL2), transcript variant 3, mRNA 


NM 080415 


Homo sapiens peanut-like 2 (Drosophila) (PNUTL2), transcript variant 2, mRNA 


NM 002117 


Homo sapiens major histocompatibility complex, class I, C (HLA-C), mRNA 


NM 005514 


Homo sapiens major histocompatibility complex, class I, B (HLA-B), mRNA 


NC 001807 


Homo sapiens mitochondrion, complete genome 


NM 080489 


Homo sapiens syndecan binding protein (syntenin) 2 (SDCBP2), mRNA 


NM 001997 


Homo sapiens Finkel-Biskis-Reilly murine sarcoma virus (FBR-MuSV) 
ubiquitously expressed (fox derived); ribosomal protein S30 (FAU), mRNA 


NM_057179 


Homo sapiens likely ortholog of mouse and rat twist-related bHLH protein 
Dermo-1 (DERMOl), mRNA 


NM 001008 


Homo sapiens ribosomal protein S4, Y-linked (RPS4Y); mRNA 


NM 001007 


Homo sapiens ribosomal protein S4, X-linked (RPS4X), mRNA 


NM_005192 


Homo sapiens cyclin-dependent kinase inhibitor 3 (CDK2-associated dual 
specificity phosphatase) (CDKN3), mRNA 


NM_079421 


Homo sapiens cyclin-dependent kinase inhibitor 2D (pi 9, inhibits CDK4) 
(CDKN2D), transcript variant 2, mRNA 


NM_001800 


Homo sapiens cyclin-dependent kinase inhibitor 2D (pi 9, inhibits CDK4) 
(CDKN2D), transcript variant 1, mRNA 


NM_078626 


Homo sapiens cyclin-dependent kinase inhibitor 2C (pi 8, inhibits CDK4) 
(CDKN2C), transcript variant 2, mRNA 


NM_001262 


Homo sapiens cyclin-dependent kinase inhibitor 2C (pi 8, inhibits CDK4) 
(CDKN2C), transcript variant 1, mRNA 


NM_078487 


Homo sapiens cyclin-dependent kinase inhibitor 2B (pi 5, inhibits CDK4) 
(CDKN2B), transcript variant 2, mRNA 


NM_004936 


Homo sapiens cyclin-dependent kinase inhibitor 2B (pi 5, inhibits CDK4) 
(CDKN2B), transcript variant 1, mRNA 


NM_ 004896 


Homo sapiens vacuolar protein sorting 26 (yeast) (VPS26), mRNA 


NM 052945 


Homo sapiens BAFF receptor (BAFFR), mRNA 


NM 022648 


Homo sapiens tensin (TNS), mRNA 


NM_078480 


Homo sapiens fuse-binding protein-interacting repressor (SIAHBP1), transcript 
variant 1, mRNA 


NMJH4281 


Homo sapiens fuse-binding protein-interacting repressor (SIAHBP1), transcript 
variant 2, mRNA 
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NM_004740 


Homo sapiens TGFB1 -induced anti-apoptotic factor 1 (TIAF!) transcrint variant 
2, mRNA 


NMJJ78471 


Homo sapiens TGFB1 -induced anti-apoptotic factor 1 (TIAFn transcrint variant 
l.mRNA 


NM 001852 


Homo sapiens collagen, type IX, alpha 2 (COL9A2), mRNA 


NM 078485 


Homo sapiens collagen, type K, alpha 1 (COL9A1), transcript variant 2, mRNA 


NM 001851 


Homo sapiens collagen, type DC, alpha 1 CCOL9An transcrint variant 1 mRNA 


NM_054026 


Homo sapiens CCR4-NOT transcription complex, subunit 7 (CNOT7), transcript 
variant 2, mRNA 


NM_013354 


Homo sapiens CCR4-NOT transcription complex, subunit 7 (CNOT7), transcript 
variant 1, mRNA 


NMJW4064 


Homo sapiens cyclin-dependent kinase inhibitor IB (p27, Kipl) (CDKN1B) 
mRNA 


NM 000389 


Homo sapiens cvclin-dependent kinase inhibitor 1 A (r0 1 Pinl ^ fPTWNn At 
transcript variant 1, mRNA 


NMJ)78467 


Homo sapiens cyclin-dependent kinase inhibitor 1 A (xOA Cinl 1 (PDKN1 A\ 
transcript variant 2, mRNA 


NMJW3936 


Homo sapiens cvclin-dependent kinase 5 reeulatorv snhnnit 9 (r\%Q\ frriYW)} 
mRNA 


NM 004642 


Homo sapiens CDK2 -associated protein 1 (CDK2AP1), mRNA 


NM 078481 


Homo sapiens CD97 antigen (CD97), transcript variant 1, mRNA 


NM 001784 


Homo sapiens CD97 antiffen transcrint variant 0 mPNA ~^ 


NMJW0432 


Homo sapiens vacuolar protein sorting protein 18 (VPS 18), transcript variant 2 
mRNA 


NM 020857 


Homo sapiens vacuolar protein sorting protein 18 (VPS 18), transcript variant 1 
mRNA 


NMJ)80414 


Homo sapiens vacuolar nrotein ^ortrnjy 1 fvea<if\ PJV*s 1 f\ trancm-int wri™+ o 
mRNA 


NMJ)80413 


Homo sapiens vacuolar protein sortine 16 (veasfi fVPSI 6\ rran^rrmt variant 3 
mRNA 


NM 022575 


Homo sapiens vacuolar protein sorting 16 (yeast) (VPS 161 transcrint variant 1 
mRNA 


NM 021729 


Homo sapiens vacuolar protein sorting 1 1 (yeast) (VPSl H mRNA 


NM 005806 


Homo sapiens oligodendrocyte lineage transcription factor 2 COLTG?^ mRNA 


NM 012106 


Homo sapiens binder of Arl Two (BART1), mRNA 


NM_006095 


Homo sapiens ATPase, aminonhosnholinid transnorter f APT T\ Place T Hm* R A 
member 1 (ATP8A1), mRNA 


NM 058241 


Homo sapiens cyclin T2 CCCNT2V transcriDt variant b mRNA 1 


NM 001241 


Homo sapiens cyclin T2 (CCNT2), transcript variant a, mRNA 


NM 001240 


Homo sapiens cyclin Tl (CCNT1), mRNA 


NMJ)00474 


Homo sapiens twist homoloe (acrocenhalosvndactvlv V Sapthrp-Phrrt^n \ 
syndrome) (Drosophila) (TWIST), mRNA 


NM_080475 j 


Homo SaDienS Serine for cvsteine'l nrnteinacp inhihitnr rlarlp "R /VviralVkiiTi-nV^ 
A^vrxiAw -iwAihj \_ vj^ov^/ixi^ jpi vji&iiiaac liiiiiuitui, Olauc O ^UVdlOUmin^, 

member 1 1 (SERPINB 1 1), mRNA 


NM 021209 


Homo sapiens caspase recruitment domain nrntein 12 rPARD19^ mT?xrA 


NM 014550 


Homo sapiens caspase recruitment domain protein 10 (CARD 10), mRNA 


NM 012287 


Homo sapiens centaurin, beta 2 (CENTB2), mRNA 


NMJ)07049 


Homo sapiens butyrophilin, subfamily 2, member Al (BTN2A1), transcript 
variant 1, mRNA 


NMJ)78476 


Homo sapiens butyrophilin, subfamily 2, member Al (BTN2A1), transcript 
variant 2, mRNA 


NM 004444 


Homo sapiens EphB4 (EPHB4), mRNA 
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NM 004443 


Homo sapiens EphB3 (EPHB3), mRNA 


NM 004442 


Homo sapiens EphB2 (EPHB2), transcript variant 1, mRNA 


NM 017449 


Homo sapiens EphB2 (EPHB2), transcript variant 2, mRNA 


NM 004535 


Homo sapiens myelin transcription factor 1 (MYT1), mRNA 


NMJ)06800 


Homo sapiens male-specific lethal 3-like 1 (Drosophila) (MSL3L1), transcript 
variant 3, mRNA 


NM_078630 


Homo sapiens male-specific lethal 3-like 1 (Drosophila) (MSL3L1) transcript 
variant 2, mRNA 


NMJ)78629 


Homo sapiens male-specific lethal 3-like 1 (Drosophila) (MSL3L1), transcript 
variant 1, mRNA 


NM_078628 


Homo sapiens male-specific lethal 3-like 1 (Drosophila) (MSL3L1), transcript 
variant 4, mRNA 


NM 080431 


Homo sapiens actin related protein M2 (ARPM2), mRNA 


NM 080430 


Homo sapiens selenoprotein SelM (SELM), mRNA 


NM 052944 


Homo sapiens putative sodium-coupled colransporter RKST1 (RKST1), mRNA 


NM_024831 


Homo sapiens nuclear receptor coactivator 6 interacting protein (NCOA6IP) 
mRNA 


NM_O32803 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 3 (SLC7A3), mRNA 


NM 080385 


Homo sapiens carboxypeptidase A5 (CPA5), mRNA 


NM0I6476 


Homo sapiens APC1 1 anaphase promoting complex subunit 1 1 homolog (yeast) 
(ANAPC1 1), mRNA 


NM 080389 


Homo sapiens defensin, beta 4 (DEFB4), mRNA 1 


NM 032646 


Homo sapiens tweety homolog 2 (Drosophila) (TTYH2), mRNA 


NM 006928 


Homo sapiens silver homolog (mouse) (SELV), mRNA 


NM 080390 


Homo sapiens my048 protein (my048), mRNA 


NM 080388 


Homo sapiens hypothetical protein MGC17528 (MGC17528), mRNA 


NM 080387 


Homo sapiens C-type lectin-like receptor (CLEC-6), mRNA 


NM_080284 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 6 
(ABCA6), mRNA 


NM_080283 


Homo sapiens ATP-binding cassette, sub- family A (ABC1), member 9 
(ABCA9), mRNA 


NM_080282 


Homo sapiens ATP-bindine cassette sub-familv A (ABCTl mpmher 10 
(ABCA10), mRNA 


NM_006549 


Homo sapiens calcium/calmodulin-dependent protein kinase kinase 2 beta 
(CAMKK2), mRNA 


NM 007200 


Homo sapiens A kinase (PRKA) anchor protein 13 (AKAP13), mRNA 


NM_002476 


Homo sapiens myosin, light polypeptide 4, alkali; atrial, embryonic (MYL4), 
mRNA 


NM 001853 


Homo sapiens collagen, type DC, alpha 3 (COL9A3), mRNA 


NM 006001 


Homo sapiens tubulin, alpha 2 (TUBA2), transcript variant 1, mRNA 


NM 079836 


Homo sapiens tubulin, aloha 2 (TUB A2) transcrint variant 2 mRNA 


NM_006000 


Homo sapiens tubulin, alpha 1 (testis specific) (TUBA1), mRNA 


NM_004376 


Homo Sapiens COX15 homoloff CVtochromp c. mnHa<;p ?iQ<:prnh1v nrntpin f\rt*act\ 

(COX 15), nuclear gene encoding mitochondrial protein, transcript variant 2, 
mRNA 


NM_024407 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 7 (20kD) 
(NADH-coenzyme Q reductase) (NDUFS7), mRNA 


NM 078625 


Homo sapiens vanin 3 (VNN3), transcript variant 2, mRNA 


NM 018399 


Homo sapiens vanin 3 (VNN3), transcript variant 1, mRNA 


NM 078488 


Homo sapiens vanin 2 (VNN2), transcript variant 2, mRNA 


NM 004665 


Homo sapiens vanin 2 (VNN2), transcript variant 1, mRNA 
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JNM U13Z4D 


Homo sapiens vacuolar protein sorting factor 4A (VPS4A), mRNA 


JNM_vJjfSZ4U 


Homo sapiens solute carrier family 8 (sodium-calcium exchanger), member 3 
(oLtoAj ), transcript variant o, mKJNA 


1N1V1_U J j ZOZ 


jtiomo sapiens soiute earner iamiiy o {souium-caicium exenangerj, member 5 

(QX C i Sl\'X\ trancr>n"r»t variant q mT?*NTA 


NM 004869 


Homo sapiens suppressor of K+ transport defect 1 (SKDl), mRNA 


1NJV1 KJ/oH/H 


tlnmo ronton c T3T3 15 l-i \rc nrnfain O / UlT "DT^ ft*nncmMnt imr-ior-i-t 1 «viD\T A 

jtiomo sapiens DUr -iiKe protein z idutz ^, tran script variant i , mKJNA 


JNM Uzj14I 


Homo sapiens Hor-liKe protein Z ypLrl), transcript variant z, mRNA 


JNM U/o4/J 


Homo sapiens Hbr-liKe protein 1 (HLrl), transcript variant 1, mRNA 


JNM UJiy4U 


Homo sapiens Jb>br-liice protein 1 (HJUr I ), transcript variant z, mRNA 


JNM UZU/4V 


Homo sapiens A 12 receptor-interacting protein 1 (Al IF 1), mRNA 


XNM__U 1 00 /Z 


TTn i-i T -I j-> A 'I'll Uiaa , it „_ -l* - - . ft A / A T"l /""I 1 \ _"1 . £ 

Homo sapiens Axr-bmaing cassette, sub-iamily A (ABC1), member 5 

/'A"Rr , A^ mPTsJA 
(AdLAj )j mxvlNA 


"MA/f 070 177 
iNlvl UZv 1 / / 


jtiomo sapiens iemimzanon i nomoiog a ^riiiVLiA^, mKJNA 


NM 002088 


Homo sapiens glutamate receptor, ionotropic, kainate 5 (GRIK5), mRNA 


JNM UUuOJJ 


Homo sapiens cyclin I (CCNI), mRNA 


JNM UUJZjy 


Homo sapiens cyclm H (CUNH), mRNA 


NM 014286 


Homo sapiens frequenin homolog (Drosophila) (FREQ), mRNA 


NM 006650 


Homo sapiens complexin 2 (CPLX2), mRNA 


NM 006651 


Homo sapiens complexin 1 (CPLX1), mRNA 


NM_006463 


Homo sapiens associated molecule with the SH3 domain of STAM (AMSH), 
mRNA 


NM 001850 


Homo sapiens collagen, type VIE, alpha 1 (COL8A1), mRNA 


NM_000094 


Homo sapiens collagen, type VII, alpha 1 (epidermolysis bullosa, dystrophic, 
dominant and recessive) (COL7A1), mRNA 


NM_000077 


Homo sapiens cyclin-dependent kinase inhibitor 2 A (melanoma, pi 6, inhibits 
CDK4) (CDKN2A), transcript variant 1, mRNA 


NM_058197 


Homo sapiens cyclin-dependent kinase inhibitor 2 A (melanoma, pi 6, inhibits 
CDK4) (CDKN2A), transenpt vanant 3, mRNA 


NM 058196 


Homo sapiens cyclin-dependent kinase inhibitor 2 A (melanoma, pi 6, inhibits 
CDK4) (CDKN2A), transenpt vanant 2, mRNA 


NM_058l95 


Homo sapiens cyclin-dependent kinase inhibitor 2 A (melanoma, pi 6, inhibits 
CDK4) (CDKN2 A), transenpt vanant 4, mRNA 


XTTVjf A 1 /I OAA 

NM_0 14800 


Homo sapiens engulfment and cell motility 1 (ced-12 homolog, C. elegans) 
(xii^JVlU 1 ) 9 mKJNA 


JNM U/yoJ4 


Homo sapiens secretory carrier membrane protein 4 (SCAMP-4), mRNA 


A1 01 1 A 

JNM uiyiiu 


Homo sapiens nypotneticai protein r 1 p373co (r lr3 /3Co;, rriKJNA 


NM_022086 


Homo sapiens engulfment and cell motility 2 (ced-12 homolog, C. elegans) 
(bJLMUz), mKJNA 


"XTN AT AfOI 01 

NM 058183 


TT n .... - p/\\T T\\T A 1_ ' 1 * _ _ j ♦ /oy"WT\ TiVT A 

Homo sapiens SON DNA binding protein (SON), mRNA 


XIX AT AAO 1 AO 

NM 003103 


Homo sapiens SON DNA binding protein (SON), mRNA 


XTA AT AO A r 7/T'*T 

NM 030767 


Homo sapiens AT-nook transcnption factor AKN A (AKNA), mRNA 


XTA /T AT01 A 1 

NM 058191 


Homo sapiens chromosome 21 open reading frame 66 (C21orf66), mRNA 


NM_015657 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 12 

fAT>f* t A1'*)\ ~-T>XT A 

(AJtJCAlzj, rriKNA 




xxuiiiu oapiciib xiavo oomponeni d ^nivo j, misJN A 


NM 021638 


Homo sapiens actin filament associated protein (AFAP), mRNA 


NM 005782 


Homo sapiens transcriptional coactivator (ALY), mRNA | 


NM 031916 


Homo sapiens AKAP-associated sperm protein (ASP), mRNA | 


NMJ)24083 


Homo sapiens alveolar soft part sarcoma chromosome region, candidate 1 
(ASPSCR1), mRNA 


NM 058230 


Homo sapiens zinc finger protein 354B (ZNF354B), mRNA 
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NM_021935 


Homo sapiens homolog of mouse Bv8 (Bombina variegata 8 kDa); prokineticin 2 
nrecursor flBV8} niRNA 


NM 015399 


Homo sanien^ breast cancer metatfasis-strnnressor 1 fRRMSI^ mRNA 


NM 007073 

At ATA \J\s I \J f _/ 


Homo sam'ens Wood vesspl pnicarflial ^nn^tancp fRVFS^ mR NT A 


NM 017726 


Homo ^anien^ nrotein ohosnhata^f* 1 reonlarorv finhiHitor^ ^nlmnit 14F) 

A 1 \J 1 1 IV/ LjClUl wllu LJ1VIA/AAA ^/llUO^llUlOOw 1 j A VgUlHiVl Y I f O IA U LAI 1 1 I A F A—/ 

(PPP1R14D} mRNA 


MM_006451 


Homo sapiens polyadenylate binding protein-interacting protein 1 (PAIP1), 
mRNA 


NM 018073 


Homo saoiens SSA Drotein SS-56 (SS-5 6) mRNA 


NM 032812 


Homo sapiens tumor endothelial marker 7-related precursor (TEM7R), mRNA 


NM 022748 


Homo sapiens tumor endothelial marker 6 (TEM6), mRNA 


NM 032777 


Homo sapiens tumor endothelial marker 5 precursor (TEM5), rnRNA i 


NM 022779 


Homo sapiens DEAD/H (,Asp-Glu- Ala- Asp/His) box polypeptide 3 1 (DDX3 1), 
mRNA 


NM 018454 


Homo sapiens nucleolar protein ANKT (i\NKT), mRNA 


NM 016489 


Homo sapiens uridine 5' monophosphate hydrolase 1 (UMPH1), niRNA 




T-inmn csmpnc Ivcocninal Qmitin o pi H tra n CTiriTfpr 1 if A T 1 i mP ~NJ A 
Xll/Allls dcIJJaCLIo ly oUiVJlllal allLUlKJ avlvi U uaJ&|JUa ICI I I A/ll 1 ) 9 IliXVLi/\ 


NM 019606 


Homo sapiens hypothetical protein FLJ20257 (FLJ20257), mRNA 


NM 015956 


XaOIuO oapiCIib la liy-aOlU-^OCIlZyillC -rV llgd&C, lOHg-vnaUl O ^r/\^J-rO^, 1T1aVIn/\ 


NM_003393 


Homo sapiens wingless-type MMTV integration site family, member 8B 

^ VV IV 1 OJU> ^, I1aX\JLti/Tl 


NM" 05R944 

XNi.VA_V/ J OZ.H*+ 


TTr\TTin campnc ^inn rrl F*QC—t~\rv\F k J^fWA i \/ i trf^* nrva ti rvn ci Tamils TYiPinr\pr C A 

xxuiuu oapiciio WAiigicoo-iypc avxivxi v iiiLc^iauoii mlc xdiixiiy, iiiciiiDcr o/\ 
fWNTRA^ iTamrrint variant 9 mRNA 


NM 0S893R 


l|nmn cflmpnc ixrinalf^cc-tvnp A/fA/f TA/ intpoTatirvn citp "family/ mpm1v>r 
JJLUillU oapiCllo WAAAglCoo-ljfpt IVlivii. V llILC^laliUll OllC JLaAJliijr, IllCiilUCI / JJ 

(WNT7B), mRNA 


NM 004695 


J1UI1IU oapiCllo WlllglCbb-iypv 1VJUVX1 V lllLC^lallUIl ollC Xalllliy, IllCiilUCI //A. 

(WNT7A), mRNA 


NM 05R9A9 


XI OHIO odpiClXo aVvXcIIaXI Ol^ ^J\JvlOV>y, IIlXvlNiT. 


NM 005555 


Homo sapiens keratin 6B (KRT6B), mRNA 


NM oo^<;a 

INiVX 


iiuiiio t>dpienb Kcrdiin o/\ ^jsjxxoa^, iillvin/a. 


NM_058207 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant E, 

IllXvLNrV 


NM_058206 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant B, 

mRNA 


NM_058203 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant C, 

mRNA 


NM_058202 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant H, 

mRNA 


NM 058201 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant D, 

mRNA 


NM_058200 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant G, 

mRtJA 

rniviN/v 


NM_016512 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant A, 

mRNA 


IN1VX__U J / lO\J 


xiomo sapiens vacuolar protein sornng zy ^yeasy \y rot*y iranscripi variant z, 
mRNA 


NM_016226 


Homo sapiens vacuolar protein sorting 29 (yeast) (VPS29), transcript variant 1, 
mRNA 


NM_053004 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 
l-like (GNB1L), mRNA 


NM 003902 


Homo sapiens far upstream element (FUSE) binding protein 1 (FUBP1), mRNA 


NM 058217 


Homo sapiens RAD51 homolog C (S. cerevisiae) (RAD51C), transcript variant 
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3,mRNA 


NM.058216 


Homo sapiens RAD51 homolog C (S. cerevisiae) (RAD51C), transcript variant 
l,mRNA 


NM_002876 


Homo sapiens RAD51 homolog C (S. cerevisiae) (RAD51C), transcript variant 
2,mRNA 


NM_058179 


Homo sapiens phosphoserine aminotransferase (PSA), transcript variant I, 
mRNA 


NM021154 


Homo sapiens phosphoserine aminotransferase (PSA), transcript variant 2, 
mRNA 


NM 078469 


Homo sapiens BRCA2 and CDKN1 A interacting protein (BCCIP), transcript 
variant C, mRNA 


NM_078468 


Homo sapiens BRCA2 and CDKN1 A interacting protein (BCCIP), transcript 
variant B, mRNA 


NM_016567 


Homo sapiens BRCA2 and CDKN1 A interacting protein (BCCIP), transcript 
variant A, mRNA 


NM_058177 


Homo sapiens histone deacetylase 9 (HDAC9-PENDING), transcript variant 2, 
mKNA 


NM_U58176 


Homo sapiens histone deacetylase 9 (HDAC9-PENDING), transcript variant 1, 
mRNA 


XTA/T AOO 1 1 A 

NM 022110 


Homo sapiens FK506 binding protein like (FKBPL), mRNA 


NM 012181 


Homo sapiens FK506 binding protein 8 (38kD) (FKBP8), mRNA 


NM 003602 


Homo sapiens FK506 binding protein 6 (36kD) (FKBP6), mRNA 


NM 004117 


Homo sapiens FK506 binding protein 5 (FKBP5), mRNA 


NM 002014 


Homo sapiens FK506 binding protein 4 (59kD) (FKBP4), mRNA 


NM_057092 


Homo sapiens FK506 binding protein 2 (13kD) (FKBP2), transcript variant 2, 
mRNA 


NM_004470 


Homo sapiens FK506 binding protein 2 (13kD) (FKBP2), transcript variant 1, 
mRNA 


NM_004116 


Homo sapiens FK506 binding protein IB (12.6 kD) (FKBP1B), transcript variant 
l,mRNA 


NM_054033 


Homo sapiens FK506 binding protein IB (12.6 kD) (FKBP1B), transcript variant 
2, mRNA 


NM 000801 


Homo sapiens FK506 binding protein 1 A (12kD) (FKBP1 A), transcript variant 
12B, mRNA 


NMJ354014 


Homo sapiens FK506 binding protein 1 A (12kD) (FKBP1 A), transcript variant 
12A, mRNA 


NM_057175 


Homo sapiens hypothetical protein FLJ13340 (FLJ13340), transcript variant 1, 
mRNA 


\r» # Air nor 

NM_025085 


Homo sapiens hypothetical protein FLJ13340 (FLJ13340), transcript variant 2, 
mRNA 


NM 014/Uo 


Homo sapiens kinetochore associated 1 (KNTC1), mRNA 


NM_058199 


Homo sapiens olfactomedin 1 (OLFM1), transcript variant 3, mRNA 


NM 014279 


Homo sapiens olfactomedin 1 (OLFM1), transcript variant 1, mRNA 


NM.057174 


Homo sapiens peroxisomal biogenesis factor 16 (PEX16), transcript variant 2, 
mRNA 




Homo sapiens myosin light chain kinase 2, skeletal muscle (MYLK2), mRNA 


NM 019117 


Homo sapiens kelch-like 4 (Drosophila) (KLHL4), transcript variant 1, mRNA 


NM_005103 


Homo sapiens fasciculation and elongation protein zeta 1 (zygin I) (FEZ1), 
transcript variant 1, mRNA 


NM__022549 


Homo sapiens fasciculation and elongation protein zeta 1 (zygin I) (FEZ1), 
transcript variant 2, mRNA 


NM 005112 


Homo sapiens WD repeat domain 1 (WDR1), transcript variant 2, mRNA 
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NM 017491 


Homo sapiens WD repeat domain 1 (WDR1), transcript variant 1, mRNA 


NM_001862 


Homo sapiens cytochrome c oxidase subunit Vb (COX5B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 004255 


Homo sapiens cytochrome c oxidase subunit Va (COX5 A), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 057162 


Homo sapiens kelch-like 4 (Drosophila) (KLHL4), transcript variant 2, mRNA 


NM 033427 


Homo saniens cortactin binding nrotein 2 fPORTRP?^ mRNA 


NMJ)01799 


Homo sapiens cyclin-dependent kinase 7 (MO 15 homolog, Xenopus laevis, cdk- 
activatine kinase^ (C\HK7) mRNA 


NM_057089 


Homo sapiens adaptor-related protein complex 1, sigma 1 subunit (AP1S1), 
transcrit)t variant 2 mRNA 


NM 001283 


Homo saniens adantor-related nrotein cornnleY 1 ^ipma 1 ^lihimit f AP1 
transcript variant 1, mRNA 


NM 005148 


Homo saniens unc-l 19 homolnp" (CI elecran*?^ fTTNf!! 1 9^ tranQprint variant 1 
mRNA 


NMJ)54035 


Homo saniens unc-1 1 9 homoloe (C eleeans^ (UNCI 19^ tran<?crint variant 2 
mRNA 


NM 017675 


Homo saniens nrotocadherin LKC fPC-LKC^ mRNA 


NMJ)02401 


Homo sapiens mitogen-activated protein kinase kinase kinase 3 (MAP3K3), 
mRNA 


NM 003728 


Homo sapiens unc-5 homolog B (C. elegans) (TJNC5C), mRNA 


NM 004673 


Homo saniens an pi onoietiri -like 1 fATvJrirPTT '\*\ mRTSTA 

XX\JXll\J OCXJJXV/XXO CUlgiVj-'v'lV'lill XXX\\* X \x\X^i\JX XXjX y , IllAVJ. N A 


NMJ)54016 


Homo sapiens FUS interacting protein (serine-arginine rich) 1 (FUSIP1), 
tTanscrint variant 9 mRNA 


NMJ)06625 


Homo sapiens FUS interacting protein (serine-arginine rich) 1 (FUSIP1), 

transirrirvt variant 1 mPNA 


NM 054027 


Homo sapiens ankylosis, progressive homolog (mouse) (ANKH), transcript 

variant 0 mPNA 


NM_019847 


Homo sapiens ankylosis, progressive homolog (mouse) (ANKH), transcript 

variant 1 mRNTA 

VO.L 10.Ul X, 1 1 lXVi >l A 


NM 006363 


Worn ft ^aniens Ser^^ finmnlna R fS ppr<=»vicia<»^ fQT?f" , 9^R% frQnc^n'rtf i7Qn'ant 1 
iiuiiiu cxapiviid JCtiJ iiuiuuiug xj [O. UCICVibiaC^ {Ox-tKs£jxjj 9 iXalloCiipi Valiant I, 

mRNA 


NM 032986 


Homo saniens Spp93 liomoloa TK (91 pprevisiaei f^T-TC^R^ n*cmcr»riTYfr variarit ^ 

x.x\jxii\j ocipiv^ua injliJVJivJg xj ^kJ. ^/W-GVioiaG^ ^OJjV^Z. JxjJj, UalloUilUt Vail dill J, 

mRNA 


NM 032985 


Homo saniens Sec23 homolop 13 (R cerevisiae^ rSFP?3P^ tran<;print variant 9 

mRNA 


NM 053285 


Homo sauiens tektin 1 rTEKTl"! mRNA 


NM 018440 


Homo sapiens phosphoprotein associated with glycosphingolipid-enriched 
microdomains TPAG^ mRNA 


NM 014479 


Homo saniens ADAM-like decv<?in 1 CADAMDECl^ mRNA 


NM 016545 


Homo sapiens immediate early response 5 (IER5), mRNA 1 


NM 052820 


PTomo ^anienQ prkrr\niTi nnfin liinHincr r*mt#>ir» 0 A ff^OR f°^9 A "\ trancmni' iron'ont 
XxUxxxvj oapivii^ HJl Ultuij aL/LlIi UUlUillg piULClIl, -i/V WJ\.vyZ/A. ^ ? LTanSCripi VaTlalil 

2, mRNA 


NM 003389 


T-Trvnnn ^anienc frvrnnin Qf»tin lrmi^-mcr nmfAin 9 A ^POPO? A^ tm-r»or'-t-i-r»f -wor-iant 

aauiiivi ocLjjitiii) ouiuiiiii, d-cini DiiiUiiig pruicin, jLr\ ^l/awzaj, uanfacripL variant 
l,mRNA 


NM 032587 


Homo saniens casnase recmitment domain familv. member 6 ( CARD6^ mRNA 


NM 052814 


Homo sapiens caspase recruitment domain family, member 9 (CARD9), 
transcript variant 2 S mRNA 


NM_052813 


Homo sapiens caspase recruitment domain family, member 9 (CARD9), 
transcript variant 1, mRNA 


NM.022352 


Homo sapiens caspase recruitment domain family, member 9 (CARD9), 
transcript variant 3, mRNA 
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JNivl \JjZy/6 


Homo sapiens tripartite motif-containing 9 (TRIM9), transcript variant 2, mRNA 


NM 015163 


Homo sapiens tripartite motif-containing 9 (TRIM9), transcript variant 1, mRNA 


VTJlyT ACOO/1A 

JNM_U52o4U 


Homo sapiens bruno-like 6, RNA binding protein (Drosophila) (BRUNOL6), 
rnKJNA 


inm uuuyo/ 


Homo sapiens ribosomal protein L3 (RPL3), mRNA 


NM 015125 


Homo sapiens capicua homolog (Drosophila) (CIC), mRNA 


NM 018256 


Homo sapiens WD repeat domain 12 (WDR12), mRNA 


NM_016601 


Homo sapiens potassium channel, subfamily K, member 9 (TASK-3) (KCNK9), 
mRNA 


NM 033415 


Homo sapiens hypothetical gene MGC19595 (MGC19595), mRNA 


NM 001253 


Homo sapiens CDC5 cell division cycle 5-like (S. pombe) (CDC5L), mRNA 


NM_007065 


Homo sapiens CDC37 cell division cycle 37 homolog (S. cerevisiae) (CDC37), 
mRNA 


NM_003504 


Homo sapiens CDC45 cell division cycle 45-like (S. cerevisiae) (CDC45L), 
mRNA 


NM_006035 


Homo sapiens CDC42 binding protein kinase beta (DMPK-like) (CDC42BPB), 
mRNA 


NM_044472 


Homo sapiens cell division cycle 42 (GTP binding protein, 25kD) (CDC42), 
transcript variant 2, mRNA 


NM_001791 


Homo sapiens cell division cycle 42 (GTP binding protein, 25kD) (CDC42), 
transcript variant 1, mRNA 


NM_001254 


Homo sapiens CDC6 cell division cycle 6 homolog (S. cerevisiae) (CDC6), 
mRNA 


NM 022894 


Homo sapiens poly(A) polymerase gamma (PAPOLG), mRNA 


NM_033655 


Homo sapiens cell recognition molecule CASPR3 (CASPR3), transcript variant 
1, mRNA 


NM_024879 


Homo sapiens cell recognition molecule CASPR3 (CASPR3), transcript variant 
2, mRNA 


xnvvr ai o i k 
NM 012115 


Homo sapiens CASP8 associated protein 2 (CASP8AP2), mRNA 


TvTN K A1T1 TO 

NM 0121 75 


Homo sapiens F-box only protem 25 (FBX025), rnRNA ! 


NM U33624 


Homo sapiens F-box only protem 21 (FBX021), transcript variant 1, rnRNA 


XT"N AT A1 CAAO 

NM U15UU2 


Homo sapiens F-box only protem 21 (FBX021), transcript variant 2, mRNA 


NM 033625 


Homo sapiens ribosomal protein L34 (RPL34), transcript variant 2, mRNA 


XTX AT AAAAAC 

NM 000995 


Homo sapiens nbosomal protein L34 (RPL34), transcnpt vanant 1, mRNA 


NM 033540 


TT * *j /» * < /x rP\T1\ i ■ . • j 1 1XXT A 

Homo sapiens mitofusin 1 (MFN1), transcnpt vanant 1, mRNA 


XTX AT rtAf ^"11 

NM_005612 


Homo sapiens RE 1 -silencing transcription factor (REST), mRNA 


XTX r AA*7/\0 C 

NM 007085 


Homo sapiens follistatm-hke 1 (FSTL1), mRNA 


x TX >r AA AA Al 

NM 000993 


Homo sapiens nbosomal protein L3 1 (RPL3 1), mRNA 


NMJU2180 


Homo sapiens F-box only protein 8 (FBX08), mRNA 


x rx ay ao o 1 oo 

NM_033 1 82 


Homo sapiens F-box protein FBX30 (FBX30), mRNA 


X TX AT AOO /IA^ 

NM 033406 


Homo sapiens F-box only protein 3 (FBX03), transcript vanant 2, mRNA 


NM 012175 


Homo sapiens F-box only protein 3 (FBX03), transcript variant 1, mRNA 


NM 017425 


Homo sapiens sperm autoantigenic protein 17 (SPA17), mRNA 


NM 005633 


Homo sapiens son of sevenless homolog 1 (Drosophila) (SOS1), mRNA 


NM__003333 


Homo sapiens ubiquitin A-52 residue ribosomal protein fusion product 1 

n "TD A CO\ *v»T>TvTA 


NM 019894 


Homo sapiens transmembrane protease, serine 4 (TMPRSS4), mRNA 


NM_033313 


Homo sapiens CDC14 cell division cycle 14 homolog A (S. cerevisiae) 
(CDC 14 A), transcript variant 3, mRNA 


NMJB3312 


Homo sapiens CDC14 cell division cycle 14 homolog A (S. cerevisiae) 
(CDC14A), transcript variant 2, mRNA 


NMJ)03672 


Homo sapiens CDC14 cell division cycle 14 homolog A (S. cerevisiae) 
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(CDC 14 A), transcript variant 1, mRNA 


NM_005786 


Homo sapiens serologically defined colon cancer antigen 33 (SDCCAG33), 
mRNA 


NM_003618 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 3 
(MAP4K3), mRNA 


NM_006577 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 
1 (B3GNT1), transcnpt vanant 1, mRNA 


NM_020981 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
1 (B3GALT1), mRNA 


NM 033252 


Homo sapiens UDP-GlcNAc:betaGal beta-13-N-acetylglucosarriinyltransferase 
1 (B3GNT1), transcript vanant 2, mRNA 


NM 002954 


Homo sapiens ribosornal protein S27a (RPS27A), mRNA 


NM 000971 


Homo sapiens ribosornal protein L7 (RPL7), mRNA 


NM 033344 


Homo sapiens egl nine homolog 3 (C. elegans) (EGLN3), mRNA 


NM 024023 


Homo sapiens unkempt-like (Drosophila) (UNKL), mRNA 


NM_033221 


Homo sapiens tripartite motif-containing 14 (TRIM14), transcript variant 4, 
mRNA 


NM_033220 


Homo sapiens tripartite motif-containing 14 (TRIM14), transcript variant 3, 
mRNA 


NM 033219 


Homo sapiens tripartite motif-containing 14 (TRIM14), transcript variant 2, 
mRNA 


NMJ) 14788 


Homo sapiens tripartite motif-containing 14 (TRIM14), transcript variant 1, 
mRNA 


NM 006074 


Homo sapiens tripartite motif-containing 22 (TRJM22), mRNA 


NM 012210 


Homo sapiens tripartite motif-containing 32 (TRIM32), mRNA 


NMJ)07276 


Homo sapiens chromobox homolog 3 (HP1 gamma homolog, Drosophila) 
(CBX3), mRNA 


NM 025227 


Homo sapiens hypothetical protein dJ726C3.2 (DJ726C3.2), mRNA 


NM 015271 


Homo sapiens tripartite motif-containing 2 (TRIM2), mRNA 


NM 017838 


Homo sapiens nucleolar protein family A, member 2 (H/ACA small nucleolar 
RNPs) (NOLA2), mRNA 


NM_032993 


Homo sapiens nucleolar protein family A, member 1 (H/ACA small nucleolar 
RNPs) (NOLA1), transcript variant 2, mRNA 


NMJ) 18983 


Homo sapiens nucleolar protein family A, member 1 (H/ACA small nucleolar 
RNPs) (NOLA1), transcript variant 1, mRNA 


NM__004722 


Homo sapiens adaptor-related protein complex 4, mu 1 subunit (AP4M1), 
mRNA 


NM 033066 


Homo sapiens membrane protein, palmitoylated 4 (MAGUK p55 subfamily 
member 4) (MPP4), mRNA 


NM 033030 


Homo sapiens bol, boule-like (Drosophila) (BOLL), mRNA 


NM_004216 


Homo sapiens death effector domain-containing (DEDD), transcript variant 2, 
mRNA 


NM_032998 


Homo sapiens death effector domain-containing (DEDD), transcript variant 1, 
mRNA 


NM 033010 


Homo sapiens poly(rC) binding protein 4 (PCBP4), transcript variant 4, mRNA 


NM 033009 


Homo sapiens poly(rC) binding protein 4 (PCBP4), transcript variant 2, mRNA 


NM 033008 


Homo sapiens poly(rC) binding protein 4 (PCBP4), transcript variant 3, mRNA 


NM 020418 


Homo sapiens poly(rC) binding protein 4 (PCBP4), transcript variant 1, mRNA 


NM 032944 


Homo sapiens serine/threonine kinase 3 1 (STK31), transcript variant 2, mRNA 


NM 031414 


Homo sapiens serine/threonine kinase 31 (STK31), transcript variant 1, mRNA 


NM 014302 


Homo sapiens Sec61 gamma (SEC61G), mRNA 


NM 013336 


Homo sapiens protein transport protein SEC61 alpha subunit isoform 1 
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^OJuV/UlA.1^ llULVLi-iv 


NM 031431 


Homo sapiens tethering factor SEC34 (SEC34), mRNA | 


1NJVI u 1 jHy\J 


numu sapicnb aewciory pduiway i/umpuneiii oclj i j_> i ^oijv^j id-i mx\iN/\ 


\TAyf AAARQ9 


nomu bdpiciio oiiv^zz. vesicie ucuiicKing proLcin-iiJvc 1 \p. t/crcvisidc^ 


NM 037970 


Untnft QaTiiPTiQ vp^ipIp traffirlrino' TvrAtpin fSTPf^^f^ tniTiQpTint variant 1 mT?T\J A 


NM 000969 


Homo sapiens ribosomal protein L5 (RPL5), mRNA 


IN iVt_U V JVJH 


xiomo sapiens polymerase jjyinaj u \jjin/\ airecteuj polypeptide jS.\i »\jku) 
(POLR2K), mRNA 


"MM AI/kKQ 
IN1V1 U 1 *-H4J 7 


xiomo sapiens proiovauiicrui 1 / \ir \*>um / ) t nu\i\/\ 


NM 032961 


Homo sapiens protocadherin 10 (PCDH10), transcript variant 1, mRNA 


iNM UZUoiJ 


Homo sapiens protocadherin 10 (PCDH10), transcript variant 2, mRNA 


NM 031988 


Homo sapiens mitogen-activated protein kinase kinase 6 (MAP2K6), transcript 
variant z, ttlkjn a 


NM_002758 


Homo sapiens mitogen-activated protein kinase kinase 6 (MAP2K6), transcript 
variant 1, mRNA 


NM_032419 


Homo sapiens dom-3 homolog Z (C. elegans) (DOM3Z), transcript variant 1, 
mKJNA 


NM_U329oo 


Homo sapiens Hunatt lympnoma receptor l, ulr binding protein (H.LK1 ), 
transcript variant z, niKiN/\ 


XTA/T Art 1 "7 1 £ 
iNiVL_UW 1 / 10 


xiomo sapiens ourKitt lympnoma receptor i, vjijt Dinoing protein \ jdjuvi ), 
udnscnpi vdndni i, uitvln/\ 


NM_004951 


Homo sapiens Epstein-Barr virus induced gene 2 (lymphocyte-specific G 
protem-coupieQ receptor^ i jdoiz rruviN a 


NM 004874 


Homo sapiens BCL2-associated athanogene 4 (BAG4), mRNA 


XT\/f AA1A1£ 


Homo sapiens nbosomal protem ol2 (Krblzj, mKJNA 


NM 031994 


Homo sapiens ring finger protein 17 (RNF17), transcript variant short, mRNA 


NM 031271 


Homo sapiens testis expressed sequence 15 (TEX 15), mRNA 


NMJH8995 


Homo sapiens MovlOll, Moloney leukemia virus 10-like 1, homolog (mouse) 

(\ A CW 7 1 AT 1 \ -r>rt*D XT A 

(MUV 1UL1 J, mKJNA 


NM_032510 


Homo sapiens par-6 partitioning defective 6 homolog gamma (C. elegans) 
(rAl<JL>Oijj, mKlNA 


NM_UUo7U4 


Homo sapiens suppressor of G2 allele of SKP1, S. cerevisiae, homolog of 

VoO Li), mJKiN A 


NM_0319o5 


Homo sapiens nuclear prelamin A recognition factor (NARF), transcript variant 
2, mKJNA 


NM_0 12336 


Homo sapiens nuclear prelamin A recognition factor (NARF), transcript variant 
1, mKJNA. 


XTA/T AA^OQA 


Homo sapiens microtubule-associated protein 7 (MAP7), mRNA 


XTNvf A'iO'JQA 
INM KjdZjox) 


xiomo sapiens elongation iactor oz ^rirozj, mtuNA 


NM 032214 


Homo sapiens Src-like-adaptor 2 (SLA2), mRNA 


XTAvf A1AA/C/1 

INM UZUUo4 


Homo sapiens HarH-liKe l (Urosopnna; ^hakhi^i j, mKJNA 




Homo sapiens m^m/ muiicnromosome maintenance aencient / (p. cerevisiae^ 

^MUlVl / f 9 miUN A 


XTA/f AA/1AQQ 

iNM UU4Uyo 


Homo sapiens empty spiracles nomoiog z ^urosopnna^ ^jc/1vjla.zj, niiviNA 


NM 00S826 


T-TATnn QaTMPTK nptprncpnpniiQ niirlpflT TihAnndpoorotein R (HNRPR^ tnl^NA 


NM_006418 


Homo sapiens differentially expressed in hematopoietic lineages (GW112), 
mRNA 


NM 005016 


Homo sapiens polyfrC) binding protein 2 (PCBP2), transcript variant 1, mRNA 


NM 031989 


Homo sapiens polvfrC) binding protein 2 (PCBP2), transcript variant 2, mRNA 


NM 006196 


Homo sapiens poly(rC) binding protein 1 (PCBP1), rnRNA 


NM 031844 


Homo sapiens heterogeneous nuclear ribonucleoprotein U (scaffold attachment 
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fnrtrvr A^ fiTMPPTn transrrint variant 1 mRNA 

ldl/LUI £\.) y^lilNiVr U ;, LioilovlipL valiant 1, ijjxvl ^.n 


NM_004501 


Homo sapiens heterogeneous nuclear ribonucleoprotein U (scaffold attachment 

farinr A ^ HTMR VTT\ tramarint variant 1 mRNA 


NM_004500 


Homo sapiens heterogeneous nuclear ribonucleoprotein C (C1/C2) (HNRPC), 

trsin cr*ri*nt variant 9 mR MA 
Li aiioi/1 ijji v at lam iixlyj.>x». 


NM.031314 


Homo sapiens heterogeneous nuclear ribonucleoprotein C (C1/C2) (HNRPC), 

■frO T"lCr*T*1T\t VQnQTlt 1 TTlR A 

li alioVsl lpi Valloill 1, IIIXvINxt. 


NM_031370 


Homo sapiens heterogeneous nuclear ribonucleoprotein D (AU-rich element 

P7MA hinHina nrntpin 1 ^7WVl frTMRPTYl transrrint variant 1 mPlMA 


NM_031369 


Homo sapiens heterogeneous nuclear ribonucleoprotein D (AU-rich element 

PTvT A KmHincT nrrrtpin 1 37VTY\ nTNFRPTYl trancrrint variant 9 mPMA 
1\_LN r\. UlllUlIlg piULClJl 1, D iaAJJ ^XllMvi Uj , UcUlbUlipL Vol loll L Z,, liiXVLN r\ 




TTV»mr* caniprtc Tipt**m&^nprmc miplfwr rinriniifMPrvrvrrif'pin T^l I A T T-rir'Vi p\ PtnpTit 
XTUIilU SaLJICliS ilCLCi (JgClIwl/Llo llul/lwai llULFllU^lCUpiUlClil J^/ 1 AU 1 iVil vieiliCill 

RNA hinHincr nrotein 1 37km fiFTNTRPTTl fransmnt variant 3 mRNA 


NM.003903 


Homo sapiens CDC 16 cell division cycle 16 homolog (S. cerevisiae) (CDC16), 
mRNA 


NM_031483 


Homo sapiens itchy homolog E3 ubiquitin protein ligase (mouse) (TTCH), 
mRNA 


NM 031907 


Homo sapiens ubiquitin specific protease 26 (USP26), mRNA 


JN1Y1 V/JloDO 


T-T/^m/"\ craYvip'nc' tt'1 ttx /^/h nrvnn/VlnGr x 1 T YrrtC/vtVnil Cl 1 #H V 1 "1 52 1 m"D "NJ A 

numo sdpienb iiiz^icu nonioiog o ^i^rubupiuia^ \rz^uoj 9 iiitvln/v 


NG_000004 


Homo sapiens genomic cytochrome P450, subfamily EDA (niphedipine oxidase) 
i Jr3/v^ on cnromobomc / 


NM_001788 


Homo sapiens CDC10 cell division cycle 10 homolog (S. cerevisiae) (CDC10), 
mRNA 


JNM_UU427o 


Homo sapiens calcium binding protein 1 (calbrain) (CABP1), transcript variant 

z, mJKJNA 


NM_031205 


Homo sapiens calcium binding protein 1 (calbrain) (CABP1), transcript variant 


"NTN/f (\C\(\1RA 
1N1V1_UUU /o*t 


nomo Sapiens cyiocnrouic jr*+jv, buuiaiiiny AAviin. ^siciuiu z/-nyuiuAyia:>c, 
cerebrotendinous xanthomatosis), polypeptide 1 (CYP27A1), nuclear gene 

pnr*r*Hm<y Tmtrtrnnnnnfll nrotf^m ml?NA 

Clll^UvJlllg XIllLUUilUllUl Idl yjlXJlX'lAl) 1 1 U.N-L ^ fx 


NM 031491 


Homo sapiens retinol binding protein 5, cellular (RBP5), mRNA 


IN 1VL_U U O 7 


TTrk-m/\ cQnifmc cnr\#*rVi11**r viral ioi/lir 1 aptivitv/ 9— 1ilrf» r , PTf*vicisi< : * 1 ^QlirT\/9T i 
rlOIIlU bapiCUS SUpCXKJIlCi VllallUlUlU aULlvliy <6**11KC ^O. vClCVlSlaC^ ^OivJL V Zi-'/j 

mRNA 


XTX/T (\CWAA1 
JN1VL UU1*M7 


xiomo sapiens r/\i uunor suppressor nomoiog z ^lyrosopmia^ ^r/\izj, iiiinj.n/\ 


NM_007242 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 19 (DBP5 
nomoiog, yeast; jijjjaijv, uuvin/v 


NM_006773 


Homo sapiens DEAD/H (Asp-Glu- Ala-Asp/His) box polypeptide 18 (Myc- 
reguiatea ) \l>\jj\. io) t rruviN /v 


NM.030655 


Homo sapiens DEAD/H (Asp-Glu-Ala- Asp/His) box polypeptide 1 1 (CHLl-like 
neiicase nomoiog, o. cerevisiae; ^ijjjai i ;, transcnpi variani j, imviNrv 


NM_030653 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 1 1 (CHLl-like 
neiicase nomoiog, o. cerevisiae; \xj}j^l i ;, transcnpi vanarii i, rniviN/\ 


NM 000770 


Homo sapiens cytochrome P450, subfamily EC (mephenytoin 4-hydroxylase), 
porypeptioe 5 ^Liriuoj, Transcnpi vanani Jtipi-i, miviNA 


NM_030878 


Homo sapiens cytochrome P450, subfamily EC (mephenytoin 4-hydroxylase), 

nrJvr»*»TYHr1f» R (C^VPOCSCi tranQrrint variant TTn1 -9 mPTsJA 


NM_0 12239 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 3 (S. 
cerevisiae) (SIRT3), mRNA 


NM_030593 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 2 (S. 
cerevisiae) (SIRT2), transcript variant 2, mRNA 


NM_012237 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 2 (S. 
cerevisiae) (SIRT2), transcript variant 1, mRNA 
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lNiVl__UlZZJO 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 1 (S. 
cerevisiae ) (oik 1 1 j, mKjN a 




Homo sapiens scratch homolog 1, zinc finger protein (Drosophila) (SCRT1), 
mRNA 


NM 031278 


Homo sapiens tudor domain containing 1 (TDRD1), mRNA 


INM U3IZ// 


Homo sapiens nng ringer protein 17 (RNF17), transenpt variant long, mRNA 


NM 031276 


Homo sapiens testis expressed sequence 1 1 (TEX1 1), mRNA 


JNM 03 1273 


Homo sapiens testis expressed sequence 13B (TEX13B), mRNA 


NM UJ12/2 


Homo sapiens testis expressed sequence 14 (TEX 14), mRNA 


JNM_UUooio 


Homo sapiens methylene tetrahydrofolate dehydrogenase (NAD+ dependent), 
methenyltetrahydrofolate cyclohydrolase (MTHFD2), nuclear gene encoding 
mnocnononai protein, tjikin a 


NM_022818 


Homo sapiens microtubule-associated proteins 1 A/IB light chain 3 

/TV A A T>1 A /1 X>T / r ^1\ m n\TA 

(MAJr 1 A/ IdLk^j ), mKJN A | 


INM UloOU/ 


Homo sapiens nypotnetical protem rKUIiOi (rK(Jlo53), mKNA 


XTA/T Aft/I QC£ 


Homo sapiens kinesin-like 5 (mitotic kinesin-like protein 1) (KNSL5), mRNA 


NM 030979 


Homo sapiens poly(A) binding protein, cytoplasmic 3 (PABPC3), mRNA 


NM 03U77U 


Homo sapiens transmembrane protease, serine 5 (spinesin) (TMPRSS5), mRNA 




Homo sapiens opioid binding protein/cell adhesion molecule-like (OPCML), 

mKJNA 


INM U 140/0 


Homo sapiens pumilio homolog 1 (Drosophila) (PUM1), mRNA 


INM UJUO/3 


Homo sapiens MiUlJ-liKe 1 (6. cerevisiae) (£>JbC13Ll), mRNA 


NMJJ03342 


Homo sapiens ubiquitin-conjugating enzyme E2G 1 (UBC7 homolog, C. 
elegans) (UBE2G1), mRNA 


NM 022051 


Homo sapiens egl nine homolog 1 (C. elegans) (EGLN1), mRNA 


XTTV/f fll CC71 

JNM \)L00 / / 


Homo sapiens retinoic acid induced 14 (RAH 4), mRNA 


XTfc/T All 1*7 A 

INM 0121 /0 


Homo sapiens F-box only protein 22 (FBX022), mRNA 


NM 022304 


Homo sapiens histamine receptor H2 (HRH2), mRNA 


NM_022333 


Homo sapiens TIA1 cytotoxic granule-associated RNA binding protein-like 1 
(llALlj, transcript variant 2, mRNA 


NM_0U32>2 


Homo sapiens 11A1 cytotoxic granule-associated RNA bmdmg protem-hke 1 
(llAJLl J, transcript variant 1, mKNA 


XTA/T A 1*701 A 

INM ui/yiu 


tlomo sapiens nypotnetical protein rLJ2U62o (FLJ20628), mRNA 


NM_012384 


Homo sapiens glucocorticoid modulatory element binding protein 2 (GMEB2), 

♦WDXTA 
mKJNA 


NM 006118 


Homo sapiens HS1 binding protein (HAX1), mRNA 


JNJVL 02274U 


Homo sapiens homeodomain interacting protein kinase 2 (HJPK2), mRNA 


NM 002005 


Homo sapiens feline sarcoma oncogene (FES), mRNA 


NM 014757 


Homo sapiens mastermind-like 1 (Drosophila) (MAML1), mRNA 


NM_02513o 


Homo sapiens optic atrophy 3 (autosomal recessive, with chorea and spastic 
paraplegia) (OPA3), mRNA 


NMJ)24505 


Homo sapiens NADPH oxidase, EF hand calcium-binding domain 5 (NOX5), 
mRNA 


NMJ)22362 


Homo sapiens MMS19-like (MET18 homolog, S. cerevisiae) (MMS19L), 
mRNA 


JNM UUUZjo 


Homo sapiens myosin binding protein C, cardiac (MYBPC3), mRNA 


NMJ)00276 


Homo sapiens oculocerebrorenal syndrome of Lowe (OCRL), transcript variant 
a, mRNA 


NMJ)01587 


Homo sapiens oculocerebrorenal syndrome of Lowe (OCRL), transcript variant 
b, mRNA 


NMJ)01407 


Homo sapiens cadherin, EGF LAG seven-pass G-type receptor 3 (flamingo 
homolog, Drosophila) (CELSR3), mRNA 
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NM 001408 


xiuiiiu &apic/ii£> isuuiici in, jjrVjr l/iu seven-pass vj-iypc receptor z fiiamingo 
hnmrvlna DrnsArihilA'l (CVT ^R9'\ mRMA 


NM 005735 


nuxiiu bdpiciib rVIvr I aL>UIl-rCialCU prtHCIu 1 nomoiog 13, vcntlaCnil D61S (VC3.St ) 

(ACTR1B), mRNA 


NM 019954 


nurno i>dpicnt> very iong-cnain acyi-vOA syninetase nomoiog Z (VLCo-Jtiz), 
mRNA 


NM 012331 


TTfvmn QflniPnc mptiiiAninf* ciiI'Fayia'p i*^/1nr»+ae#» A fiV^QT? A\ mP\T A 


NM 016596 


xxuiiiu sapient) iiiblUlIC UCavCiyidbC //\ ^ri.LJ/\V*/ A^, transcript VaTlani Z, mKJNA 


NM 015401 


Homo sapiens histone deacetylase 7A (HDAC7A), transcript variant 1, mRNA 


NM 004082 


xiuniu bdpicna uyndOLin i \pi ju, giueo. nornoiog, l/rosopmiay ^UOlJNlj, 
transcript variant 1, mRNA 


NM 023019 


xiuiiio bdpiciiis uynacun i \pi ju, giuea nomoiog, urosopmiaj ^JUUIJN 1^), 
transcript variant 2, mRNA 


NM 002893 


xiomo bdpicnb reunoDiasionia Dinoing protein / ^KJt>i5Jr / ), niKJN A 


NM 023001 


xTuiiio bapicnb recuioDiascoma Dmaing protein i {Kx>r>r I ) s transcript variant J, 
mRNA 


NM 023000 


xiomo sapiens rennoDiastorna Dinoing pro tern i (K±>r>r l^, transcript variant 2, 
mRNA 


NM 002899 


xiomo sapiens reianooiastoma oinaing protein l {isJiDr i) 9 transcript variant 1, 
mRNA 


"MM 09/LdOR 


xiomo sapiens JNotcn nomoiog z (Urosopnilaj (NUICrlz), mRNA 


TJAyf 019^11 
INiVJL^JJ iZ J 1 1 


Homo sapiens KIN, antigenic determinant of recA protein homolog (mouse) 
(KIN), mRNA 


xjK/f no i nog 


Homo sapiens bruno-like 5, RNA binding protein (Drosophila) (BRUNOL5), 
mRNA 


xrN/f non-ion 


Homo sapiens bruno-like 4, RNA binding protein (Drosophila) (BRUN0L4), 
mRNA 


1MVI UUDoOo 


Homo sapiens ah 1 1 nomoiog (b, cerevisiae) (BET1), mRNA 




Homo sapiens v-myc myelocytomatosis viral oncogene homolog (avian) (MY C), 


NM 022817 


xiuiuu bdpicns pcnoci nomoiog z ^urosopnuaj ^rxiKZ^, transcript variant 1, 
mRNA 


NM 003894 


jrxviiiu ^apicxx^ pci juu iiuiiiujug ^ ^jL/rvjj>upniiay jjrixz^, uranscnpi variant z, 
mRNA 


NM 006660 


Homo sapiens ClpX caseinolytic protease X homolog (E. coli) (CLPX), mRNA 


NM 012394 




NM 004234 


xiuiuu bdpicn.5 ^iniy linger protein yj nomoiog ^mouse^ (Z/rryj ), mKJNA 


NM 005870 

J. ^IJLtX \J\J J o / V/ 


xiuiuu bdpiens siiij-associaiea poiypepuae, iokjj ^oAJrioj, mKJNA 


NM 003350 


Homo sapiens ubiquitin-conjugating enzyme E2 variant 2 (UBE2V2), mRNA 


NM 022476 


nomo sapiens iusea toes nomoiog ^mouse l o J, mKJNA 


NMJ)22444 


Homo sapiens solute carrier family 13 (sodium/sulfate symporters), member 1 

^oL-fLxl j Al ), mJKiNA 


NM 01R197 


xiomo sapiens eiau nomoiog z (ii. coli) (bLACz), mKJNA 


NM 014317 


Homo sapiens trans-prenyltransferase (TPT), mRNA 


TsJlV/f 099173 
lNlVJL__yZZl /o 


Homo sapiens TIA1 cytotoxic granule-associated RNA binding protein (TIA1), 
transcrint variant 2 mRNA 


NMJ)22037 


Homo sapiens TIA1 cytotoxic granule-associated RNA binding protein (TIA1), 
transcript variant 1, mRNA 


NM 004973 


Homo sapiens jumonji homolog (mouse) (JMJ), mRNA 


NM_021971 


Homo sapiens GDP-mannose pyrophosphorylase B (GMPPB), transcript variant 
2, mRNA 


'NM 013334 


Homo sapiens GDP-mannose pyrophosphorylase B (GMPPB), transcript variant 
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1, niRNA 


NM 013335 


Homo sapiens GDP-mannose pyrophosphorylase A (GMPPA), mRNA 


NM_021267 


Homo sapiens LAG1 longevity assurance homolog 1 (S. cerevisiae) (LASS1), 
mRNA 


NM 005811 


Homo sapiens growth differentiation factor 1 1 (GDF1 1), mRNA 


NM_005971 


Homo sapiens FXYD domain-containing ion transport regulator 3 (FXYD3), 
transcript variant 1, mRNA 


NMJ)21910 


Homo sapiens FXYD domain-containing ion transport regulator 3 (FXYD3), 
transcript variant 2, mRNA 


NM 022096 


Homo sapiens ankyrin repeat domain 5 (ANKRD5), mRNA 


NM 022073 


Homo sapiens egl nine homolog 3 (C elegans) (EGLN3), mRNA 


NM_022047 


Homo sapiens differentially expressed in FDCP 6 homolog (mouse) (DEF6), 
mRNA 


NMJ)21778 


Homo sapiens a disintegrin and metalloproteinase domain 28 (ADAM28), 
transcript variant 2, mRNA 


NM_021777 


Homo sapiens a disintegrin and metalloproteinase domain 28 (ADAM28), 
transcript 'variant 3, mRNA 


NMJ)00152 


Homo sapiens glucosidase, alpha; acid (Pompe disease, glycogen storage disease 
type II) (GAA), mRNA 


NM 002910 


Homo sapiens renin binding protein (RENBP), mRNA 


NM_012072 


Homo sapiens complement component l, q subcomponent, receptor 1 (C1QR1), 
mRNA 


NM_000534 


Homo sapiens PMS1 postmeiotic segregation increased 1 (S. cerevisiae) (PMS1), 
mRNA 


NM 005451 


Homo sapiens enigma (LIM domain protein) (ENIGMA), mRNA 


NM_021975 


Homo sapiens v-rel reticuloendotheliosis viral oncogene homolog A, nuclear 
factor of kappa light polypeptide gene enhancer in B-cells 3, p65 (avian) 
(RELA), mRNA 


NM 021958 


Homo sapiens H2.0-like homeo box 1 (Drosophila) (HLX1), mRNA 


NM 004139 


Homo sapiens lipopolysaccharide binding protein (LBP), mRNA 


NM 005442 


Homo sapiens eomesodermm homolog (Xenopus laevis) (EOMES), mRNA 


NM 004187 


Homo sapiens Smcx homolog, X chromosome (mouse) (SMCX), mRNA 


NM 003170 


Homo sapiens suppressor of Ty 6 homolog (S. cerevisiae) (SUPT6H), mRNA 


NM 003062 


Homo sapiens slit homolog 3 (Drosophila) (SLIT3), mRNA 


NM 003068 


Homo sapiens slug homolog, zinc finger protein (chicken) (SLUG), mRNA 


NMJ)21824 


Homo sapiens NEF3 NGG1 interacting factor 3-like 1 (S. pombe) (NIF3L1), 
mRNA 


NM 021783 


Homo sapiens ectodysplasin A2 isoform receptor (XEDAR), mRNA 


NM_0041 96 | 


Homo sapiens cyclin-dependent kinase-like 1 (CDC2-related kinase) (CDKL1), 
mRNA 


NM_000535 


Homo sapiens PMS2 postmeiotic segregation increased 2 (S. cerevisiae) (PMS2), 
mRNA 


NMJ)02356 


Homo sapiens myristoylated alanine-rich protein kinase C substrate (MARCKS), 
mRNA 


NM 021728 


Homo sapiens orthodenticle homolog 2 (Drosophila) (OTX2), mRNA 


NM_014588 : 


Homo sapiens visual system homeobox 1 homolog, CHXIO-like (zebrafish) 
(VSXl),mRNA 


NM__003503 


Homo sapiens CDC7 cell division cycle 7-like 1 (S. cerevisiae) (CDC7L1), 
mRNA 


NMJW4059 


Homo sapiens cysteine conjugate-beta lyase; cytoplasmic (glutamine. 
transaminase K, kyneurenine aminotransferase) (CCBL1), mRNA 


NM 020651 


Homo sapiens pellino homolog 1 (Drosophila) (PELI1), mRNA 
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XTTV It A 1 O A 1 1 

NM 018411 


Homo sapiens hairless homolog (mouse) (HR), niRNA 


NM 014569 


Homo sapiens zinc finger protein 95 homolog (mouse) (ZFP95), mRNA 


NM_012458 


Homo sapiens translocase of inner mitochondrial membrane 13 homolog B 
(yeast) (TIMM13B), mRNA 


NM 000672 


Homo sapiens alcohol dehydrogenase 6 (class V) (AJJHo), mKNA 


"XT* It AAO /"AO 

NM_003603 


Homo sapiens Arg/Abl-interacting protein ArgBP2 (ARGBP2), transcript variant 

1 W "D XT A 

1, rnKJNA 


NM_021069 


Homo sapiens Arg/Abl-interacting protein ArgBP2 (ARGBP2), transcript variant 
z, rnKJNA 


NM 004950 


Homo sapiens dermatan sulfate proteoglycan 3 (DSPG3), mRNA 


XTN /T f\f\ A TA 1 

NM 004701 


Homo sapiens cyclin al (CCJNJozj, mKJNA 


NM 021100 


Homo sapiens NFS1 nitrogen fixation 1 (S. cerevisiae) (NFS1), mRNA 


NM 021255 


Homo sapiens pellmo homolog 2 (Drosophila) (FbLLJ), mKJNA 


NM 021115 


Homo sapiens seizure related 6 homolog (mouse)-like^SEZ6L), mRNA 


NM. 004756 


Homo sapiens numb homolog (Drosophila)-hke (NUMBL), mRNA 


NM_004690 


TT * T A TVi 1 * .t 1 -t /~r\ "t_ .1 1 _ \ /T A TO 1 ^ 

Homo sapiens LATS, large tumor suppressor, homolog 1 (Drosophila) (LATS1), 
mRNA 


x tx it r\r\r\ a f \ 

NM_000461 


Homo sapiens thyroid hormone receptor, beta (erythroblastic leukemia viral (v- 
erb-a) oncogene homolog z, avian) ( l JlKB J, mKJNA 


XTTV X AO 1 ATO 

NM_021078 


Homo sapiens GCN5 general control of amino-acid synthesis 5 -like 2 (yeast) 
(uCJNdLz), mKJNA 


KM 002877 


Homo sapiens RAD51-like 1 (S. cerevisiae) (RAD51L1), mRNA 


NM 001552 


Homo sapiens insulin-like growth factor bindmg protein 4 (IOFBP4), mRNA 


NM 002487 


Homo sapiens necdin homolog (mouse) (NDN), mRNA 


NM 012425 


Homo sapiens Ras suppressor protein l (RSUl), mRNA 


NM 005618 


Homo sapiens delta-like l (Drosophila) (DLLl), mRNA 


NM 021038 


Homo sapiens muscleblind-like (Drosophila) (MBNL), mRNA 


NM_0 14268 


Homo sapiens microtubule-associated protein, RP/EB family, member 2 
(MAPRE2), mRNA 


NMJ)20662 


Homo sapiens MRS2-like, magnesium homeostasis factor (S. cerevisiae) 
(MRS2L), mRNA 


NM_020649 


Homo sapiens chromobox homolog 8 (Pc class homolog, Drosophila) (CBX8), 
mRNA 


NM_0 18436 


Homo sapiens allantoicase (ALLC), mRNA 


NM 020528 


Homo sapiens poly(rC) binding protein 3 (PCBP3), mRNA 


NM_0 14276 


Homo sapiens recombining binding protein suppressor of hairless (Drosophila)- 

VI _ /T>DT)OT TUT A .tjxt A 

like (KBrbUHL), rnKNA 1 


NM 019557 


Homo sapiens hypothetical protein RP1-317E23 (LOC56181), mRNA 


NM 020347 


Homo sapiens leucine zipper transcription factor-like 1 (LZTFL1), mRNA 


NM_005744 


Homo sapiens ariadne homolog, ubiquitin-conjugating enzyme E2 binding 
protein, 1 (Drosophila) (ARIH1), mRNA 


"VT* r /\/\^f\ A A 

NM 007044 


Homo sapiens katanin p60 (ATPase-containing) subunit A 1 (KATNA1), mRNA 


NM 002688 


Homo sapiens peanut-like l (Drosophila) (PNUTL1), mRNA 


NM_013384 


Homo sapiens LAG1 longevity assurance homolog 2 (S. cerevisiae) (LASS2), 
mRNA 


XTfc AT AOAOOA 

NM 020230 


Homo sapiens peter pan homolog (Drosophila) (PPAN), mRNA 


NMJ)20182 


Homo sapiens transmembrane, prostate androgen induced RNA (TMEPAI), 
mRNA 


NM 020248 


Homo sapiens catenin. beta interacting protein l (CTNNBIP1), mRNA 


NM_000399 


Homo sapiens early growth response 2 (Kiox-20 homolog, Drosophila) (EGR2), 
mRNA 


NM_002965 


Homo sapiens SI 00 calcium binding protein A9 (calgranulin B) (S100A9), 
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mRNA 


NM_002964 


Homo sapiens S100 calcium binding protein A8 (calgranulin A) (S100A8), 
mRNA 


NM 002963 


Homo SairipTl^ S 1 Oft PQlpilim V»rn/lTrif»*Tvr , /\+«M»* A *7 f-nr»n-*inn,i-*% 1 \ /C 1 AA A t»xt a 

xxkjxxikj oivu odiuium Dincnng protein a / (psonasin 1) (oIUOA/) mRNA 


NM 014624 


Aiwiiiw aapiciia oiuv; ^ditium Dmuing protein ao (caicyciinj (olUUAo), mRNA 


NM_019554 


Homo sapiens SI 00 calcium binding protein A4 (calcium protein, calvasculin, 
iii^icu>i<i£»iii, lnmmc piducnidi numoiog^ ^oiuua^j, transcript variant 2, rnRJNA 


NM_002961 


Homo sapiens SI 00 calcium binding protein A4 (calcium protein, calvasculin, 

metastasin mirrinp nlappntal aatyiaIact^ fQIOHA/TX f»*<innr«nW vm-otA*** 1 ««d\ta 

iiA^iaoiadui, mwuic piducnidi nurnoiogj ^oiuua^j, transcript variant I, niKJNA 


NM 005978 


Homo sapiens SI 00 calcium binding protein A2 (S100A2), mRNA 


NM 002537 


xiumu i>dpienb ornnnine aecarDOxyjase antizyme 2 (UAZwi), mRNA 


NM^O 19854 


Homo sapiens HMT1 hnRNP methyltransferase-like 3 (S. cerevisiae) 


NM019619 


Homo sapiens par-3 partitioning defective 3 homolog (C. elegans) (PARD3), 
mRNA 


NM 017454 


numo bapiens stauien, kjna Dinamg protem (Drosopnila) (STAU), transcript 
variant Tl, mRNA 


NM 017453 


numo wpicns siauien, i\jn a oinuing protem (Drosopnila) (STAU), transcript 
variant T3, mRNA 


NM 017452 


nomo sapiens siauien, kjna binding protem (Drosopnila) (STAU), transcript 
variant T2, mRNA 


NM 003785 


xiomo sapiens u antigen, iarnily b, 1 (prostate associated) (GAGEB1), mRNA 


NM_015044 


Homo sapiens golgi associated, gamma adaptin ear containing, ARF binding 

piOLcm Z ^OUAZJ, mKTNA 


NM 013365 


Homo sapiens golgi associated, gamma adaptin ear containing, ARF binding 

rtrnfpin 1 (C\C\&\\ mUMA ^ \ 


NM 004781 


nuuiu sxtpicnb vesicie-associaxea memorane protem i (cellubrevin) (V AMP3), 
mRNA 


NM 018685 


nomo sapiens annnn, actm Dmamg protein (scraps homolog, Drosopnila) 
( ANT m"R>JA 


NM 017927 


aauixiu ^ctpicnb mitoiusm i ^iyltin i ) i transcript variant Z, mKINA 


NM 018387 


nuiiiu bdpicns ^ermaiia perinuclear kjna oinamg protein (!S 1RBP), mRNA 


NM 018378 


xxuiuu bcipiciib r-DOA ana leucme-ncn repeat protem o (JtdaLo), mKiNA 


NM 018158 


iiuiiiu £>dpiciij> buiuie t/drner iamiiy h ^anion excnanger), member 1, adaptor 
protein (SLC4A1AP), mRNA 


NM 018032 


Homo Sanien<? T I JP7-HVf» rprpvicia^ H TTf , "7T \ »nD\TA 


NM 017575 


T-f ATTJO A1PT1Q pVlTATYIACAinP 17 rk«*»n -r^o/^-Jn rr A-Qtna "3 t /Al '7n--P3 1\ „t>\ta 

AAvniw sapx&ii^ wuuuiuauinc i / open reaamg uame ji /orijlj, mKJNA 


NM 018696 


Homo sar)ien<? elaP ViAmAlAcr 1 (V paIi^ HhT AP*1^ rvil?XTA 
AAwinvj capitals ciav^ liUlilUlUg 1 KsvU) ^XH^AV^l J, lTliVLNA 


NM_005781 


Homo sarnpn*; apfivatpfi n91pHp J 49Wc Vi'naco /'A^™^^ r 1^ m D\TA 
J -* VAliU oapiciia ai/UVdicu p^iLUU A tZxlS Kinase ^AV^lVl J, lTiKlNA 


NMJH6831 


Homo sanien<; t>pHaH TiattiaI act ^ rPimc/rnViilo^ n5T7Dl\ mi>XTA 

xi\jxix\j oapiciia pciiuu AlUillUiUg D ^J-TOSOpmiaj ^Jr JCJK. D ) 9 niKJNA 


NMJ)03387 


xiuiiiu bd.picii6 wis>ituu-/\.iancn synorome protem mteracnng protein (WAojrJLr), 
mRNA 


NM 005993 


xiuinu dapiciii> luuuiiii-spcciiic cnaperone u ^IjduJL/J, mivlNA 


NM 003014 


Homo sapiens secreted frizzled-related protein 4 (SFRP4), mRNA 


NM 006744 


nomo sapiens rennoi Dinamg protem 4, plasma (RBP4), mRNA 


NM 002899 


Homo sapiens retinol binding protein 1, cellular (RBP1), mRNA 


NM_005524 


Homo sapiens hairy homolog (Drosophila) (HRY), mRNA 


NMJ)05206 


Homo sapiens v-crk sarcoma virus CT10 oncogene homolog (avian) (CRK), 
transcript variant I, mRNA 


NMJH6823 


Homo sapiens v-crk sarcoma virus CT10 oncogene homolog (avian) (CRK), 
transcript variant II, mRNA 


NM 016948 


Homo sapiens par-6 partitioning defective 6 homolog alpha (C.elegans) 
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(PARD6A), mRNA 


XTA/T A 17/19 ft 


Homo sapiens sine oculis homeobox homolog 4 (Drosophila) (SDC4), mRNA 


NM 016932 


Homo sapiens sine oculis homeobox homolog 2 (Drosophila) (SIX2), mRNA 


JNM U1/41D 


Homo sapiens Kelcn-Jike 3 (JJrosopnila) (JsJJttLJ;, mKNA 


NM 017412 


Homo sapiens frizzled homolog 3 (Drosophila) (FZD3), mRNA 


inM 0Uj4UU 


Homo sapiens exportin 1 (OKJVu homolog, yeast) (XrUl), mRNA 


-\T7v It AAOOOn 


Homo sapiens retinoic acid receptor responder (tazarotene induced) 2 
(RARRES2), mRNA 


NM_UUoUo4 


Homo sapiens G 1 r-bmdmg protem ragB (RAuB), transcript variant RAGBs, 
mRNA 




Homo sapiens Cjir-bmamg protem ragB (KACjB), transcript variant RAGB1, 
mRNA 


NM 003857 


Homo sapiens galanin receptor 2 (GALR2), mRNA 


NM 016655 


Homo sapiens GA binding protein transcription factor, beta subunit 2 (47kD) 
(GABJPB2), transcnpt vanant gamma, mRNA 


NMJ)U2041 


Homo sapiens GA binding protein transcription factor, beta subunit 2 (47kD) 
(UABJrBZ transcript variant gamma, mKJN A 


xnvyr Ai/C£C/t 
XNM_U1ooj4 


Homo sapiens GA binding protein transcription factor, beta subunit 1 (53kD) 
(LrABrB l transcript variant beta, mKJN A 


NM_005254 


Homo sapiens GA binding protein transcription factor, beta subunit 1 (53kD) 
(LrABrBl), transcript vanant beta, mKlNA 


NM 015843 


Homo sapiens LM domain only 7 (LM07), transcript variant 3, mRNA 


NM 015842 


Homo sapiens LHvI domain only 7 (LM07), transcript variant 2, mRNA 


NM 002228 


Homo sapiens v-jun sarcoma virus 17 oncogene homolog (avian) (JUN), mRNA 


NM 016178 


Homo sapiens ornithine decarboxylase antizyme 3 (OAZ3), mRNA 


NM_016538 


Homo sapiens sirtum silent mating type information regulation 2 homolog 7 (S. 
cerevisiae) (SIRT7), mRNA 


NM_016539 


Homo sapiens sirtum silent mating type information regulation 2 homolog 6 (S. 
cerevisiae) (SIRT6), mRNA 


NMJH6316 


Homo sapiens REVl-like (yeast) (REV1L), mRNA 


NM_016138 


Homo sapiens COQ7 coenzyme Q, 7 homolog ubiquinone (yeast) (COQ7), 

XT A 

mRNA 


xnv -I" ai zrcoo 

NM_0 16583 


Homo sapiens palate, lung and nasal epithelium carcinoma associated (PLUNC), 
mRNA 


XTT\ K A 1 COO/' 

NM 015886 


Homo sapiens protease inhibitor 15 (PI15), mRNA 


NMJ) 16067 


Homo sapiens mitochondrial ribosomal protein S18C (MRPS18C), nuclear gene 
encoding mitochondrial protein, mRNA 


JNM Ul!>y4o 


Homo sapiens pelota homolog (Drosopmla) (rJbLUj, mKNA 


NM 016397 


Homo sapiens THl-like (Drosophila) (TH1L), mRNA 




Homo sapiens chromobox homolog 3 (HP1 gamma homolog, Drosophila) 
(CBX3),mRNA 


NM 016347 


Homo sapiens putative N-acetyltransferase Camello 2 (CML2), mRNA 


NM 015727 


Homo sapiens tachykinin receptor 1 (TACR1), transcnpt vanant short, mRNA 


NM 001058 


Homo sapiens tachykinin receptor 1 (TACR1), transcript variant long, mRNA 


NM_004052 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 3 (BNDP3), 
nuciear gene encouing mitocnoncuiai protein, rriKjNA 


NM_0 14820 


Homo sapiens translocase of outer mitochondrial membrane 70 homolog A 
(yeast) (TOMM70A), mRNA 


NM 014918 


Homo sapiens carbohydrate (chondroitin) synthase 1 (CHSY1), mRNA 


NM_0 14707 


Homo sapiens histone deacetylase 9 (HDAC9-PENDING), transcript variant 3, 
mRNA 


NM 014683 


Homo sapiens unc-51-like kinase 2 (C. elegans) (ULK2), mRNA 
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NM 014874 


Homo sapiens mitofiisin 2 (MFN2), mRNA 


NM 014071 


l-TntYin QJiTvipnQ mif*1pnr rppprvtVif* ot\nf*t^\rotf\T fKTfOA/C^ ml? XT A 
xJLUliiU oapxviio liui/lt/cu icv^t/piUi UUaL>LlvalUI U ^liVyVJAU yj lIil\±>|/\ 


NM 015700 


Homo sapiens HIRA interacting protein 5 (HIRIP5), mRNA 


NM 015685 


Homo sapiens syndecan binding protein (syntenin) 2 (SDCBP2). mRNA 




xiomo sapiens iivjLCri-iiKe 1 {p. cerevisiaej (Xivlbi.lij, niKJNA 


NM 014297 


Homo sapiens protein expressed in thyroid (YF13H12), mRNA 


XTA/f 014301 


Homo sapiens staufen, RNA binding protein, homolog 2 (Drosophila) (STAU2), 

mPXTA 

rriKiNA 


NM_014403 


Homo sapiens sialyltransferase 7D ((alpha-N-aceiylneuraminyl-2,3-beta- 
galactosyl-l,3)-N-acetyl galactosaminide alpha-2,6-sialyltransferase) (SIAT7D), 

mUXJA 


nm 0144£<\ 


iiomo sapiens suiioiransierase iamny, cytosouc, in, memoer I (oULl lBl), 

mPXTA 


NM 01448S 


xiuiiiu bd.piciii> piu&idgicuiuui lja bynuiase, ncmaiopoieiic (Jr vjUo^j, itlkjn A 




nuinu oapiciid jjcbL-tiuiiiu iiuiiiuiug i, containing oxvL/ a uomain (zeoransn) 
(PESl),mRNA 


NM 01425^ 


xxuiiiu oauicxio uuz., uuu Lcii""iii noTiioiog i^urosopmiaj [Kju/si ), rniviNA 


NM 014420 


HUIJIU oapiCila IILlUIUlL'iUUla IlOIIlUIOg ^UlOUSCj ^IVlvJXvl^J, mtxTNA 


NM 00641 Q 


noino sapiens mao-zi-iiKe z eiegansj ^jvlaoZIJLZ J, mKJNA 


NM 01 


noino sapiens iem-i nomoiog o eiegansj {^rcLviiiS), mKJNA. 


NM 014591 


Homo sapiens Kv channel interacting protein 2 (KCN3P2), mRNA 


MM 00444Q 


Homo sapiens v-ets erythroblastosis virus E26 oncogene like (avian) (ERG), 

ml? XI A 


NM 014420 


Homo sapiens dickkopf homolog 4 (Xenopus laevis) (DKK4), mRNA 


NM 014491 

IN 1V1 U 1 *t*+Z 1 


riomo sapiens aicKKopi nomoiog z ^Aenopns laevisj (DJvlvz ), mKJNA 


NM 014325 


Homo sapiens coronin, actin binding protein, 1C (COR01C), mRNA 


iNlVl_UlHZ40 


Homo sapiens cadherin, EGF LAG seven-pass G-type receptor 1 (flamingo 
homolog, Drosophila) (CELSR1), mRNA 


1NJYL UlHJi/l 


Homo sapiens cardiac ankyrin repeat protein (CARP), mRNA 




Homo sapiens aryl hydrocarbon receptor interacting protein-like 1 (AIPL1), 
mRNA 


JNM_U 14263 


Homo sapiens a disintegrin and metalloproteinase domain 28 (ADAM28), 
transcript variant 1, mRNA 


XTA/T AI/IOI'? 


Homo sapiens a disintegrin and metalloproteinase domain 18 (ADAM 18), 
mRNA 


INIVl UUjUjz 


Homo sapiens plasnn 3(1 isoiorm) (FL1S3), mRNA 


NM 013QRO 


riomo sapiens JtsuJLz/aaeno virus nits lyicD interacting protem l (bNJJr 1), 
transcript variant BNTPl-c, mRNA 


XJA/f (\ 10Q7Q 


Homo sapiens HOJLz/aaenovirus JilJo 19kD interacting protein 1 (BNIP1), 
transcript variant BNIPl-b, mRNA 


JNM_UlJy /o 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 1 (BNIP1), 
transcript variant BNIP1 -a, mRNA 


XTA/f nn/1 170 
INIVl UU41 /o 


Homo sapiens 1 AK (HIV) KJnA binding protein 2 (1 ARBF2), mRNA 




Homo sapiens MCM6 minichromosome maintenance deficient 6 (MIS5 
nomoiog, o. pomoej ^o. cerevisiaej (MdVio;, mKiNA 


NMJ)02576 


Homo saDiens D2l/Cdc42/Rac1 -activated kinase 1 /'STE20 homolog vpa^rt 
(PAK1), mRNA 


NMJH2091 


Homo sapiens adenosine deaminase, tRNA-specific 1 (ADAT1), mRNA 


NM 005358 


Homo sapiens L1M domain only 7 (LM07), mRNA 


NM 013451 


Homo sapiens fer-1 -like 3, mvoferlin (C. elegans) (FER1L3), mRNA _J 


NM 006113 | 


Homo sapiens vav 3 oncogene (VAV3), mRNA 


NM 003869 


Homo sapiens carboxylesterase 2 (intestine, liver) (CES2), mRNA 
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NM 005721 


Homo sapiens ARP3 actin-related protein 3 homolog (yeast) (ACTR3), mRNA 


NM_003325 


Homo sapiens HIR histone cell cycle regulation defective homolog A (S. 
cerevisiae) (BDDRA), mRNA 


NM 012242 


Homo sapiens dickkopf homolog 1 (Xenopus laevis) (DKK1), mRNA 


NM 012429 


Homo sapiens SEC14-like 2 (S. cerevisiae) (SEC14L2), mRNA 


NM 012190 


Homo sapiens formyltetrahydrofolate dehydrogenase (FTHFD), mRNA | 


NM_005069 


Homo sapiens single-minded homolog 2 (Drosophila) (SM2), transcript variant 
SIM2, mRNA 


NM_009586 


Homo sapiens single-minded homolog 2 (Drosophila) (S1M2), transcnpt vanant 
SIM2s, mRNA 


NM 002610 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 1 (PDK1), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 013374 


Homo sapiens programmed cell death 6 interacting protein (PDCD61P), mRNA 


NM 013367 


Homo sapiens anaphase-promoting complex subunit 4 (APC4), mRNA 


NM 002968 


Homo sapiens sal-like 1 (Drosophila) (SALL1), mRNA 


NM 002449 


Homo sapiens msh homeo box homolog 2 (Drosophila) (MSX2), mRNA 


NMJ)06739 


Homo sapiens MCM5 minichromosome maintenance deficient 5, cell division 
cycle 46 (S. cerevisiae) (MCM5), mRNA 


NM_012460 


Homo sapiens translocase of inner mitochondrial membrane 9 homolog (yeast) 
(TIMM9), mRNA 


NMO 12457 


Homo sapiens translocase of inner mitochondrial membrane 13 homolog A 
(yeast) (TIMM13A), mRNA 


NM_012456 


Homo sapiens translocase of inner mitochondrial membrane 10 homolog (yeast) 
(TIMM10), mRNA 


NM_012450 


Homo sapiens solute carrier family 13 (sodium/sulfate symporters), member 4 
(SLC13A4),mRNA 


NM_0 12444 


Homo sapiens SPOl 1 meiotic protein covalently bound to DSB-like (S. 
cerevisiae) (SPOl 1), mRNA 


NMJ) 12240 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 4 (S. 
cerevisiae) (SIRT4), mRNA 


NM 012387 


Homo sapiens peptidyl arginine deiminase, type V (PAD), mRNA 


NMJH2381 


Homo sapiens origin recognition complex, subunit 3-like (yeast) (ORC3L), 
mRNA 


NMJ) 12225 


Homo sapiens nucleotide binding protein 2 (MinD homolog, E. coli) (NUBP2), 
mRNA 


NM 012222 


Homo sapiens mutY homolog (E. coli) (MUTYH), mRNA 


NM_0 12279 


Homo sapiens double-stranded RNA-binding zinc finger protein JAZ (J AZ), 

„T)XT A 

mKJNA 


NM 012206 


Homo sapiens hepatitis A virus cellular receptor 1 (HAVCR-1), mRNA 


NM 012205 


Homo sapiens 3-hydroxyanthranilate 3,4-dioxygenase (HAAO), mRNA 


NM 012198 


Homo sapiens grancalcin, EF-hand calcium binding protein (GCA), mRNA 


NM 012193 


Homo sapiens frizzled homolog 4 (Drosophila) (FZD4), mRNA 


NM 012192 


Homo sapiens fracture callus 1 homolog (rat) (FXC1), mRNA 


NM 012076 


Homo sapiens crumbs homolog 1 (Drosophila) (CRB1), mRNA 


NMJU2124 


Homo sapiens cysteine and histidine-rich domain (CHORD)-containing, zinc 
binding protein 1 (CHORDC1), mRNA 


NM_012118 


Homo sapiens CCR4 carbon catabolite repression 4-like (S. cerevisiae) 
(CCRN4L), mRNA 


NM012117 


Homo sapiens chromobox homolog 5 (HP1 alpha homolog, Drosophila) (CBX5), 
mRNA 


NM 012108 


Homo sapiens BCR downstream signaling 1 (BRDG1), mRNA 


NM 012100 


Homo sapiens aspartyl aminopeptidase (DNPEP), mRNA 
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NM 012094 


Homo sapiens peroxiredoxin 5 (PRDX5), mRNA 


NM 004506 


Homo sapiens heat shock transcription factor 2 (Hbrz), mRNA 


NM 004423 


Homo sapiens dishevelled, dsh homolog 3 (Drosophila) (DVL3), mRNA 


NM 007374 


Homo sapiens sine ocuhs homeobox homolog 6 (Drosophila (SIX6), mRNA 


NM 007373 


Homo sapiens soc-2 suppressor of clear homolog (C. elegans) (SHOC2), mRNA 


NM 002388 


Homo sapiens MCM3 minichromosome maintenance deficient 3 (S. cerevisiae) 
(MCM3), mRNA 


NM 004873 


Homo sapiens BCL2-associated athanogene 5 (BAG5), mRNA 


NMJ)07316 


Homo sapiens agouti related protein homolog (mouse) (AGRP), transcript 
variant 2, mRNA 


NM_003819 


Homo sapiens poly(A) binding protein, cytoplasmic 4 (inducible form) 
(PABPC4), mRNA 


NM 005737 


Homo sapiens ADP-ribosylation factor-like 7 (ARL7), mRNA 


NM 002358 


Homo sapiens MAD2 mitotic arrest deficient-like 1 (yeast) (MAD2L1), mRNA 


NM 007264 


Homo sapiens adrenomedullin receptor (ADMR), mRNA 


NM 006870 


Homo sapiens destrin (actin depolymerizing factor) (DSTN), mRNA 


NM_005476 


Homo sapiens UDP-N-acetylglucosamine-2-epimerase/N-acetylmannosamine 
kinase (GNE), mRNA 


NM_007309 


Homo sapiens diaphanous homolog 2 (Drosophila) (DIAPH2), transcript variant 
12C, mRNA 


NM 001878 


Homo sapiens cellular retinoic acid binding protein 2 (CRABP2), mRNA 


NM_000489 


Homo sapiens alpha thalassemia/mental retardation syndrome X-linked (RAD54 
homolog, S. cerevisiae) (ATRX), mRNA 


NM 002528 


Homo sapiens nth endonuclease Hi-like 1 (E. coli) (NTHL1), mRNA 


NMJ)04085 


Homo sapiens translocase of inner mitochondrial membrane 8 homolog A (yeast) 
(T1MM8A), nuclear gene encoding mitochondrial protein, mRNA 


NM 002310 


Homo sapiens leukemia inhibitory factor receptor (LIFR), mRNA 


NM 004733 


Homo sapiens acetyl-Coenzyme A transporter (ACATN), mRNA 


NM 002657 


Homo sapiens pleomorphic adenoma gene-like 2 (PLAGL2), mRNA 


NM 006724 


Homo sapiens mitogen-activated protein kinase kinase kinase 4 (MAP3K4), 
transcript variant 2, rnRNA 


NM_006882 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2e, mRNA 


NM_006881 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2d, mRNA 


NM 006880 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2c, mRNA 


NM 006879 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2b, mRNA 


NMJ)06878 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2a, mRNA 


NMJW3801 


Homo sapiens GPAA1P anchor attachment protein 1 homolog (yeast) (GPAA1), 
mRNA 


NM 003193 


Homo sapiens tubulin-specific chaperone e (TBCE), mRNA 


NMJ)02370 


Homo sapiens mago-nashi homolog, proliferation-associated (Drosophila) 
(MAGOH), mRNA 


NM 006341 


Homo sapiens MAD2 mitotic arrest deficient-like 2 (yeast) (MAD2L2), mRNA 


NMJXJ6149 


Homo sapiens lectin, galactoside-binding, soluble, 4 (galectin 4) (LGALS4), 
rnRNA 


NM 003585 


Homo sapiens double C2-like domains, beta (DOC2B), mRNA 


NMJ)07129 


Homo sapiens Zic family member 2 (odd-paired homolog, Drosophila) (ZIC2), 
mRNA 
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NM_007279 


Homo sapiens U2 small nuclear nbonucleoprotein auxiliary factor (65kD) 
(U2AF65), mRNA 


NM 007194 


Homo sapiens CHK2 checkpoint homolog (S. pombe) (CHEK2), mRNA 


NM 007271 


Homo sapiens serine/threonine kinase 38 (STK38), mRNA 


NM 007232 


TT " 1 * X * i TTft /I 111 tt«\ T*"VT A 

Homo sapiens histamine receptor H3 (HRH3), mRNA 


NM 007278 


Homo sapiens GABA(A) receptor-associated protein (GABARAP), mRNA 


NM 007197 


Homo sapiens frizzled homolog 10 (Drosophila) (FZD10), mRNA 


NM 007246 


Homo sapiens kelch-like 2, Mayven (Drosophila) (KLHL2), mRNA 


NM 001466 


Homo sapiens frizzled homolog 2 (Drosophila) (FZD2), mRNA 


NMJ)06482 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 2 
(DYRK2), transcript variant 2, mRNA 


NMJ)03583 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 2 
(DYRK2), transcript variant 1, mRNA 


NMJ)06484 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase IB 
(DYRK1B), transcript variant c, mRNA 


NM 006483 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase IB 
(DYRK1B), transcript variant b, mRNA 


NM_001882 


Homo sapiens corticotropin releasing hormone binding protein (CRHBP), 
mRNA 


NM_005889 


Homo sapiens apolipoprotein B mRNA editing enzyme, catalytic polypeptide 1 
(APOBEC1), transcript variant 2, mRNA 


NM 001644 


Homo sapiens apolipoprotein B mRNA editing enzyme, catalytic polypeptide 1 
(APOBEC1), transcript variant 1, mRNA 


NMJ)06936 


Homo sapiens SMT3 suppressor of mif two 3 homolog 1 (yeast) (SMT3H1), 
mRNA 


NM 006912 


Homo sapiens Ric-like, expressed in many tissues (Drosophila) (RIT), mRNA 


NM_006910 


Homo sapiens retinoblastoma binding protein 6 (RBBP6), mRNA 


NM_007068 


Homo sapiens DMC1 dosage suppressor of mckl homolog, meiosis-specific 
homologous recombination (yeast) (DMC1), mRNA 


NM 007021 


Homo sapiens decidual protein induced by progesterone (DEPP), mRNA 


NM_007007 


Homo sapiens cleavage and polyadenylation specific factor 6, 68kD subunit 
(CPSF6),mRNA 


NMJ)06822 


Homo sapiens GTP-binding protein homologous to Saccharomyces cerevisiae 
SEC4 (SEC4L), mRNA 


NM 006843 


Homo sapiens serine dehydratase (SDS), rnRNA 


NMJ)06746 


Homo sapiens sex comb on midleg-like 1 (Drosophila) (SCML1), mRNA 


NM 006824 


Homo sapiens EBNA1 binding protein 2 (EBNA1BP2), mRNA 


NMJ)05922 


Homo sapiens mitogen-activated protein kinase kinase kinase 4 (MAP3K4), 
transcript variant 1, mRNA 


NMJJ06807 


Homo sapiens chromobox homolog 1 (HP1 beta homolog Drosophila ) (CBX1), 
mRNA 


NM_006734 


Homo sapiens human immunodeficiency virus type I enhancer binding protein 2 
(HIVEP2), mRNA 


NM_006732 


Homo sapiens FB J murine osteosarcoma viral oncogene homolog B (FOSB), 
rnRNA 


"KTK K f\f\ /"q/^ C\ 

NM_006729 


T"r * 1*1 -1 1 f\ /"i-v 1 »1 X /T\Y A r\TT^\ a a * * 

Homo sapiens diaphanous homolog 2 (Drosophila) (DIAPH2), transcript variant 
156, mRNA 


NM 006829 


Homo sapiens adipose specific 2 (APM2), mRNA 


NM 006872 


Homo sapiens TFHA-alpha/beta-like factor (ALF), mRNA 


NM_006796 


Homo sapiens AFG3 ATPase family gene 3-like 2 (yeast) (AFG3L2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 006544 


Homo sapiens SEClO-like 1 (S. cerevisiae) (SEC10L1), mRNA 
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NM 006666 


Homo sapiens RuvB-like 2 (E. coli) (RUVBL2), mRNA 


xta k r\(\ f r r\c\ 

NM_006509 


Homo sapiens v-rel rehculoendotheliosis viral oncogene hornolog B, nuclear 
factor of kappa light polypeptide gene enhancer in B-cells 3 (avian) (RELB), 
mRNA 


NM 006606 


Homo sapiens retinoblastoma bindingjprotein 9 (RBBP9), mRNA 


NM 006620 


Homo sapiens HBSl-like (S. cerevisiae) (HBS1L), mRNA 


NM 006561 


Homo sapiens CUG triplet repeat, RNA binding protein 2 (CUGBP2), mRNA 


NM 006579 


Homo sapiens emopamil binding protein (sterol isomerase) (EBP), mRNA 


NM 006560 


Homo sapiens CUG triplet repeat, RNA binding protein 1 (CUGBP1), mRNA 


NM_00l2ll 


Homo sapiens BUB 1 budding uninhibited by benzimidazoles 1 hornolog beta 
(yeast) (BUB1B), mRNA 


NM_006374 


Homo sapiens serine/threonine kinase 25 (STE20 hornolog, yeast) (STK25), 
mRNA 


■\T» /T AA/OT7 

NM 006377 


Homo sapiens unc-13-like (C. elegans) (UNC13), mRNA 


vm at A/^/n cj 

NM_006357 


Homo sapiens ubiquitin-conjugating enzyme E2E 3 (UBC4/5 hornolog, yeast) 
(UBE2E3), mRNA 


NM_006323 


Homo sapiens SEC24 related gene family, member B (S. cerevisiae) (SEC24B), 
mRNA 


NM 006364 


Homo sapiens Sec23 hornolog A (S. cerevisiae) (SEC23A), mRNA 


NM 006272 


Homo sapiens SI 00 calcium binding protein, beta (neural) (S100B), mRNA 


NM 006271 


Homo sapiens S100 calcium binding protein Al (S100A1), mRNA 


NM 006391 


Homo sapiens RAN binding protein 7 (RANBP7), mRNA 


NM 006265 


Homo sapiens RAD21 hornolog (S. pombe) (RAD21), mRNA 


NM_006203 


Homo sapiens phosphodiesterase 4D, cAMP-specific (phosphodiesterase E3 
dunce hornolog, Drosophila) (PDE4D), mRNA 


NM_006202 


Homo sapiens phosphodiesterase 4A, cAMP-specific (phosphodiesterase E2 
dunce hornolog, Drosophila) (PDE4A), mRNA 


NM_006190 


Homo sapiens origin recognition complex, subunit 2-like (yeast) (ORC2L), 
mRNA 


NM 006181 


Homo sapiens netrin 2-like (chicken) (NTN2L), mRNA 


NM_006168 


Homo sapiens NK6 transcription factor hornolog A (Drosophila) (NKX6A), 
mRNA 


NM006167 


Homo sapiens NK3 transcription factor hornolog A (Drosophila) (NKX3A), 
mRNA 


NM 006159 


Homo sapiens NEL-like 2 (chicken) (NELL2), mRNA 


NM 006157 


Homo sapiens NEL-like 1 (chicken) (NELL1), mRNA j 


NMJ)05360 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene hornolog 
(avian) (MAF), mRNA 


NMJX)6306 


Homo sapiens SMC1 structural maintenance of chromosomes 1-Iike 1 (yeast) 
(SMC1L1), mRNA 


NM 006461 


Homo sapiens mitotic spindle coiled-coil related protein (DEEPEST), mRNA 


NM_006314 


Homo sapiens connector enhancer of KSR-like (Drosophila kinase suppressor of 
ras) (CNK1), mRNA 


NM 006366 


Homo sapiens adenylyl cyclase-associated protein 2 (CAP2), mRNA 


NM_006444 


Homo sapiens SMC2 structural maintenance of chromosomes 2-like 1 (yeast) 

A/TOOT 1\ v»,D\TA 


NM 006321 


Homo sapiens ariadne hornolog 2 (Drosophila) (AR1H2), mRNA 


NM 006406 


Homo sapiens peroxiredoxin 4 (PRDX4), mRNA 


NM_ 006334 


Homo sapiens olfactomedin 1 (OLFM1), transcript variant 2, mRNA i 


NM 004032 


Homo sapiens D-aspartate oxidase (DDO), transcript variant 2, mRNA 


NM 005985 


Homo sapiens snail 1 hornolog, zinc finger protein (Drosophila) (SNAI1), 
mRNA 
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NM 006109 


Homo sapiens SKB1 homolog (S. pombe) (SKB1), mRNA 


NM 005982 


Homo sapiens sine oculis homeobox homolog 1 (Drosophila) (SKI), mRNA 


NM 006089 


Homo sapiens sex comb on midleg-hke 2 (Drosophila) (SCML2), mRNA 


NM 005980 


Homo sapiens S100 calcium binding protein P (SI OOP), mRNA 


NM_005979 


Homo sapiens S100 calcium binding protein A13 (S100A13), mRNA 


NM_005938 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 7 (MLLT7), mRNA 


NM_005937 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 6 (MLLT6), mRNA 


NM_005936 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 4 (MLLT4), mRNA 


NM_005935 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 2 (MLLT2), mRNA 


NM_005934 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 1 (MLLT1), mRNA 


NM_005933 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila) (MIX), mRNA 


NM_005905 


Homo sapiens MAD, mothers against decapentaplegic homolog 9 (Drosophila) 
(MADH9), mRNA 


NM_005904 


Homo sapiens MAD, mothers against decapentaplegic homolog 7 (Drosophila) 
(MADH7), mRNA 


NM_005903 


Homo sapiens MAD, mothers against decapentaplegic homolog 5 (Drosophila) 
(MADH5), mRNA 


NM_005902 


Homo sapiens MAD, mothers against decapentaplegic homolog 3 (Drosophila) 
(MADH3), mRNA 


NM_005901 


Homo sapiens MAD, mothers against decapentaplegic homolog 2 (Drosophila) 
(MADH2), mRNA 


NM_005900 


Homo sapiens MAD, mothers against decapentaplegic homolog 1 (Drosophila) 
(MADH1), mRNA 


NM 006033 


Homo sapiens lipase, endothelial (LIPG), mRNA 


NM.006048 


Homo sapiens ubiquitination factor E4B (UFD2 homolog, yeast) (UBE4B), 
mRNA 


NM_006111 


Homo sapiens acetyl-Coenzyme A acyltransferase 2 (mitochondrial 3-oxoacyl- 
Coenzyme A thiolase) (ACAA2), nuclear gene encoding mitochondrial protein, 
mRNA 


NM_006012 


Homo sapiens ClpP caseinolytic protease, ATP-dependent, proteolytic subunit 
homolog (E. coli) (CLPP), nuclear gene encoding mitochondrial protein, mRNA 


NM_006110 


Homo sapiens CD2 antigen (cytoplasmic tail) binding protein 2 (CD2BP2), 
mRNA 


NM 006017 


Homo sapiens prominin-like 1 (mouse) (PROML1), mRNA 


NM_004010 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp427p2, mRNA 


NM_004023 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Ppl40bc, mRNA 


NM_004022 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant D140ab, mRNA 


NM_004021 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp 140b, mRNA 
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NM_004020 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, ! 
DXS270, DXS272 (DMD), transcript variant Dpl40c, mRNA 


NM_004019 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp40, mRNA 


NM_004018 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), I 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp7 lab, mRNA 


NM_004017 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 1 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp71a, mRNA 


NM 004016 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp71b, mRNA 


NM_004015 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp71, mRNA 


NM_004014 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dpi 16, mRNA 


NMJXW013 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dpl40, mRNA 


NM 004012 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp260-2, mRNA 


NMJ)04011 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp260-1, mRNA 


NM_004009 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp427pl, mRNA 


NM_004007 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp4271, mRNA 


NMJ)04006 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp427m, mRNA 


NM 000109 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp427c, mRNA 


NM 005657 


Homo sapiens tumor protein p53 binding protein, 1 (TP53BP1), mRNA 


NM 005632 


Homo sapiens small optic lobes homolog (Drosophila) (SOLH), mRNA 


NM 005631 


Homo sapiens smoothened homolog (Drosophila) (SMOH), mRNA 


NM 005621 


Homo sapiens SI 00 calcium binding protein A12 (calgranulin C) (S100A12), 
mRNA 


NM_005620 


Homo sapiens S100 calcium binding protein Al 1 (calgizzarin) (S100A1 1), 
mRNA 


NM 005610 


Homo sapiens retinoblastoma binding protein 4 (RBBP4), mRNA 


NM 005732 


Homo sapiens RAD50 homolog (S. cerevisiae) (RAD50), mRNA 


NM_005591 


Homo sapiens MRE1 1 meiotic recombination 1 1 homolog A (S. cerevisiae) 
(MRE1 1 A), mRNA 
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Homo sapiens MRE1 1 meiotic recombination 1 1 homolog A (S. cerevisiae) 

/TV/TDT71 1 A\ tviT>XT A 

(JYLKiiilAj, mKJNA 




Homo sapiens MAD, mothers against decapentaplegic homolog 6 (Drosophila) 

(JYLAUJtiO ), mKJNA 


NM 005 5 o4 


Homo sapiens mao-Z i -nice 1 (C elegans) (MABzi-Lij, mKJNA 


NM_005582 


Homo sapiens lymphocyte antigen 64 homolog, radioprotective 105kD (mouse) 

(JLY64), mKJNA 


NM 005667 


Homo sapiens zinc finger protein 103 homolog (mouse) (ZFP103), mRNA 


NM 005886 


Homo sapiens katamn poO (WJj40-contaimng) subunit a 1 (KA1NB1;, mKJNA 


NM 005860 


Homo sapiens loliistatm-like J (secreted glycoprotein) (rolLJ), mKJNA 


XTTV A AAC7CO 

NM 005 /5o 


Homo sapiens heterogeneous nuclear ribonucleoprotein A3 (HNRPA3), mRNA 


XTTV /f AAC C 1 A 

NM_005510 


Homo sapiens dom-3 nomolog (L,. elegansj (lhjmjz,), transcript variant z, 

mKJNA 


NM_O0j /DO 


riomo sapiens r j&jkjvl, Knotj.br (AKxioiir ) ano piecicstrin aomain protein i 
(cnonarocyxe-aenveaj Aivr i ) y mKiNA 


NM 005722 


Homo sapiens ARP2 actin-related protein 2 homolog (yeast) (ACTR2), mRNA 


NM 005750 


Homo sapiens chromosome 4 open reading frame 6 (C4orf6), mRNA 


XTTV iff AAC 1 *7A 

NM 005170 


Homo sapiens acnaete-scute complex-Wee I (L/rosopnilaj (AoCLz), mKJNA 


NM 005426 


Homo sapiens tumor protein p53 binding protein, 2 (TP53BP2), mRNA 


NM 005486 


Homo sapiens target of mybl-hke 1 (chicken) (rOMlLl), mRNA 


NM 005488 


Homo sapiens target of mybl (chicken) (TOM1), mRNA 


NMJ)054l7 


Homo sapiens v-src sarcoma (Schmidt-Ruppin A-2) viral oncogene homolog 
(avian) (SRC), mRNA 


NM 005413 


Homo sapiens sine ocuhs homeobox homolog 3 (Drosophila) (SDG), mRNA 


NM_005444 


Homo sapiens RCD1 required for cell differentiation 1 homolog (S. pombe) 
(RQCD1), mRNA 


NM 005378 


Homo sapiens v-myc myelocytomatosis viral related oncogene, neuroblastoma 
denved (avian) (MYCN), mRNA 


NM_005377 


Homo sapiens v-myc myelocytomatosis viral oncogene homolog 2 (avian) 
(MYCL2), mRNA 


NMJ)05375 


Homo sapiens v-myb myeloblastosis viral oncogene homolog (avian) (MYB), 
mRNA 


NM_005359 


TT * r k T">w ii ' jl t , 1 ' 1 1 A /T-X 1 *1 \ 

Homo sapiens MAD, mothers against decapentaplegic homolog 4 (Drosophila) 
(MADH4), mRNA 


NM 005340 


"TT " 1 * »• 1* a*1 1 »• 1 1 » 1» i* /TTT\ Trn\ TT»"VT A 

Homo sapiens histidine tnad nucleotide bmdmg protein (HINT), mRNA 


NMJ)05307 


Homo sapiens G protem-coupled receptor kinase 2-hke (Drosophila) (GPRK2L), 
mRNA 


NM_005262 


Homo sapiens growth factor, augmenter of liver regeneration (ERVl homolog, 
S. cerevisiae) (GFER), mRNA 


NM_005261 


Homo sapiens GTP binding protein overexpressed in skeletal muscle (GEM), 
mRNA 


NM 005257 


TT * y~i X m A 1 • 1 • a ' f f\ A T» A X*\ Tl TkTA 

Homo sapiens GATA binding protein 6 (GATA6), mRNA 


NM 005245 


Homo sapiens FAT tumor suppressor homolog 1 (Drosophila) (FAT), mRNA 


NM 005244 


Homo sapiens eyes absent homolog 2 (Drosophila) (EYA2), mRNA 


NMJ)05239 


Homo sapiens v-ets erythroblastosis virus E26 oncogene homolog 2 (avian) 

ro r TQO\ __T)XT A 

{r,ioZ), mKJNA 


NMJ)05235 


Homo sapiens v-erb-a erythroblastic leukemia viral oncogene homolog 4 (avian) 
(ERBB4), mRNA 


NM_005228 


Homo sapiens epidermal growth factor receptor (erythroblastic leukemia viral (v- 
erb-b) oncogene homolog avian) (EGFR), mRNA 


NM 005224 


Homo sapiens dead ringer-like 1 (Drosophila) (DRIL1), mRNA 


NM 005219 


Homo sapiens diaphanous homolog 1 (Drosophila) (DIAPH1), mRNA 
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NMJ)05207 


Homo sapiens v-crk sarcoma virus CT10 oncogene homolog (avian)-like 
(CRKL), mRNA 


NM 005197 


Homo sapiens checkpoint suppressor 1 (CHES1), mRNA 


NM_005454 


Homo sapiens cerberus 1 homolog, cysteine knot superfamily (Xenopus laevis) 
(CER1), mRNA 


NM 005496 


Homo sapiens SMC4 structural maintenance of chromosomes 4-like 1 (yeast) 
(SMC4L1), mRNA 


NM 005169 


Homo sapiens aristaless homeobox (Drosophila) (ARDC), mRNA 


NM_005078 


Homo sapiens transducin-like enhancer of split 3 (E(spl) homolog, Drosophila) 
(TLE3), mRNA 


NMJJ05077 


Homo sapiens transducin-like enhancer of split 1 (E(spl) homolog, Drosophila) 
(TLE1), mRNA 


NM 005068 


Homo sapiens single-minded homolog 1 (Drosophila) (SIM1), mRNA 


NM 005067 


Homo sapiens seven in absentia homolog 2 (Drosophila) (SIAH2), mRNA 


NM_005138 


Homo sapiens SCO cytochrome oxidase deficient homolog 2 (yeast) (SC02), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 005156 


Homo sapiens ROD1 regulator of differentiation 1 (S. pombe) (ROD1), mRNA 


NM_005133 


Homo sapiens RCE1 homolog, prenyl protein protease (S. cerevisiae) (RCE1), 
mRNA 


NM 005057 


Homo sapiens retinoblastoma binding protein 5 (RBBP5), mRNA 


NM 005056 


Homo sapiens retinoblastoma binding protein 2 (RBBP2), mRNA 


NM 005053 


Homo sapiens RAD23 homolog A (S. cerevisiae) (RAD23A), mRNA 


NM_005049 


Homo sapiens PWP2 periodic tryptophan protein homolog (yeast) (PWP2H), 
mRNA 


NM_005008 


Homo sapiens NHP2 non-histone chromosome protein 2-like 1 (S. cerevisiae) 
(NHP2L1), mRNA 


NM 004997 


Homo sapiens myosin binding protein H (MYBPH), mRNA 


NM 004677 


Homo sapiens Testis-specific XK-related protein on Y (XKRY), mRNA 


NMJ)04788 


Homo sapiens ubiquitination factor E4A (UFD2 homolog, yeast) (UBE4A), 
mRNA 


NM 004617 


Homo sapiens transmembrane 4 superfamily member 4 (TM4SF4), mRNA 


NM 004607 


Homo sapiens tubulin-specific chaperone a (TBCA), mRNA 


NM 004602 


Homo sapiens staufen, RNA binding protein (Drosophila) (STAU), transcript 
variant T4, mRNA 


NM 004653 


Homo sapiens Smcy homolog, Y chromosome (mouse) (SMCY), mRNA 


NM 004787 


Homo sapiens slit homolog 2 (Drosophila) (SLIT2), mRNA 


NM_004593 


Homo sapiens splicing factor, arginine/serine-rich 10 (transformer 2 homolog, 
Drosophila) (SFRS10), mRNA 


NM 004206 


Homo sapiens vesicle trafficking protein (SEC22C), transcript variant 2, mRNA 


NM_004657 


Homo sapiens serum deprivation response (phosphatidylserine binding protein) 
(SDPR), mRNA 


NM_004589 


Homo sapiens SCO cytochrome oxidase deficient homolog 1 (yeast) (SCOl), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_004587 


Homo sapiens ribosome binding protein 1 homolog 180kD (dog) (RRBP1), 
mRNA 


NM 004164 


Homo sapiens retinol binding protein 2, cellular (RBP2), mRNA 


NM 004584 


Homo sapiens RAD9 homolog (S. pombe) (RAD9), mRNA 


NM 004794 


Homo sapiens RAB33A, member RAS oncogene family (RAB33A), mRNA 


NMJ)04813 


Homo sapiens peroxisomal biogenesis factor 16 (PEX16), transcript variant 1, 
mRNA 


NM 004564 


Homo sapiens PET1 12-like (yeast) (PET1 12L), mRNA 


NM 004643 


Homo sapiens poly(A) binding protein, nuclear 1 (PABPN1), mRNA 
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NM 004561 


Homo sapiens ovo-like l(Drosophila) (OVOL1), mRNA 


NM_004153 


Homo sapiens origin recognition complex, subunit l-like (yeast) (ORCIL), 

TiXT A 

mRNA 


XTX f AAilrCT 

NM 004557 


Homo sapiens Notch homolog 4 (Drosophila) (NOTCH4), mRNA 


NM 004808 


Homo sapiens N-myristoyltransferase 2 (NMT2), mRNA 


XTK Jt A A A*St f\ 

NM 004210 


Homo sapiens neuralized-like (Drosophila) (NEURL), mRNA 


XTX*" f\f\ A t A*J 

NM_004147 


Homo sapiens developmentally regulated GTP bmdmg protein 1 (DRG1), 
mRNA 


XTX /T AAjIOCI 

NM 004851 


Homo sapiens pronapsin A (NAP1), mRNA 


NM 004533 


Homo sapiens myosin binding protein C, fast type (MYBPC2), mRNA 


NM_004529 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 3 (MLLT3), mRNA 


NM 004668 


Homo sapiens maltase-glucoamylase (alpha-glucosidase) (MGAM), mRNA 


NM_004526 


Homo sapiens MCM2 minichromosome maintenance deficient 2, mitotin (S. 
cerevisiae) (MCM2), mRNA 


NM_004829 


Homo sapiens lymphocyte antigen 94 homolog, activating NK-receptor; NK- 
p46, (mouse) (LY94), mRNA 


XTX K f\l\ A*l A A 

NM_004744 


Homo sapiens lecithin retinol acyltransferase (phosphatidylcholine-retinol O- 
acyltransierase) (LRA1), mRNA 


XTX If f\/~\ A C A 

NM 004524 


Homo sapiens lethal giant larvae homolog 2 (Drosophila) (LLGL2), mRNA 


XTX X t\f\A 1 A f\ 

NM 004140 


TT 1 t _i1 1 _ » _ . j. f V | -i ATX -f "1 \ /T T /"IT 1 \ t> XT A 

Homo sapiens lethal giant larvae homolog l (Drosophila) (LLGLl), mRNA 


NM_004922 


Homo sapiens SEC24 related gene family, member C (S. cerevisiae) (SEC24C), 
mRNA 


NM 004508 


Homo sapiens isopentenyl-diphosphate delta isomerase (IDI1), mRNA 


NM 004507 


Homo sapiens HUS1 checkpomt homolog (S. pombe) (HUS1), mRNA 


NM 004262 


Homo sapiens airway trypsin-like protease (HAT), mRNA 


NM 004752 


Homo sapiens glial cells missing homolog b (Drosophila) (GCMB), mRNA j 


NM 004477 


TT * X^nT TT\ * ■* /TT*T"fc 1 \ i-fc "VTA 

Homo sapiens FSHD region gene 1 (FRG1), mRNA 


NM 004463 


Homo sapiens faciogenital dysplasia (Aarskog-Scott syndrome) (FGD1), mRNA 


NM_004106 


Homo sapiens Fc fragment of IgE, high affinity I, receptor for; gamma 
polypeptide (FCERIG), mRNA 


NM 004456 


Homo sapiens enhancer of zeste homolog 2 (Drosophila) (EZH2), mRNA 


NM 004100 


Homo sapiens eyes absent homolog 4 (Drosophila) (EYA4), mRNA 


NM 004450 


Homo sapiens enhancer of rudimentary homolog (Drosophila) (ERH), mRNA 


NMJ)04448 


Homo sapiens v-erb-b2 erythroblastic leukemia viral oncogene homolog 2, 
neuro/glioblastoma derived oncogene homolog (avian) (ERBB2), mRNA 


NM 004445 


Homo sapiens EphB6 (EPHB6), mRNA 


NM 004436 


Homo sapiens endosulfine alpha (ENSA), mRNA 


NM_004432 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 2 (Hu 
antigen B) (ELAVL2), mRNA 


NM_004230 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 
receptor, 5 (EDG5), mRNA 


NM 004421 


Homo sapiens dishevelled, dsh homolog 1 (Drosophila) (DVL1), mRNA 


NM_004399 


Homo sapiens DEAD/H (Asp-Glu-Ala- Asp/His) box polypeptide 11 (CHL l-like 
hehcase homolog, S. cerevisiae) (DDX11), transcnpt vanant 2, mRNA 


JNJVL UU^j/o 


Homo sapiens cellular retinoic acid binding protein 1 (CRABP1), mRNA 


NM 004898 


Homo sapiens clock homolog (mouse) (CLOCK), mRNA 


NM 004669 


Homo sapiens chloride intracellular channel 3 (CLIC3), mRNA 


NM 004066 


Homo sapiens centrin, EF-hand protein, 1 (CETN1), mRNA 


NM 004354 


Homo sapiens cyclin G2 (CCNG2), mRNA 


NM 004352 


Homo sapiens cerebellin 1 precursor (CBLN1), mRNA 


NM 004057 


Homo sapiens calbindin 3, (vitamin D-dependent calcium binding protein) 
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(CALB3), mRNA 


NM 004338 


Homo sapiens chromosome 18 open reading frame 1 (C18orfl), niRNA 


NM 004725 


Homo sapiens BUB3 budding uninhibited by benzimidazoles 3 homolog (yeast) 
(BUB3), mRNA 


NM 004336 


Homo sapiens BUB 1 budding uninhibited by benzimidazoles 1 homolog (yeast) 
(BUB1), mRNA 


NM 004331 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 3-like (BNIP3L), 
mRNA 


NM 004328 


Homo sapiens BCSl-like (yeast) (BCS1L), mRNA 


NM 004045 


Homo sapiens ATX1 antioxidant protein 1 homolog (yeast) (ATOX1), mRNA 


NM 004849 


Homo sapiens APG5 autophasv 5 -like fS. cerevisiae^ (APG5L1 mRNA 


NM 004674 


Homo sapiens ash2 (absent, small, or homeotic)-like (Drosophila) (ASH2L), 


NM 004316 


Homo sapiens achaete-scute complex-like 1 (Drosophila) (ASCL1), mRNA 


NM 004707 


Homo sapiens APG12 autophagy 12-like (S. cerevisiae) (APG12L), mRNA 


NM 004641 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 10 (MLLT10), mRNA 


NM 004301 


Homo sapiens BAF53 (BAF53A), mRNA 


NM 001129 


Homo sapiens AE binding protein 1 (AEBP1), mRNA 


NM 003656 


Homo sapiens calcium/calmodulin-dependent protein kinase I (CAMK1), mRNA 


NM 000239 


Homo sapiens lysozyme (renal amyloidosis) (LYZ), mRNA 


NM_000456 


Homo sapiens sulfite oxidase fSUOX^ nuclear eene encoding mitncVirmHrinl 

uu^/ivuu vmiivv viuwitfv V/V'lyj UUV1WW1 tlvllv wilts V/VJllXi^ 11X1 IvvxivlJUlKll 

protein, mRNA 


NM 000435 


Homo sapiens Notch homolog 3 (Drosophila) (NOTCH3), mRNA 


NM_000251 


Homo sapiens mutS homolog 2, colon cancer, nonpolyposis type 1 (E. coli) 
(MSH2), mRNA 


NMJ)00249 


Homo sapiens mutL homolog 1, colon cancer, nonpolyposis type 2 (E. coli) 
(MLH1), mRNA 


NM 000210 


Homo sapiens integrin, alpha 6 (1TGA6), mRNA 


NM 001537 


Homo sapiens heat shock factor binding protein 1 (HSBP1), mRNA 


NM 001499 


Homo sapiens GLE1 RNA export mediator-like fveasfi (GT Fl T i mRNA 


NM_001458 


Homo sapiens filamin C, gamma (actin binding protein 280) (FLNC), mRNA 


NMJ)01444 


Homo sapiens fattv acid binding t>rotein 5 fnsoriasis-a^oeiatpH i fi?ATVP^i 
mRNA 


NM 001432 


Homo sapiens epiregulin (EREG), mRNA 


NM_001388 


Homo sapiens developmentally regulated GTP binding protein 2 (DRG2), 
mRNA 


NMJHH340 


Homo sapiens cylicin, basic protein of sperm head cytoskeleton 2 (CYLC2), 
mRNA 


NM 001326 


Homo sapiens cleavage stimulation factor, 3' pre-RNA, subunit 3, 77kD 
(CSTF3), mRNA 


NM 001325 


Homo sapiens cleavage stimulation factor 'V-nrp-RNA ^lihirmt 9 fAVTi 
(CSTF2), mRNA 


NMJ)01324 


Homo sapiens cleavage stimulation fartor V nre-RNA suhtmit 1 SOVn 

aavuiv kj"-^/4-v*xiL» vivuvagw o 1111 1 LI la IX \Jl 1 Idv/Lvij J pit ivli-Tlj OUU villi L 1, - IwK 1 1 

(CSTF1), mRNA 


NM_001255 


Homo sapiens CDC20 cell division cycle 20 homolog (S. cerevisiae) (CDC20), 
mRNA 


NM 001122 


Homo sapiens adipose differentiation-related protein (ADFP), mRNA 


NM 003413 


Homo sapiens Zic family member 3 heterotaxy 1 (odd-paired homolog, 
Drosophila) (ZIC3), mRNA 


NMJJ03412 


Homo sapiens Zic family member 1 (odd-paired homolog, Drosophila) (ZIC1), 
mRNA 
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NM 003408 
JNJVl 003409 
NM 003680 
InM 003390 
NM 003565 
JNMJ)03345 


_ Homo sapiens zinc finger protein 37 homolog (mouse) (ZFP37) mRNA 
Homo sapiens zinc finger protein 161 homolog (mouse) (ZFP161) mRNA 
Homo sapiens tyrosyl-tRNA synthetase (YARS), mRNA 
Homo sapiens WEE1+ homolog (S. pombe) (WEE1), mRNA 
Homo sapiens unc-51-like kinase 1 (C. elegans) (ULK1), mRNA 
Homo sapiens ubiquitin-conjugating enzyme E2I (UBC9 homolog veast) 
(UBE2I), mRNA *' y J 


NM_003344 


Homo sapiens ubiquitin-conjugating enzyme E2H (UBC8 homolog, yeast) 
(UBE2H), mRNA ' { 


NM_003343 


Homo sapiens ubiqmtin-conjugating enzyme E2G 2 (UBC7 homolog, yeast) 
(UBE2G2), mRNA By J \ 


NM_003340 


2™^** ubl( l ultm - co ^ugating enzyme E2D 3 (UBC4/5 homolog, yeast) 
(UBE2D3), mRNA &y ; [ 


NM 003338 


5?^°^ enS ^^-conjugating enzyme E2D 1 (UBC4/5 homolog, yeast) 
(UBE2D1), mRNA 1 


NMJW3968 
NM 003320 

*X T\ r r\ r\ *\ f\ *>* f\ 


/TTTici/T ui«4uiuii-dcnvanng enzyme blC (UBA3 homolog, yeast) 
(UBE1C), mRNA 

Homo sapiens tubby homolog (mouse) (TUB), mRNA " j 


NM 003278 
NM_003260 

NM 003920 


Homo sapiens tetranectin (plasminogen binding protein) (TNA) mRNA | 

Homo sapiens transducm-hke enhancer of split 2 (E(spl) homolog, Drosophila) 
(TLE2), mRNA & v^ywiaj j 

Homo sapiens timeless homolog (Drosophila) (TIMELESS) mRNA | 


NM_003251 


Homo sapiens thyroid hoimone responsive (SPOT14 homolog, rat) (THRSP), 
mRJNA. * | 


NM_003250 


Homo sapiens thyroid hormone receptor, alpha (erythroblastic leukemia viral (v- 
erb-a) oncogene homolog avian) fTHRA), mRNA 


NM_003223 


Homo sapiens transcnption factor AP-4 (activating enhancer binding protein 4) 
(TFAP4), mRNA 1 


NM_003222 


Homo sapiens transcription factor AP-2 gamma (activating enhancer binding 
protein 2 gamma) (TFAP2C), mRNA - \ 


NM__003221 


2 S OTAPotHS" DCta ^ CtlVatmg enhanCer binding P rotein | 


NM_003220 


Homo sapiens transcnption factor AP-2 alpha (activating enhancer binding 
protein 2 alpha) (TFAP2A), mRNA ■ - j 


NMJ)00458 
NM 003181 


Homo sapiens transcription factor 2, hepatic; LF-B3; variant hepatic nuclear 
factor (TCF2^ transcrint variant a tWdxta 

Homo sapiens T, brachyury homolog (mouse) (T) mRNA "j 


NM_003173 

NM 003171 
NM 003169 
NM_0031 68 


Homo sapiens suppressor of variegation 3-9 homolog 1 (Drosophila) 
(SUV39H1), mRNA " ' 
Homo sapiens suppressor of varl , 3-like 1 (S. cerevisiae) (SUPV3L1) mRNA 1 
homo sapiens suppressor of Ty 5 homolog (S. cerevisiae) (SUPT5H) mRNA 


NM 003599 
NM 003162 
NM_003134 


Homo sapiens suppressor of Ty 4 homolog 1 (S. cerevisiae) CSUPT4H1) mRNA 1 
Homo sapiens suppressor of Tv 3 homolog (H. cerevisiae) fSUPT3H) mRNA 
Homo sapiens striatin, calmodulin binding protein (STRN) mRNA 
Homo sapiens signal recognition particle 14kD (homologous Alu RNA binding 
protein) (SRP14), mRNA 


NM_003088 

NM_003061 j 
NM_003036 J 
NM 003031 1 
NMJ)00193 1 


nuniu sapiens sui^cu-iiKe ^iascin nomoJog, sea urchin) (Drosophila) (SNL) 
mRNA " 

tfomo sapiens slit homoloe 1 (Drosophila) (SLIT1), mRNA 
riomo sapiens v-ski sarcoma viral oncogene homolog (avian) (SKI) mRNA 
lomo sapiens seven m absentia homolog 1 (Drosophila) (SIAH1) mRNA 
-tomo sapiens some hedgehog homolog (Drosophila) (SHH), mRNA 
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NM 003003 


Homo sapiens SEC14-like 1 (S. cerevisiae) (SEC14L1), mRNA 


NM 002983 


Homo sapiens small inducible cytokine A3 (SCYA3), mRNA 


NM 002982 


Homo sapiens small inducible cytokine A2 (monocyte chemotactic protein 1) 
(SCYA2), mRNA 


NM 002981 


Homo sapiens small inducible cytokine Al, 1-309 (SCYA1), mRNA 


NM 003864 


Homo sapiens sin3 -associated polypeptide, 30kD (SAP30), mRNA 


NM 002962 


Homo sapiens SI 00 calcium binding protein A5 (S100A5), mRNA 


NM 002960 


Homo sapiens SI 00 calcium binding protein A3 (S100A3), mRNA 


NM_002966 


Homo saDiens SI 00 calcium binding Drotein A10 (armexm TT litrand ralnartin T 
light polypeptide (pl 1)) (S100A10), mRNA 


NM 003707 


Homo sapiens RuvB-like 1 (E. coli) (RUVBL1), mRNA 


NM_002944 


Homo sapiens v-ros UR2 sarcoma virus oncogene homolog 1 (avian) (ROS1), 
mRNA 


NM_002941 


Homo sapiens roundabout, axon guidance receptor, homolog 1 (Drosophila) 
(ROBOl), mRNA 


NM 000326 


Homo sapiens retinaldehyde binding protein 1 (RLBP1), mRNA 


NM 002930 


Homo sapiens Ric-like, expressed in neurons (Drosophila) (RIN), mRNA 


NM 003961 


Homo sapiens rhomboid, veinlet-like 1 (Drosophila) (RHBDL), mRNA 


NMJ)02912 


Homo saDiens REV3-like catalvtic subunit of DNA nolvmpra^f* -zeta fvpflofl 
(REV3L), mRNA 


NM 002900 


Homo sapiens retinol binding protein 3, interstitial (RBP3), mRNA 


NM 002894 


Homo sapiens retinoblastoma bindine nrotein 8 fRBBPS') mRNA 


NM_002888 


Homo sapiens retinoic acid receptor responder (tazarotene induced) 1 
(RARRES1), mRNA 


NM 002879 


Homo sapiens RAD52 homolog (S. cerevisiae) (RAD52), mRNA 


NM 002878 


Homo sapiens RAD51-like 3 (S. cerevisiae) (RAD51L3), mRNA 


NMJ)02875 


Homo sapiens RAD51 homolog (RecA homolog, E. coli) (S. cerevisiae) 
(RAD51), mRNA 


NM 002874 


Homo sapiens RAD23 homolog B (S. cerevisiae) (RAD23B), mRNA 


NM 002853 


Homo sapiens RAD1 homolog (S. pombe) (RAD1), mRNA 


NM 002873 


Homo sapiens RAD 17 homolog (S. pombe) (RAD 17), mRNA 


NM 000264 


Homo sapiens patched homolog (Drosophila) (PTCH), mRNA 


NM 003738 


Homo sapiens patched homolog 2 (Drosophila) (PTCH2), mRNA 


NM 002616 


Homo sapiens period homolog 1 (Drosophila) (PERI), mRNA 


NM 002600 


Homo sapiens phosphodiesterase 4B, cAMP-specific (phosphodiesterase E4 
dunce homolog, Drosophila) (PDE4B), mRNA 


NM 002568 


Homo sapiens poly(A) binding protein, cytoplasmic 1 (PABPC1), mRNA 


NMJJ03932 


Homo saniens suwnressifyn of tUTTioriffenicitv \ % fnnlrm narrinnma^ fHT«nV7n 

interacting protein^ CST 13} mRNA 


NM 003715 


Homo sapiens vesicle dockine nrotein d115 fP 1 1 5^ mRNA 


NM_002553 


Homo sapiens origin recognition complex, subunit 5-like (yeast) (ORC5L), 
mRNA 


NM_002552 


Homo sapiens origin recognition complex, subunit 4-like (yeast) (ORC4L), 
mRNA 


NM 003634 


Homo sapiens nipsnap homolog 1 (C. elegans) (NIPSNAP1), mRNA 


NM„002499 


Homo sapiens neogenin homolog 1 (chicken) (NEOl), mRNA 


NM 002484 


Homo sapiens nucleotide binding protein 1 (MinD homolog, E. coli) (NUBP1), 
mRNA * ' | 


NM_003827 


Homo sapiens N-ethylmaleimide-sensitive factor attachment protein, alpha 
(NAPA), mRNA 


NM 002466 


Homo sapiens v-myb myeloblastosis viral oncogene homolog (avian)-like 2 
(MYBL2), mRNA 
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NM 002448 


Homo sapiens msh homeo box homolog 1 (Drosophila) (MSX1) mRNA 


NM_003576 


Homo sapiens serine/threonine kinase 24 (STE20 homolog, yeast) (STK24) 
mRNA 


NM 002442 


Homo sapiens musashi homolog 1 (Drosophila) (MSI1), mRNA 


NM 002441 


Homo sapiens mutS homolog 5 (E. coli) (MSH5), mRNA 


NM 002440 


Homo sapiens mutS homolog 4 (E. coli) (MSH4), mRNA 


NM 002439 


Homo sapiens mutS homolog 3 (E. coli) (MSH3), mRNA 


NM 002405 


Homo sapiens manic fringe homolog (Drosophila) (MFNG), mRNA 


NM 002402 


Homo sapiens mesoderm specific transcript homoloe (mouse) HURST* mttNA 


NM_002398 


Homo sapiens Meisl, myeloid ecotropic viral integration site 1 homolog (mouse) 
(MEIS1), mRNA 


NM_002393 


Homo sapiens Mdm4, transformed 3T3 cell double minute 4, p53 binding protein 
(mouse) (MDM4), mRNA 


NM_002392 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2, mRNA 


NM_003906 


Homo sapiens MCM3 minichromosome maintenance deficient 3 (S. cerevisiae) 
associated protein (MCM3AP), mRNA 


NMJ)02360 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog K 
(avian) (MAFK), mRNA 


NMJ)02359 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog G 
(avian) (MAFG), mRNA 


NM 003550 


Homo sapiens MAD1 mitotic arrest deficient-like 1 (yeast) (MAD1L1), mRNA 


NM 003937 


Homo sapiens kynureninase (L-kynurenine hydrolase) (KYNU), mRNA 


NM 002269 


Homo sapiens karyopherin alpha 5 (importin alpha 6) (KPNA5), mRNA 


NM 003772 


Homo sapiens jerky homolog-like (mouse) (JRKL), mRNA 


NMJ)02202 


Homo sapiens ISL1 transcription factor, LIM/homeodomain, (islet-1) (ISL1), 
mRNA 


NM 003604 


Homo sapiens insulin receptor substrate 4 (IRS4), mRNA 


NM 001570 


Homo sapiens interleukin-1 receptor-associated kinase 2 (IRAK2) mRNA 


NM_003866 


Homo sapiens inositol polyphosphate-4-phosphatase, type n, 105kD (EMPP4B), 
mRNA 


NM_001536 


Homo sapiens HMT1 hnRNP methyltransferase-like 2 (S. cerevisiae) 
(HRMT1L2), mRNA 


NM_001535 


Homo sapiens HMT1 hnRNP methyltransferase-like 1 (S. cerevisiae) 
(HRMT1L1), mRNA 


NM_003806 


Homo sapiens harakiri, BCL2 interacting protein (contains only BH3 domain) 
(HRKXmRNA 


NM 002152 


Homo sapiens histidine rich calcium binding protein (HRC), mRNA 


NM_002114 


Homo sapiens human immunodeficiency virus type I enhancer binding protein 1 
(HIVEP1), mRNA 


NM 003710 


Homo sapiens serine protease inhibitor, Kunitz type 1 (SPINT1), mRNA 


NM 000179 


Homo sapiens mutS homolog 6 (E. coli) (MSH6). mRNA 


NM 000839 


Homo sapiens glutamate receptor, metabotropic 2 (GRM2), mRNA 


NMJ)02077 


Homo sapiens golgi autoantigen, golgin subfamily a, 1 (GOLGA1), mRNA 


NMJ)03878 


Homo sapiens gamma-glutamyl hydrolase (conjugase, folylpolygammaelutamvl ! 
hydrolase) (GGH), mRNA 


NMJ)01488 


Homo sapiens transcriptional adaptor 2 (ADA2 homolog, yeast)-like (TADA2L) 
mRNA 


NM_001487 


Homo sapiens GCN5 general control of amino-acid synthesis 5-like 1 (yeast) j 
(GCN5L1), mRNA 


NM 003643 


Homo sapiens glial cells missing homolog a (Drosophila) (GCMA), mRNA 


NM 002052 


Homo sapiens GATA binding protein 4 (GATA4), mRNA H 
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NM 002051 
NM 0020 SO 
NMJ)02049 


1 Homo sapiens GATA binding protein 3 (GATA3), mRNA 

xiomo sapiens uAl A binding protein 2 (GATA2), mRNA 
1 Homo sapiens GATA binding protein 1 (globin transcription factor 1) (GATA1) 

mRNA 


NM_002040 


±x\jxl±\j Dapi^uo uiuuiug protein cranscnpnon iactor, alpha subunit ( 60kD i 
(GABPA), mRNA V ' 


NM 002039 
NM 003508 


1 Homo sapiens GRB2-associated binding protein 1 (GAB1) mRNA 


NM 003507 
NM 003506 
NM 003468 


1 Homo sapiens frizzled homolog 9 (Drosophila) (FZD9), mRNA 
1 Homo sapiens frizzled homolog 7 (Drosophila) (FZD7), mRNA 
1 Homo sapiens frizzled homolog 6 (Drosophila) (FZD6), mRNA 
1 Homo sapiens frizzled homolog 5 (Drosophila) (FZD5) mRNA 1 


NM 003505 
NM 001465 


1 Homo sapiens frizzled homolog 1 (Drosophila) (FZD1), mRNA ~ 
1 Homo sapiens FYN binding protein (FYB-120/130) (FYB) mRNA 


NM 002031 


1 Homo sapiens fyn-related kinase (FRK), mRNA 


NM 003717 


1 Homo sapiens neuropeptide FF-amide peptide precursor (NPFF) mRNA 


NM 001457 


1 Homo sapiens filamin B, beta (actin bmdmg protein 278) (FLNB), mRNA 


NM 001456 


1 Homo sapiens filamin A, alpha (actin binding protein 280) (FLNA) mRNA 


NM 002018 
NM 001991 


Homo sapiens flightless I homolog (Drosophila) (FLU), mRNA 
1 Homo sapiens enhancer of zeste homolog 1 (Drosophila) (EZH1) mRNA 


NM 001990 
NM 000503 


1 Homo sapiens eyes absent homolog 3 (Drosophila) (EYA3), mRNA 
1 Homo sapiens eyes absent homolog 1 (Drosophila) (EYA1) mRNA 


NM_001989 


Homo sapiens eve, even-skipped homeo box homolog 1 (Drosophila) (EVX1) 
mRNA 




Homo sapiens v-erb-b2 erythroblastic leukemia viral oncogene homolog 3 
(avian) (ERBB3), mRNA 1 


NM_003584 


Homo sapiens dual specificity phosphatase 11 (RNA/RNP complex 1- 
interacting) (DUSP1 1), mRNA 


NM_003859 
NM 001928 [ 


Homo sapiens dohchyl-phosphate mannosyltransferase polypeptide 1 catalytic 
subunit (DPMI), mRNA 


NM 003649 


Homo sapiens D component of complement (adipsin) (DF), mRNA 
Homo sapiens D-aspartate oxidase (DDO), transcript variant 1 mRNA 


NM_001343 ] 


Homo sapiens disabled homolog 2, mitogen-responsive phosphoprotein 
(Drosophila) (DAB2), mRNA 


NM001913 


Homo sapiens cut-like 1, CCAAT displacement protein (Drosophila) (CUTL1) 
mRNA 


NM_001316 


Homo sapiens CSE1 chromosome segregation 1-like (yeast) (CSE1L) mRNA 


NM_003652 


Homo sapiens carboxypeptidase Z (CPZ), mRNA 


NM_003909 


Homo sapiens copine HI (CPNE3), mRNA 


NM_003915 


Homo sapiens copme I (CPNE1), mRNA 


NMJ)01308 


Homo sapiens carboxypeptidase N, polypeptide 1, 50kD (CPN1), mRNA 


NMJHH841 


Homo sapiens cannabinoid receptor 2 (macrophage) (CNR2), mRNA 


NM_001280 


Homo sapiens cold mducible RNA binding protein (CIRBP) mRNA 


NM 001274 | 


axvlibj sapiens v-^xuvi cnecKpomt nomoiog (6. pombe) (CHEK1) mRNA 


NM_001806 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), gamma (CEBPG), 
mRNA 


NM 003655 


Homo sapiens chromobox homolog 4 (Pc class homolog, Drosophila) (CBX4) 
mRNA " 9 


NM_001749 1 
NM 000716 


Homo sapiens calpain, small subunit 1 (CAPNS 1 ), mRNA ' \ 
Homo sapiens complement component 4 binding protein, beta (C4BPB) mRNA 


NM_000715 
NM_001726 |. 


Homo sapiens complement component 4 binding protein, alpha (C4BPA), 
mRNA 

Homo sapiens bromodomain, testis-specific (BRDT), mRNA 
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IN1VX \J\J lZA/J 


ixuiiiu bdpiciib rsv^jLZ/aueno virus j}ir> i jKxj interacting proiem I ^JdINJUt i), 
transcript variant BN1P1, mRNA 


NM 001714 


xxuiiiu odpiciio jDioduudi u nonioiog i ^uruaopiiiid^ \dj\j>iji j, mxviNA 


NM 003766 


Homo sapiens beclin 1 (coiled-coil, myosin-like BCL2 interacting protein) 
(RFONMi mRNA 

\X>X-»V^I>l 1 /, illXVlN/A. 


NM 003567 


xxuuiu odpiena uicdi>L LdiiL/cr anu -estrogen resistance o ) 9 itjivin/v 


NM 001 189 


xiumu bapienb oagpipe norneoDOX nomoiog i ^urosopnuaj (Jd/VxA.1/, rnivlNA 


NM_001698 


Homo sapiens AU RNA binding protein/enoyl-Coenzyme A hydratase (AUH), 
ixuviccu gene cxiL/Uuiiig iiutut/iiuiiundi proiein, iiiiviN/v 


NM_001672 


Homo sapiens agouti signaling protein, nonagouti homolog (mouse) (ASIP), 
mRNA 

IIIXVlN-TY 


NM 001638 

J.N1VX \J\J X\J JO 


xxumu oapiciio dpuiipupruiein r ^ruur j, nuviNA 


NM 003977 


xxuiiiu s»apicii& aiyi iiyuiuv/diouii rei/cpLur mieracnng protein \r\ir), rniviN/Y 


NM_001138 


Homo sapiens agouti related protein homolog (mouse) (AGRP), transcript 

variant" 1 mRNA 

V CLL lull I X, IllXVL^xV 


NM OS 8246 


xxuiiiu odpieiio uiiaj yrib\j L +\j j nonioiog, suoiamiiy jd, memoer o ^uinajxjO), 
mRNA 


NM 09S79S 


riomo sapiens nypoinencai proiein qj /yon /.I ^UJ /yoli /, ij, rnJKJNA 


KIM OSRI^S 


riomo sapiens uiacyigiyceroi acyitransierase z-iike (JUvjAxz-like), rnKINA 


NM 001861 


riomo sapiens cyrocnrome c oxiaase suounit iv lsoiorm i ^v_AJA4iij, nuclear 
gene ciiL/uumg imiuLnunuriai protein, mivi>j/\ 


NM 014491 


XXUIIIU odpicila lUrKJlCaU DUA xZ IUxvlN/V 


NM 0S4110 


riuiiiu bdpient) uxJr-iN-aceiyi-aipna-x^-gaiaciosamine.poiypepuae 1N- 

flr>PTA/lo*alartn^aTTiiiivltT^TiQfpraQP 7 ^rrAT XTP7^ mT?WA 

av/L/ijrigaiaviUo(UllAlljr lllailold aoC / ^VJ/AXjI^i X / J f JIlxxiN/\ 


NM 006726 


xxuiiiu oapiciio vciiuic tl axijwuiig, (jcdi/ii diiu dnunur coniammg ^xjxvd/vj, ijuvln/v 


NM 020663 


Homo sapiens TClO-like Rho GTPase (TCL), mRNA 


NM 020919 


xxuiiiu aapiciib dinyuu upinu idLcidi sclerosis z vjuveniie^ ^/\jl»oz^, mrsJNA 


NM 052852 


xxuiiiu oupicii^ iiypuuicuudi z>mv/ imger pruicin iVxvJv>Zji/o \r/i\j^z.3yo) i mrvtN/V 


NM 053043 


T-Tomn <;anipnQ hvnnthp'Hral nrntpin \AC^C i 'J(\AfS\ r\AC*C v y(\A(\Ci\ -mPXTA 
xi\jxii\j oapiciio iijruuuicuual piuicm IVHjv^^v/'tUv ^1v1vJV - i>^v/*tUv^j IIlxvINA 


NM 053017 


TTnmn cianipn^ AT^R-TiHncvltrancfpracp S ( AT?TS i mT?"MA 
xxuiiiu oapiciio riL/x "ilUUoyiLialloxeidoC J ^ruvl J j 9 LllSSAMrx 


NM 052999 


Hnmn sariipnQ rliPinnlrlnp-lilrp faptnr-lilrp -nrr^tpin C*J£1 T7T-J1 1 TTIJIN mPXTA 
xxuiiiu Dauiciio VyiiCiliurUilC-llivC IdOlul-lxlvC piULClIl v^xVL.Pxxl ^^JVLl^xl 1 j 9 IXixvLN/\ 


NM 052881 

XtXtX UJXtOOJI 


xxuinu oapiciio ny puu.ivuL'iU piuicm lu / jni itj iiiuvci ^/Zxxz ivpe zinc linger 
Droteini rMGC20504 1 mRNA 


NM 052968 


T-Tnmrt <?anienQ anolirinnrntpiTi A_V ^APOAS^ -mPXTA 

aj.1711.iu ociL^xbiio dpuiipupiUlCill A V ^Al UAJjj HUVlN/\ 


NM 052960 


Homo «ianipnQ rptinm'H hinflinanrntpfn 7 rPT^P7^ mPNA 

Al-^-'ll-l*-' Od-Lylt-lAo L^lllIUlU UlllUlllg piULClIl / yXVDX / IIlXviN^V 


NM 052959 


Homo sanipn^ narmpvin ^ fPAMY^ i mPMA 


NM 052948 


Homo ^aoipnQ Cortina npvin 9^ ^QTs3*Y7^ mPXJA 


NM 052947 


Homo sapiens heart alpha-kinase (HAK), niRNA 


NM 052946 


l-Tomo QaniPtiQ VivnntliptipQl rimf-pin "\ACir* r )(} r 7r,0 f\Adr*7(i'7ri / }\ tviPXTA 
xxuuiu oapiwiio iiypuLiiCLludl piuiein IVlvJl^Zu/UZ ^iVl\Jv_,ZU/vZ inxvlN/V 


NM 052943 

1XXVX VJ^ytJ 


xxuiuu oapiciio iiypuuiciitdi proiem iviov^io^t"! ^ivivj^.io £ t!7 1 ) 9 rnixiNA 


NM 052941 

X^IVX UJx>7H I 


xxuuiu oapiciio guauyidie umuing proiein *f ^vj-dxh^, imviNA 


NM 059935 


xiumu odpicnb nypoinencai proiem iviol,Zu/oi ^lYiov^zu/oi ), mKJNA 


NM 052890 


Homo sapiens peptidoglycan recognition protein L precursor fPGLYRP), mRNA 


lNlYl__lJ J Z OOJ 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 1 3 


NM 052884 


TTomo Raoietl^J ^ialin nniH hmHinCT Tfr_1ilrp lpptin 1 1 f^lTftT KPI 1 mPMA 
xxujxju oapi&iio oialiu dUIU UUlUing Ig-llKC 1CUUI1 1 1 ^olvJXjJj>v_y 1 1 j } mj\lN/\ 


NM 052877 


Homo sapiens similar to hypothetical protein MNCb-2386 (MGC17544), niRNA 


NM 052876 


Homo sapiens transcriptional repressor NAC1 (NAC1), mRNA 


NM_052873 


Homo sapiens MGC16028 similar to RIKEN cDNA 1700019E19 gene 
(MGC16028),mRNA 


NM 052871 


Homo sapiens hypothetical protein MGC4677 (MGC4677). mRNA 


NM 052870 


Homo sapiens sorting nexin 18 (SNX18), mRNA 
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NM_052859 


Homo sapiens putative endoplasmic reticulum multispan transmembrane protein 
(RFT1), mRNA 


NM 052858 


Homo sapiens similar to RKEN cDNA 1810006A16 gene (LOC91862), mRNA 


NM 052855 


Homo sapiens hypothetical protein MGC15396 (MGC15396), mRNA 


NM 052854 


Homo sapiens old astrocyte specifically induced substance (OASIS), mRNA 


NM 052844 


Homo sapiens hypothetical protein MGC20486 (MGC20486), mRNA 


NM 052839 


Homo sapiens pannexin 2 (PANX2), mRNA 


NM 033551 


Homo sapiens hypothetical protein MGC19556 (MGC19556), mRNA 


NM 033549 


Homo sapiens hypothetical gene MGC1 127 (MGC1 127), mRNA 


NM 033546 


Homo sapiens myosin regulatory light chain (MLC-B), mRNA 


NM_033544 


Homo sapiens similar to cyclin-E binding protein 1 (H. sapiens) (MGC 14386) 
mRNA 


NM 033515 


Homo sapiens MacGAP protein (MacGAP), mRNA 


NM 033519 


Homo sapiens olfactory receptor sdolf (sdolf), mRNA 


NM 033516 


Homo sapiens protein kinase NYD-SP25 (NYD-SP25), mRNA 


NM 032231 


Homo sapiens hypothetical protein FLJ22875 (FLJ22875), mRNA 


NM 018437 


Homo sapiens hypothetical protein EDAG-1 (EDAG-1), mRNA 


NM 033378 


Homo sapiens chorionic gonadotropin, beta polypeptide 2 (CGB2\ mRNA 


NM 033377 


Homo sapiens chorionic gonadotropin, beta polypeptide 1 fCGBn mRNA 


NM 033448 


Homo sapiens keratin 6 irs (KRT6IRS), mRNA 


NMJ)33424 


Homo sapiens similar to MYOSIN HEAVY CHAIN, CARDIAC MUSCLE 
ALPHA ISOFORM (MYHC-ALPHA) (M. musculus) (LOC92771), mRNA 


NM 033445 


Homo sapiens similar to H2A histone family, member A (H. sapiens) 
(MGC3165),mRNA 


NM 033439 


Homo sapiens DVS27-related protein (DVS27), mRNA 


NM 033440 


Homo sapiens elastase 2A (ELA2A), mRNA 


NM_033438 j 


Homo sapiens CD84-H1 precursor (CD84-H1), mRNA 


NM__033423 


Homo sapiens similar to granzyme B (granzyme 2, cytotoxic T-lyrnphocyte- 
associated serine esterase 1) (H. sapiens) (CTLA1), mRNA 


NM 033411 


Homo sapiens hypothetical protein MGC1 3523 (MGC13523), mRNA j 


NMJ)33416 


Homo sapiens similar to HYPOTHETICAL 34.0 KDA PROTEIN ZK795.3 IN 
CHROMOSOME IV (MGC19606), mRNA 


NM 033413 


Homo sapiens hypothetical gene MGC16309 (MGC16309), mRNA 


NM 033410 


Homo sapiens hypothetical protein MGC 13 138 (MGC13138), mRNA 


NM 033419 


Homo sapiens hypothetical gene MGC9753 (MGC9753), mRNA 


NM 014083 


Homo sapiens PRO0767 protein (PRO0767). mRNA 


NMJ)33043 


Homo sapiens chorionic gonadotropin, beta polypeptide 5 CCGB5). mRNA 


NM_031451 


Homo sapiens hypothetical protein MGC4766 similar to testis specific protein 
TES101RP (MGC4766), mRNA 


NM 033183 


Homo sapiens chorionic gonadotropin, beta polypeptide 8 (CGB8), mRNA 


NM 020443 


Homo sapiens hypothetical protein MGC 14961 (MGC14961), mRNA 


NM 033343 


Homo sapiens LIM homeobox protein 4 (LHX4), mRNA 


NMJB3318 | 


Homo sapiens hypothetical gene supported by AL449243 (LOC91689), mRNA 


NM 033328 


Homo sapiens capping protein alpha 3 (CAPPA3), mRNA 


NM_033315 


Homo sapiens ras-hke protein VTS58635 (VTS58635), mRNA 


NM__033309 


Homo sapiens hypothetical protein MGC4655 (MGC4655), mRNA j 


NM 033296 


Homo sapiens T-cell activation protein (PGR1), mRNA 


NM 033297 


Homo sapiens leucine-rich-repeat protein (RN02), mRNA 


NM_033280 


Homo sapiens similar to signal peptidase complex (18kD) (LOC90701), mRNA 


NMJB3196 


Homo sapiens similar to ZINC FINGER PROTEIN 85 (ZINC FINGER 
PROTEIN HPF4) (HTF1) (H. sapiens) (LOC91 120), mRNA 


NM 033272 


Homo sapiens potassium channel subunit HERG-3 (HERG-3), mRNA i 
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NM 033261 


Homo sapiens diphosphate dimethylallyl diphosphate isomerase 2 (JD12) mRNA 


NM 033254 


Homo sapiens brother of CDO (BOC), mRNA 


NM 033204 


Homo sapiens hypothetical gene DKFZp570I0164 (DKFZp570I0164), mRNA 


NM 033259 


Homo sapiens CaM-KII inhibitory protein (CAM-KHN), mRNA 


NM 032597 


Homo sapiens testes development-related NYD-SP21 (NYD-SP21), mRNA 


NM_033212 


Homo sapiens hypothetical gene supported by BC004307; BC008285 
(MGC1 0992), mRNA 


NM 033208 


Homo sapiens similar to jerky (mouse) homolog-like (LOC91 151), mRNA 


NM 033195 


Homo sapiens lactate dehydrogenase A -like (LDHL), mRNA 


NM 015643 


Homo sapiens DKFZP434F122 protein (DKFZP434F122), mRNA 


NM 032604 


Homo sapiens lung alpha/beta hydrolase 1 (LABH1), mRNA 


NM_032133 


Homo sapiens hypothetical protein DKFZp434N1415 (DKFZP434N1415) 
mRNA 


NM 030803 


Homo sapiens hypothetical protein FU10035 (FLJ10035), mRNA 


NM 024062 


Homo sapiens hypothetical protein MGC5338 (MGC5338), mRNA 


NM 024059 


Homo sapiens hypothetical protein MGC5356 (MGC5356), mRNA 


NM 016542 


Homo sapiens serine/threonine protein kinase MASK (MST4), mRNA 


NM 033127 


Homo sapiens regucalcin gene promotor region related protein (RGPR) mRNA 


NM 033128 


Homo sapiens scinderin (SCIN), mRNA 


NM 033058 


Homo sapiens ring finger protein 29 (RNF29), mRNA 


NM 033116 


Homo sapiens hypothetical protein MGC16714 (MGC16714), mRNA 


NM 033123 


Homo sapiens testis-development related NYD-SP27 (NYD-SP27), mRNA 


NM 033126 


Homo sapiens serine/threonine kinase PSKH2 (PSKH2), mRNA 


NM 033124 


Homo sapiens NYD-SP28 protein (NYD-SP28), mRNA 


NM 033122 


Homo sapiens testis development protein NYD-SP26 (NYD-SP26), mRNA 


NM 033114 


Homo sapiens MADP-1 protein (MADP-1), mRNA 


NM 033083 


Homo sapiens EAF1 protein (EAF1), mRNA 


NMJB3087 


Homo sapiens hypothetical protein FLJ1451 1 (FLJ145 11), mRNA 


NM 024512 


Homo sapiens leucine-rich repeat-containing 2 (LRRC2), mRNA 


NM 006029 


Homo sapiens paraneoplastic antigen MAI (PNMA1), mRNA 


NM 033025 


Homo sapiens hypothetical protein FIJI 351 1 (7h3), mRNA 


NM_015169 


Homo sapiens homolog of veast ribosome biogenesis reeulatorv nrotein PR<?1 
(RRS1), mRNA 


NM 015129 


Homo sapiens septin 6 (SEP2), mRNA 


NM 032838 


Homo sapiens hypothetical protein FU14779 (FLJ14779 > * mRNA 


NM 032206 


Homo sapiens hypothetical protein FLJ21709 (FLJ21709), mRNA 


NM 032797 


Homo sapiens hypothetical protein FLJ14497 (FLJ14497), mRNA 


NM 032472 


Homo sapiens peptidylprolyl isomerase (cyclophilin)-like 3 (PPIL3), mRNA 


NM 032936 


Homo sapiens DC32 (DC32), mRNA 


NM_032577 


Homo sapiens melanoma-associated chondroitin sulfate proteoglycan-like 
(LOC84664), mRNA 


NM 032933 


Homo sapiens hypothetical protein MGC1 1386 (MGC1 1386), mRNA 


NM 032929 


Homo sapiens hypothetical protein MGC14793 (MGC14793), mRNA 


NM 032928 


Homo sapiens hypothetical protein MGC14141 (MGC14141), mRNA 


NM 032927 


Homo sapiens hypothetical protein MGC13 159 (MGC13159), mRNA ! 


NM 032926 


Homo sapiens hypothetical protein MGC15737 (MGC15737), mRNA 


NM 032921 


Homo sapiens hypothetical protein MGC15875 (MGC15875), mRNA 


NM 032909 


Homo sapiens hypothetical protein MGC 141 3 9 (MGC14139), mRNA 


NM 032908 


Homo sapiens hypothetical protein MGC 14407 (MGC14407), mRNA 


NM 032906 


Homo sapiens hypothetical protein MGC14156 (MGC14156), mRNA 


NM 032905 


Homo sapiens hypothetical protein MGC14439 (MGC14439), mRNA 


NM 032903 


Homo sapiens hypothetical protein MGC 14425 (MGC14425), mRNA 
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NM 032902 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subimit 16A 
(PPPlR16A),mRNA 


NM 032901 


Homo sapiens hypothetical protein MGC14288 (MGC14288), mRNA 


NM 032899 


Homo sapiens hypothetical protein MGC14128 (MGC14128), mRNA 


NM 032898 


Homo sapiens hypothetical protein MGC14126 (MGC14126), mRNA 


NM 032897 


Homo sapiens hypothetical protein MGC14436 (MGC14436), mRNA 


NM 032896 


Homo sapiens hypothetical protein MGC14388 (MGC14388), mRNA 


NM 032892 


Homo sapiens hypothetical protein MGC14161 (MGC14161), mRNA 


NM 032891 


Homo sapiens hypothetical protein MGC12928 (MGC12928), mRNA 


NM 032890 


Homo sapiens hypothetical protein MGC13 130 (MGC13130), mRNA 


NM 032887 


Homo sapiens hypothetical protein MGC16037 (MGC16037), mRNA 


NM 032885 


Homo sapiens hypothetical protein MGC15906 (MGC15906), mRNA 


NM 032882 


Homo sapiens hypothetical protein MGC 15827 (MGC15827), mRNA 


NM 032881 


Homo sapiens U7 snRNP-specific Sm-like protein LSM10 (LSM10), mRNA 


NM 032880 


Homo sapiens hypothetical protein MGC15730 (MGC15730), mRNA 


NM 032878 


Homo sapiens hypothetical protein MGC 15677 (MGC 15 677), mRNA 


NM 032873 


Homo sapiens hypothetical protein MGC15437 (MGC15437), mRNA 


NM 032867 


Homo sapiens hypothetical protein FU14966 (FLJ 14966), mRNA 


NM 032865 


Homo sapiens hypothetical protein FLJ14950 (FU14950), mRNA 


NM 032861 


Homo sapiens hypothetical protein FU14917 (FLJ14917), mRNA 


NM 032859 


Homo sapiens hypothetical protein FLJ14906 (FLJ14906), mRNA 


NM 032856 


Homo sapiens hypothetical protein FLJ14888 (FLJ14888), mRNA 


NM 032855 


Homo sapiens hematopoietic SH2 protein (HSH2), mRNA 


NM 032854 


Homo sapiens hypothetical protein FLJ14871 (FLJ14871), mRNA 


NM 032850 


Homo sapiens hypothetical protein FLJ14840 (FLJ14840), mRNA 


NM 032849 


Homo sapiens hypothetical protein FLJ14834 (FU14834), mRNA 


NM 032847 


Homo sapiens hypothetical protein FU14825 (FLJ14825), mRNA 


NM 032846 


Homo sapiens hypothetical protein FU14824 (FLJ14824), mRNA 


NM 032844 


Homo sapiens hypothetical protein FLJ14813 (FU14813), mRNA 


NM 032843 


Homo sapiens hypothetical protein FU14810 (FLJ14810), mRNA 


NM 032842 


Homo sapiens hypothetical protein FLJ14803 (FLJ14803), mRNA 


NM 032840 


Homo sapiens hypothetical protein FLJ14800 (FLJ14800), mRNA 


NM 032839 


Homo sapiens hypothetical protein FLJ14784 (FLJ14784), mRNA 


NM 032837 


Homo sapiens hypothetical protein FLJ14775 (FU14775), mRNA 


NM 032836 


Homo sapiens hypothetical protein FLJ14768 (FU14768), mRNA 


NM 032834 


Homo sapiens hypothetical protein FU14751 (FLJ14751), mRNA 


NM_032833 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 15B 
(PPPlR15B),mRNA 


NMJ)32832 


Homo sapiens hypothetical protein FLJ14735 (FLJ14735), mRNA 


NMJ)32831 


Homo sapiens CAP-binding protein complex interacting protein 2 (CBCff 2), 
mRNA 


NM 032830 


Homo sapiens hypothetical protein FLJ14728 (FLJ14728), mRNA 


NM 032829 


Homo sapiens hypothetical protein FLJ14721 (FLJ14721), mRNA 


NM_032828 


Homo sapiens ubiquitin UBF-fl (UBF-fl), mRNA 


NM 032827 


Homo sapiens hypothetical protein FLJ14708 (FLJ14708), mRNA 


NM__032826 


Homo sapiens hypothetical protein FU14697 (FLJ14697), mRNA 


NM 032825 


Homo sapiens hypothetical protein FLJ14686 (FLJ14686), mRNA 


NM_ 032821 


Homo sapiens hypothetical protein FLJ14665 (FU14665), mRNA 


NM 032817 


Homo sapiens hypothetical protein FLJ14641 (FLJ14641), mRNA 


NM 032816 


Homo sapiens hypothetical protein FLJ14640 (FLJ14640), mRNA 


NM_ 032814 i 


Homo sapiens hypothetical protein FLJ14627 (FLJ14627), mRNA 


NM_ 032811 


Homo sapiens hypothetical protein FLJ14621 (FLJ14621), mRNA 
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NM 032810 


Homo sapiens hypothetical protein FLJ14600 (FLJ14600), mRNA 


NM 032809 


Homo sapiens hypothetical protein FLT14596 (FLJ14596), mRNA 


NM 032808 


Homo sapiens hypothetical protein FLJ14594 (FU14594), mRNA 


NM 032807 


Homo sapiens hypothetical protein FU14590 (FLJ14590), mRNA 


NM 032806 


Homo sapiens hypothetical protein FLJ14566 (FLF14566), mRNA 


NM 032805 


Homo sapiens hypothetical protein FLJ14549 (FLJ14549), mRNA 


NM 032802 


Homo sapiens hypothetical protein FLJ14540 (FLJ14540), mRNA 


NM 032799 


Homo sapiens hypothetical protein FLJ14524 (FLJ14524), mRNA 


NM 032796 


Homo sapiens reserved (SYAP1), mRNA 


NM 032792 


Homo sapiens hypothetical protein FU14486 (FLJ14486), mRNA 


NM 032790 


Homo sapiens hypothetical protein FLJ14466 (FLJ14466), mRNA 


NM 032788 


Homo sapiens hypothetical protein FLJ14457 (FLJ14457), mRNA 


NM 032787 


Homo sapiens hypothetical protein FLJ14454 (FLF14454), mRNA 


NM 032786 


Homo sapiens hypothetical protein FLJ14451 (FLF1445 1), mRNA 


NM 032785 


Homo sapiens hypothetical protein FLJ14442 (FLJ14442), mRNA 


NM 032781 


Homo sapiens hypothetical protein FLJ14427 (FLJ14427), mRNA 


NM 032780 


Homo sapiens hypothetical protein FLJ14399 (FLJ14399), mRNA 


NM 032779 


Homo sapiens hypothetical protein FU14397 (FLJ14397), mRNA 


NM 032778 


Homo sapiens hypothetical protein FLJ14393 (FLJ14393), mRNA 


NM 032775 


Homo sapiens hypothetical protein FLJ14360 (FLJ14360), mRNA 


NM 032773 


Homo sapiens hypothetical protein MGC4126 (MGC4126), mRNA 


NMJ)32772 


Homo sapiens hypothetical protein MGC2555 (MGC2555), mRNA 


NM 032771 


Homo sapiens hypothetical protein MGC12217 (MGC12217), mRNA 


NM 032770 


Homo sapiens hypothetical protein MGC16291 (MGC16291), mRNA 


NM 032765 


Homo sapiens hypothetical protein MGC16175 (MGC16175), mRNA 


NM 032764 


Homo sapiens hypothetical protein MGC16153 (MGC16153), mRNA 


NM_032762 


Homo sapiens hypothetical protein MGC16121 (MGC16121), mRNA 


NM 032761 


Homo sapiens hypothetical protein MGC 16075 (MGC16075), mRNA 


NM_032759 


Homo sapiens hypothetical protein FIJI 1328 (FLJ1 1328), mRNA 


NM 032758 


Homo sapiens hypothetical protein MGC1346 (MGC1346), mRNA 


NM 032757 


Homo sapiens hypothetical protein MGC 15705 (MGC15705), mRNA 


NM 032755 


Homo sapiens hypothetical protein MGC15634 (MGC15634), mRNA 


NM 032751 


Homo sapiens hypothetical protein MGC 15504 (MGC15504), mRNA 


NM_032750 


Homo sapiens hypothetical protein MGC 15429 (MGC 15429), mRNA 


NM 032747 


Homo sapiens hypothetical protein MGC14697 (MGC14697), mRNA 


NM 032746 


Homo sapiens hypothetical protein MGC12538JMGC12538), mRNA 


NM 032740 


Homo sapiens hypothetical protein MGC5391 (MGC5391), mRNA 


NMJ)32739 


Homo sapiens hypothetical protein MGC5370 (MGC5370), mRNA 


NM 032735 


Homo sapiens hypothetical protein MGC13168 (MGC 13 168), mRNA 


NM 032733 


Homo sapiens hypothetical protein MGC12679 (MGC12679), mRNA 


NM_032732 


Homo sapiens hypothetical protein MGC 10763 (MGC 10763), mRNA 


NM 032731 


Homo sapiens hypothetical protein MGC14353 (MGC14353), mRNA 


NM_032730 


Homo sapiens NOGO-interacting mitochondrial protein (NIMP), mRNA 


NMJ)32727 


Homo sapiens internexin neuronal intermediate filament protein, alpha (INA), 
mRNA 


NM 032726 


Homo sapiens hypothetical protein MGC12837 (MGC12837), mRNA 


NM 032725 


Homo sapiens hypothetical protein MGC1 3 125 (MGC13125), mRNA 


NM 032724 


Homo sapiens hypothetical protein MGC 13269 (MGC 13269), mRNA 


NM 032722 


Homo sapiens hypothetical protein MGC13275 (MGC13275), mRNA 


NM 032721 


Homo sapiens hypothetical protein MGC1 1314 (MGC1 1314), mRNA 


NM 032718 


Homo sapiens hypothetical protein MGC1 1332 (MGC1 1332), mRNA 
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NM 032717 


Homo sapiens hypothetical protein MGC 11324 (MGC1 1324), mRNA 


NM 032714 


Homo sapiens hypothetical protein MGC 13251 (MGC 13251), mRNA 


NM 032710 


Homo sapiens hypothetical protein MGC13053 (MGC13053), mRNA 


NM 032709 


Homo sapiens hypothetical protein MGC 13 047 (MGC 13047 i mRNA 


NM 032701 


Homo sapiens hypothetical protein MGC2705 (MGC2705} mRNA 


NM 032691 


Homo sapiens hypothetical protein MGC1 1082 (MGC 1 1082 1 mRNA 


NM 032690 


Homo sapiens hvoothetical protein MGC1 3 1 98 (MGC) 3 1 QSft mRNA i 


NM 032687 


Homo sapiens hypothetical protein MGC 130 10 fMGCl 301 0^ mRNA 


NM 032683 


Homo sapiens hypothetical protein MGC 12972 (MGCl 297? i mRNA 


NM 032680 


Homo sapiens hypothetical protein MGC4266 flWfifM^ffrft mPNA 


NM 032679 


Homo sapiens hvoothetical protein MGC4400 CMGCAACMYs mRNA 


NM 032676 


Homo sapiens hvoothetical protein MGC 1 0955 (MOP1 005 5^ mRNA 


NM 032673 


Homo sapiens hvoothetical protein MGC1 088? HUGri 08871 mRNA 


NM 032671 


Homo sapiens hvoothetical protein MGC1 08 1 4 flVfGPl OR 1 mRNA 


NM 032664 


Homo sapiens hvoothetical protein MGC1 1141 fMGCI 11411 mRNA 


NM 032663 


Homo sapiens hypothetical protein MGC 10702 (MGC 10702), mRNA 


NM 032658 


Homo sapiens hypothetical protein MGC 10701 (MGC 10701), mRNA 


NM 032654 


Homo sapiens hypothetical protein MGC10981 fMGCl 0981 1 mRNA 


NM 032653 


Homo sapiens hvoothetical protein MGC 1 0960 fMGCl OQfiOl mRNA 


NM 032648 


Homo sapiens hvoothetical protein MGC 1 0820 fMGCl 08701 mRNA 


NM 032647 


Homo sapiens hypothetical protein MGC1 0561 (MGC10561), mRNA 


NM 032644 


xxvuiu aapitiia liypuixxciiutu piuiclll JV1AJI^Z*K)Z ^xVIvjLxZh-DZJ, mivxNA 


NM 032641 


Homo <;anipn<5 bvnofhpttral nrntpin A/fr*r , 9 < \ 1 Q fh/tar^OZi 0\ *-w-iT)Tvt a 
aauxuu aapi&ua xiypuuxciiL'd.i piuicxll xYlvJ^ZJ I ^IVi\JL/Z J 1 y J, mixJNA 


NM 032638 


Homo sanien^ nvnothptir»a1 nrntem AAClCJIClfc ft\Anr % 0'Xf\fV\ mDUTA 


NM 032633 


Homo ^ampnQ Tivnnthptirnl nrnt^in ^Adf y ^A^'7 ^TV/mr ,, </K*7^ --DMA 
xxvjxixsj aaijiZfiio ixypuixxwLival piULCUi xVlVJ^J i rj / ^IVxV-JvOtO / ), mJKJN/V 


NM 032632 


Homo S aniens hvnnthptiral nrntpin A/fnP^^7S f\AdC^1'VQ\ «->l>XTA 
Axuiuu oaL/iuxxd xxypuixxcuual piuicill IVxVJ^JO /o ^IVllJV^Jj / o) s mivlN/V 


NM_032630 


HOfnO RaOIGTlR TTftT^I fiVP.lin-HpnpnHpnt Vitiqc#* 0 ir»f or-Q o+ii-i rr i=k^-M f C~*TKTQ\ 
\3ayjx\fXXiy ±x^XM vjrUlXll~\Xvp^/lIuwtlt Jviild.bC X lUlCTat'Ling PiOiem 1 L/jlNJr I 

mRNA 


NM 032627 


Homo sapiens hypothetical protein MGC3 181 0\AGC\ 1 8 1 ^ mRNA 


NM 032626 


Homo sapiens hvoothetical brain nrotein mvO^S fM~VTnR^ mRNA 


NM_032624 


Homo sapiens hvoothetical brain nrotpm mvOSO rN/fVO^n i mRNA 

i*vmv uujpivriiij ixjijkJ\*lx\sLX\jCLX uxcxxxx p/i C Lt/lil lilyV/JV/ ^XVJL I V/JVy, I J 1 rv l\J_^\ 


NM 032623 


Homo sapiens ovarv-soecific acidic nrotpin TOSIAP^ mRTMA 


NM 032622 


Homo sapiens millti-PDZ-dnmair»-rontainma r»rnfpir» H 1SIY\ mPTvTA 


NM 032620 


Homo sanien<* mitnchondrial frTP bmHincr TYrnt^m ^f^'TPtir^'i^ mPTJA 

xAviuu jupxvuo nil iuv>i jufiivii lai u il uiiiixxil^ y)x ULC1I1 X X X3vJ J J f nXK-LN/V 


NM 018622 


Homo sapiens nresenilin^ a^^oriatpH rbnmliniH-lilrp nmtpin rp APT ^ mPMA 

-*--*- v ^- l - t «^»*|-'*v<'iJO ^/i^ov/ixtliilo aooUvia LL/Li XlXUXilUVJiU ilJvC piULCJIl ^x nKJ mi>IN/i 


NM 032498 


Homo sapiens homeobox protein from AT 590596 (1 nPR45?R , \ mRNA 


NM_032600 


Homo sapiens testes develonment-relatpd NYD-SJP1 7 fMYTi QP1 7^ mPXTA 

w w tj**^i%/iitj iVJkVJ ut. vviUplliWlt l^lulvll li J. X/ OX X / ^i-N X J^"OX X / Jf IIlM^A 


NM 032599 


Homo sapiens testes development-related NYD-SP 18 (NYD-SP18), mRNA 


NM 032594 


Homo sapiens insulinoma-a^sociatpd nrofpm TA-^ HN^IM^ ml?>JA 


NM 032585 


Homo Sapiens te^tis-^nectfic tran«;print V-linVpd f\ /TTTV*^ mPMA 


NM 032575 


Homo sapiens KrunTiel-lilfP 7inr fincrpr nrotpm T^19 (CVl TQ7^ mPXTA 
kj**piwti3 xvxuppvi iiivw tjiLi\> xxiigcx [^iwLCiii vtXjxOZ. ^vjrJ-»Xij^^, nixviN/V 


NM 032573 


Homo sapiens testis-snecific nrotein TSP-7>IY rrSP-N\n mRNA 

^«-»j[^*\rfiio t.vi3tio o|j^uixiV/ jJlUL^lll X OX ii X ^ X O X 1 N X y , IIlxvlN/\ 


NM 032572 


Homo sapiens rihonue1pa<;p 7 rRNA^IF7^ mRNA 

"*■■»■ &\*yjx\*xxo xiL/wxivx^ltcxov / ^JVlixVOXv/ y, IllTviN/A. 


NM 032568 


HomO SaniPn^ OAR A^ A^ rPPPnfnrc QCCriPlQ+f>/1 i-»rnf*»'J'ri "J f(~~± A 1T3 AD A DT 

xxvriiiw dapiciid vj/vd/\^/\^ receptors associaxea proiem HKe j ^OAJt5AK^xL,j), 
mRNA 


NM 032567 


Homo sapiens testis-specific protein NYD-TSP1 (NYD-TSP1), mRNA 


NM_032566 


Homo sapiens esophagus cancer-related gene-2 (ECG2), mRNA 


NM 032562 


Homo sapiens group Xm secreted phospholipase A2 (PLA2G13), mRNA 


NM 032547 


Homo sapiens short coiled-coil protein (HRIHFB2072), mRNA 


NM 032546 


Homo sapiens ring finger protein 30 (RNF30), mRNA 


NM 032519 


Homo sapiens hypothetical protein HT023 (HT023), mRNA 


NM 032513 


Homo sapiens hypothetical protein MGC1 1303 similar to Zink transporter 2 
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(MGC1 1303), mRNA " | 


XTA AT r\0 ^ A f\i\ 

NM 032490 


Homo sapiens PNAS-127 protein (PNAS-127), mRNA | 


NM 032488 


Homo sapiens protein related with psoriasis (LOC845 1 8), mRNA 


InM_032471 


Homo sapiens protem kinase (cAMP-dependent, catalytic) inhibitor beta (PKIB) 
mRNA 


NM 032292 
NM 032263 


Homo sapiens hypothetical protein FLJ20203 (FLJ20203), mRNA | 
Homo sapiens hypothetical protein DKFZp434B227(DKFZp434B227) mRNA 


NM 015178 
JNM 032410 


Homo sapiens KIAA07 1 7 protein (KIAA07 1 7), mRNA 1 
iiomo sapiens hook3 protein (HOOK3), mRNA | 


NMJQ2108 
NM 015636 


Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic 
domain, (semaphorin) 6B (SEMA6B), mRNA 

Homo sapiens DKFZP586J01 19 protein (DKFZP586J01 19) mRNA | 


NM 015701 
NM 015224 


Homo sapiens hypothetical protein (CL25084), mRNA 

Homo sapiens KIAA1 105 protem (RAP140), mRNA | 


NM_032390 


Homo sapiens nucleolar protein interacting with the FHA domain of pKi-67 
(NIFK), mRNA I 


iNM 032388 


Homo sapiens nasopharyngeal carcinoma-related protein (NPCR) mRNA 


NM 032383 


Homo sapiens Hermansky-Pudlak syndrome 3 (HPS3), mRNA 1 


NM 032378 


Homo sapiens hypothetical protem FLJ20897 (FLJ20897), mRNA 


NM 032376 


Homo sapiens hypothetical protem MGC425 1 (MGC425 1), mRNA 1 


NM 032375 


Homo sapiens hypothetical protein MGC2865 (MGC2865) mRNA | 


NM 032373 


Homo sapiens hypothetical protein MGC 1 6202 (MGC1 6202), mRNA | 


NM 032370 
NM 032369 


Homo sapiens hypothetical protein MGC15716 (MGC15716), mRNA 
Homo sapiens hypothetical protein MGC15619 (MGC15619) mRNA 


JNJVl 032368 
NM 032374 


Homo sapiens hypothetical protein MGC15436 (MGC15436) mRNA 

Homo sapiens hypothetical protein MGC2562 (MGC2562) mRNA [ 


NM 032364 


Homo sapiens hypothetical protein MGC14726 (MGC14726) mRNA 


NM 032362 


Homo sapiens HEIL1 protein (HEDL1), mRNA 


NM 032361 


Homo sapiens hypothetical protein MGC5469 (MGC5469), mRNA 


NM 032360 


Homo sapiens hypothetical protein MGC2404 (MGC2404), mRNA 


NM 032359 


Homo sapiens hypothetical protem MGC4308 (MGC4308), mRNA 


XTTV AT Ainr o 

NM 032358 


Homo sapiens hypothetical protein MGC13 183 (MGC13 183) mRNA 


NM 032357 


Homo sapiens hypothetical protem MGC1298 1 (MGC12981) mRNA 


NM 032356 


Homo sapiens hypothetical protein MGC14151 (MGC14151), mRNA | 


NM 032355 


Homo sapiens hypothetical protein MGC13272 (MGC13272), mRNA I 


NM 032352 


Homo sapiens hypothetical protein MGC1 1296 (MGC1 1296), mRNA j 


iNM 032350 


Homo sapiens hypothetical protein MGC1 1257 (MGC1 1257), mRNA j 


JNM 032349 


Homo sapiens hypothetical protem MGC1 1275 (MGC1 1275), mRNA 1 


iNM U32J48 


Homo sapiens hypothetical protein MGC3047 (MGC3047), mRNA 


XTA A AT^l / /■ 

NM 032346 


Homo sapiens hypothetical protein MGC13096 (MGC13096), mRNA 1 


XTA >T AOll ilf 

JNM 032345 


Homo sapiens hypothetical protein MGC13064 (MGC13064), mRNA 1 


NM 032343 


Homo sapiens hypothetical protein MGC13016 (MGC13016), mRNA | 


NM 032341 


Homo sapiens hypothetical protein MGC14844 (MGC14844), mRNA j 


NM 032339 


Homo sapiens hypothetical protein MGC14832 (MGC14832), mRNA j 


NM 032336 


Homo sapiens hypothetical protein MGC14799 (MGC14799), mRNA | 


NM 032334 


Homo sapiens hypothetical protein MGC14595 (MGC14595), mRNA j 


NM 032332 


Homo saniens hvnothetfral rvrrt+^-i-n a^vvmoqq r\Af~*f~*A , viQ\ ^.dxt a 


NM 032331 


Homo sapiens hypothetical protein MGC2408 (MGC2408), mRNA | 


NM 032328 


Homo sapiens hypothetical protein MGC12458 (MGC12458), mRNA | 


NM 032322 


Homo sapiens hypothetical protein MGC13061 (MGC13061), mRNA | 


NM 032321 
NM 032319 ] 


Homo sapiens hypothetical protein MGC13057 (MGC13057), mRNA | 
Homo sapiens chromosome 2 open reading frame 7 (C2orf7), mRNA ] 
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NM 032315 


Homo sapiens hypothetical protein MGC4399 (MGC4399), mRNA 


NM 032314 


Homo sapiens hypothetical protein MGC4767 (MGC4767), mRNA 


NM 032313 


Homo sapiens hypothetical protein MGC3232 (MGC3232), mRNA 


NM 032312 


Homo sapiens hypothetical protein MGC1 1061 (MGC1 10611, mRNA 


NM 032310 


Homo sapiens hypothetical protein MGC1 1115 (MGC1 1115), mRNA 


NM 032307 


Homo sapiens hypothetical protein MGC 10999 (MGC 10999), mRNA 


NM 032303 


Homo sapiens hypothetical protein MGC 10940 (MGC10940), mRNA 


NM 032302 


Homo sapiens hypothetical protein MGC1091 1 (MGC1091 1), mRNA | 


NM 032301 


Homo saoiens hvoothetical nrotein MGC 1 0870 (MGC10R701 mRNA 


NM 032300 


Homo sapiens hypothetical protein MGC10854 (MGC10854), mRNA 


NM 032298 


Homo saniens hvoothetical nrotein DKF7n761 Dl 19 CVflCWrnfi] m 191 tnT?*NTA 


NM 032297 


Homo sapiens hypothetical protein DKFZp761Dl 12 (DKFZp761Dl 12), mRNA 


NM 032296 


Homo saniens hvnothetical nrotein DKF7n7fi1 A 1 19 rnYFynTftl A 1 191 mT?"NTA 


NM_032295 


Homo sapiens hypothetical protein DKFZp761N0624 (DKFZp761N0624), 
mRNA 


NM 032294 


Homo saniens hvnothetical nrotein Dl<CF7n7fi 1M0491 fl"YK'F7M761A/li'i4911 
mRNA 


NM 032289 


Homo saniens hvnothetical nrotein T)KV7nlf\ 1 ROS 1 4 nYK'F7n7fi 1 POS 1 41 
mRNA 


NM 032287 


Homo saoiens hvnothetical nrotein DTCFZn7n" 1 0 1 7 1 9 1 /DTTF7n7fi 1 0 1 7 1 9 1 1 
mRNA 


NM 032280 


Homo sapiens hypothetical protein DKFZp761J139 (DKFZp761J139), mRNA 


NM 032278 


Homo sapiens hypothetical protein DKFZp547P082 (DKFZp547P082), mRNA 


NM 032274 


Homo sapiens hypothetical protein DKFZp547F072 (DKFZp547F072), mRNA 


NM 032271 


Homo sapiens hypothetical protein DKFZp586I021 (DKFZp5 861021), mRNA 


NMJ)32270 


Homo sapiens hvoothetical nrotein DKFZo586Jl 119 (DKFZn586Jl 1 1 9) mRNA 


NMJ)32269 


Homo sapiens hypothetical protein DKFZp434I099 (DKFZp434I099), mRNA 


NM 032266 


Homo saniens hvnothetical nrotein DTCF7n414G1 1 8 (DKF7n4?4G1 1 81 mRNA 


NM 032265 


Homo saniens hvnothetical nrotein ryfCF7n414N1 97 frYK'F7n414N1 971 ml? "NT A 


NM 032262 


Homo <; aniens hvnntheHral nrotein T"VKF7n414N01 < I fT"YIifF7ri414Wfi1^1 mPMA 


NM_032257 


Homo sapiens hypothetical protein DKFZp434N2435 (DKFZp434N2435), 
mRNA 


NM 032256 


Homo saniens hvnnthetieal nrntein TYK'F7r»414'K'941^ (TWV7nA^AV 94151 
axvixxvj oaLJi&xia iijpuiiivuvai piuivxii x^xvx/z^jj i t«>*txvZp*tj J \ t J^xVP^«p'Tj'fxv^ t tj j ), 

mRNA 


NM 032255 


Homo saniens hvnothetical nrotein DKF7n434T1 Q^O rnK F7n4l4T1 0^01 mT?>J A 


NM 032254 


Homo saniens hvnothetical nrotein DKF7n4^4F149 rDTCF7n4^4Fl 491 mPKTA 


NM_032247 


Homo saoiens hvnothetical nrotein DKF7n4^4F051 9 rDKF7r»4^4F0 < i 1 01 
mRNA 


NM 032242 


Homo saoiens hvnothetical nrotein DKFZd564A176 (DKFZn564A1761 mRNA 


NM 032238 


Homo saoiens hvnothetical nrotein FLJ23416 <TLJ23416~i mRNA 


NM 032235 


Homo sapiens hypothetical protein FLJ23 138 (FLJ23138), mRNA 


NM 032234 


Homo saniens hvnothetical nrotein FT T23059 fFT T9^0S91 mRNA 


NM 032233 


Homo saniens hvnothetical nrotein FTJT23027 fFT J2^0271 mRNA 


NM 032229 


Homo saniens hvnothetical nrotein FT T22774 fFT T997741 mRNA 


NM 032221 


Homo saniens hvnothetical nrotein FT T22^fiQ CFJ T99^fiQ1 mRNA 


NM 032213 


Homo sapiens hypothetical protein FU21977 (FLJ21977), mRNA 


NM_032212 


Homo sapiens similar to DNA-directed RNA polymerase I (135 kDa) (Rpol-2), 
mRNA 


NM 032207 


Homo sapiens hypothetical protein FLJ21742 (FLJ21742), mRNA 


NM 032205 


Homo sapiens hypothetical protein FLJ21615 (FLJ21615), mRNA 


NM 032196 


Homo sapiens hypothetical protein KIAA1259 (KIAA1259), mRNA 


NM 032192 


Homo sapiens hypothetical protein FLJ20940 (FLJ20940), mRNA 
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NM 032191 


Homo sapiens hypothetical protein FLJ14326 (FLJ14326\ mRNA 


NM 032187 


Homo sapiens hypothetical protein FLJ14026 (FLJ14026), mRNA 


NM 032186 


Homo sapiens hypothetical protein FLJ13964 (FLJ13964), mRNA 


NM 032181 


Homo sapiens hypothetical protein FLJ13391 (FLJ13391), mRNA 


NM 032179 


Homo sapiens hypothetical protein FLJ20542 (FLJ20542), mRNA 


NM 032178 


Homo sapiens hypothetical protein FLJ13291 (FU13291), mRNA 


NM 032175 


Homo sapiens hypothetical protein FU12787 (FU12787), mRNA 


NM 032174 


Homo sapiens hypothetical protein FIJ12770 (FLJ12770), mRNA 


NM 032169 


Homo sapiens hypothetical protein FLJ12592 (FLJ12592), mRNA 


NM 032164 


Homo sapiens hypothetical protein FLJ12298 0FLJ12298), mRNA 


NM 032162 


Homo sapiens hypothetical protein FLJ1 1952 (FIJI 1952), mRNA 


NM 032155 


Homo sapiens hypothetical protein DKFZp547I094 (DKFZp547I094), mRNA 


NM 032152 


Homo sapiens PRAM-1 protein (PRAM-1), mRNA 


NM 032149 


Homo sapiens hypothetical protein DKFZp434G072 (DKFZP434G072), mRNA 


NM_032147 


Homo sapiens hypothetical protein DKFZp434D0127 (DKFZP434D0127), 
mRNA 


NMJ)32146 


Homo sapiens hypothetical protein DKFZp434L1123 similar to mouse Arl6 
(DKFZP434L1 123), mRNA 


NMJ)32143 


Homo sapiens hypothetical protein DKFZo434B1727 <DKFZP434B1727 > * 
mRNA 


NM 032142 


Homo sapiens hypothetical protein FU10352 (FIJI 0352), mRNA 


NMJ)32141 


Homo sapiens hypothetical protein DKFZp434K1421 (DKFZP434K1421), 
mRNA 


NMJ)32140 


Homo sapiens hypothetical protein DKFZp434A1319 (DKFZP434A1319), 
mRNA 


NMJ)32135 


Homo sapiens hypothetical protein DKFZp434F1017 (DKFZP434F1017), 
mRNA 


NMJ)32134 


Homo sapiens hypothetical protein DKFZp434P03 1 6 (DKFZP434P0316), 
mRNA 


NMJ)32131 


Homo sapiens hypothetical protein DKFZp434P0714 (DKFZP434P0714), 
mRNA 


NM 032130 


Homo sapiens hypothetical protein DKFZp434J01 13 (DKFZP434J01 13), mRNA 


NM_032129 


Homo sapiens hypothetical protein DKFZp434H2010 (DKFZP434H2010), 
mRNA 


NM 032128 


Homo sapiens hypothetical protein DKFZp566Ml 14 (DKFZP566M1 14), mRNA 


NMJ)32127 


Homo sapiens hypothetical protein DKFZp566M1046 (DKFZP566M1046), 
mRNA 


NM 032126 


Homo sapiens hypothetical protein DKFZo564J047 (DKFZP564J047 , l mRNA 


NM_032124 


Homo sapiens hypothetical protein DKFZo564D1378 flDKF7P564Dl'}78 > l 
mRNA 


NMJB2121 


Homo sapiens hypothetical protein DKFZp564K142 similar to implantation- 
associated protein (DKFZp564K142), mRNA 


NMJJ32118 


Homo sapiens hypothetical protein FU12953 similar to Mus musculus D3Mm3e 
(FLJ12953),mRNA 


NM 032117 


Homo sapiens GAJ protein (GAJ), mRNA 


NM_032116 


Homo sapiens hypothetical protein MGC2599 similar to katanin p60 subunit A 1 
2599 (MGC2599), mRNA 


NM 032112 


Homo sapiens mitochondrial ribosomal protein L43 (MRPL43), mRNA 


NM 020898 


Homo sapiens KIAA1536 protein (KIAA1536), mRNA 


NM 020726 


Homo sapiens neurolysin (metallopeptidase M3 family) (NLN), mRNA 


NM 020707 


Homo sapiens KIAA1 173 protein (KIAA1 173), mRNA 


NM_018670 


Homo sapiens hypothetical protein (IR1 899308), mRNA 
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NM 018385 


Homo sapiens hypothetical protein FIJI 1301 (FIJI 1301), mRNA 


NM 018064 


Homo sapiens hypothetical protein FIJ10342 (FLJ10342), mRNA 


NMJH7607 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12C 
(PPPlR12C),mRNA 


NM 015645 


Homo sapiens DKFZP586B0621 protein (CTRP5), mRNA 


NM 015528 


Homo sapiens DKFZP566H073 protein (DKFZP566H073), mRNA 


NM 015512 


Homo sapiens DKFZP434A236 protein (DKFZP434A236), mRNA 


NM 015426 


Homo sapiens DKFZP434C245 protein (DKFZP434C245), mRNA 


NM 015292 


Homo sapiens KIAA0747 protein (KIAA0747), mRNA 


NM 015236 


Homo sapiens KIAA0768 protein (LEC3), mRNA 


NM 015196 


Homo sapiens KIAA0922 protein (KIAA0922), mRNA 


NM 015112 


Homo sapiens KIAA0807 protein (MAST205), mRNA 


NM 015070 


Homo sapiens KIAA0853 protein (KIAA0853), mRNA 


NM 032308 


Homo sapiens hypothetical protein MGC4189 (MGC4189), mRNA 


NM 004801 


Homo sapiens neurexin 1 fNRXNl i mRNA 


NMJ)01221 


Homo sapiens calcium/calmodulin-denenderit nrntpm Irinacp fPnA/f Irmac/^ tt 
delta (CAMK2D), mRNA 


NM 015208 


Homo sapiens KIAA0874 protein nCIAA0874^ mRNA 


NM 032043 


Homo sapiens BRCA1 -interacting nrotein 1 n^T?TP1^ mPMA 


NM_032040 


Homo sapiens hypothetical nrotein DICF7n^fi4]< ; 0^?9 (TilCV7V^f\dY(\'XOO\ 
mRNA 


NM 032037 


Homo sapiens serine/threonine protein kinase SSTK (SSTK), mRNA 


NM 032033 


Homo sapiens FKSG43 (FKSG43), mRNA 


NM 032032 


Homo sapiens FKSG42 (FKSG42), mRNA 


NM 032031 


Homo sapiens FKSG17 (FKSG17), mRNA ] 


NM 032029 


Homo sapiens FKSG87 protein (FKSG87), mRNA 


NM_032026 


Homo sapiens CDA1 1 protein (CDA1 1), mRNA 


NM 032024 


Homo sapiens CDA017 protein fCDA017i mRNA 


NM 032023 


Homo sapiens AD037 protein (AD037), mRNA 


NM 032022 


Homo sapiens AD036 protein (AD036), mRNA 


NM 031956 


Homo sapiens NYD-SP14 protein (NYD-SP14), mRNA 


NM 031954 


Homo sapiens MS1T028 protein (MSTP028), mRNA 


NM 031953 


Homo sapiens MSTP043 protein (MSTP043), mRNA 


NM 031936 


Homo sapiens G protein-coupled receDtor 61 fGPRfill ml? "MA 


NMJ)31934 


Homo sapiens RAB34. member RAS oncogene familv fiR ATH/Tl nYRTsJA 


NMJ)31933 


Homo sapiens wineless-tvpe MMTV inteffratinn <jitp familv mpmh^r ra 
(WNT8A), transcript variant 1, mRNA 


NM_031932 


Homo sapiens testis transcript Y 14 (TTY14), mRNA 


NM 031931 


Homo sapiens testis transcrint Y n rn Yl ^ nVRN A 


NM_031930 


Homo sapiens testis transcrint Y 1 2 (TTY1 9 1 m"RNA 


NM 031929 


Homo sapiens testis transcript Y 1 1 (TTY1 1), mRNA 


NM 031927 


Homo sapiens testis transcrint Y 9 fTTYQi rrTRNA 


NM 031926 


Homo sapiens testis transcript Y 7 (TTY7), mRNA 


NMJ)31925 


HotTIO SflniCTIS traTl^mftmHTanp r>rAfpm i"nr?iiOArl K\/ h lmnr n^r»-Tv\ci c for>+Ar al-tVUs* 

(TMPIT), mRNA 


NM 031924 


Homo sapiens radial spoke protein 3 (RSP3 ), mRNA 


NM„031917 


Homo sapiens angiopoietin-related protein 5 (ARP5), mRNA 


NM 031948 


Homo sapiens marapsin (MPN), mRNA 


NM__031908 


Homo sapiens complement-clq tumor necrosis factor-related protein 2 (CTRP2), 
mRNA 


NM_031905 


Homo sapiens hypothetical protein MGC3195 (MGC3195), mRNA 


NM 031889 


Homo sapiens enamelin (ENAM), mRNA 



280 



WO 03/074654 



PCT/US03/05028 



XT* K t\*\*\ A A >~! 

NM 022447 


Homo sapiens topoisomerase-related function protein 4-2 (TRF4-2), mRNA 


\n r r\r\ ■% Ant* 

NM 031485 


Homo sapiens ghitamate rich WD repeat protein GRWD (GRWD), mRNA 


NM 031484 


Homo sapiens hypothetical protein MGC4415^MGC44 15), mRNA 


NM 031479 


Homo sapiens hypothetical protein MGC4638 (MGC4638), mRNA 


NM_031474 


Homo sapiens hypothetical protein DKFZp761G1913 (DKFZP761G1913), 
mRNA 


NM 031466 


Homo sapiens KIAA1882 protein (MGC4737), mRNA 


NM 031465 


Homo sapiens hypothetical protein MGC13204 (MGC13204), mRNA 


NM_031464 


Homo sapiens hypothetical protein MGC1 1287 similar to ribosomal protein S6 
kinase , (MGC1 1287), mRNA 


NM 031459 


Homo sapiens sestrin 2 (SES2), mRNA 


"XT* f AO "1 ACC 

NM 031455 


Homo sapiens hypothetical protein DKFZp761F241 (DKFZP761F241), mRNA 


xnv k ao i a a 

NM 031453 


Homo sapiens hypothetical protein MGC1 1034 (MGC1 1034), mRNA 


XT* K AH ACr\ 

NM 031452 


Homo sapiens hypothetical protein MGC2560 (MGC2560), mRNA 


XTX if AO 1 vl A A 

NM 031449 


Homo sapiens KIAA1886 protein (DKFZP761I2123), mRNA 


NM 031447 


Homo sapiens hypothetical protein MGC13033 (MGC13033), mRNA 


NM 031446 


Homo sapiens hypothetical protein PNAS-131 (PNAS-131), mRNA 


NM 031437 


Homo sapiens hypothetical protein MGC10823 (MGC10823), mRNA 


NM 031436 


Homo sapiens hypothetical protein MGC10612 (MGC10612), mRNA 


NM 031435 


Homo sapiens hypothetical protein DKFZp564I0422 (DKFZP5 6410422), mRNA 


NM 031430 


Homo sapiens rab interacting lysosomal protein (RILP), mRNA 


NM 031425 


Homo sapiens hypothetical protein MGC10812 (MGC10812), mRNA 


NM 031423 


Homo sapiens hypothetical protein NUF2R (NUF2R), mRNA 


NM_031421 


Homo sapiens hypothetical protein DKFZp434H01 15 (DBCFZP434H01 15), 
mRNA 


NMJ)31412 


Homo sapiens GABA(A) receptor-associated protein like 1 (GAJBARAPL1), 
mRNA 


NM 004637 


Homo sapiens RAB7, member RAS oncogene family (RAB7), mRNA 


NM_031283 


Homo sapiens HMG-box transcription factor TCF-3 (TCF-3), mRNA 


NM 031307 


Homo sapiens hypothetical protein FKSG32 (FKSG32), mRNA 


NMJO1305 


Homo sapiens hypothetical protein DKFZp564Bl 162 (DKFZP564B1 162), 
mRNA 


NM_031301 


Homo sapiens hypothetical protein DKFZp564D0372 (DKFZP564D0372), 
mRNA 


NM 031298 


Homo sapiens hypothetical protein MGC2963 (MGC2963), mRNA 


NM 031293 


Homo sapiens hypothetical protein DKFZp434G131 (DKFZP434G131), mRNA 


NMJ)31292 


Homo sapiens hypothetical protein DKFZp434G1415 (DKFZP434G1415), 
mRNA 


NM 031288 


Homo sapiens PAP-1 binding protein fPAPA-1), mRNA 


NM 031284 


Homo sapiens hypothetical protein DKFZp434B195 (DKFZP434B195), mRNA 


NM 030972 


Homo sapiens hypothetical protein MGC5384 (MGC5384), mRNA 


NM_030901 


Homo sapiens olfactory receptor, family 7, subfamily A, member 17 (OR7A17), 
mRNA 


NM 017990 


Homo sapiens hypothetical protein FLJ10079 (FLJ10079), mRNA 


NM 031219 


Homo sapiens hypothetical protein MGC12904 (MGC12904), mRNA 


VTA JT AO 111 0 


Homo sapiens hypothetical protein FU12488 (FLJ12488), mRNA 


NM 031214 


Homo sapiens hypothetical protein AF31 1304 (AF31 1304), mRNA 


NM 031210 


Homo sapiens hypothetical protein DC50 (DC50), mRNA 


NM 031207 


Homo sapiens hypothetical protein HT036 (HT036). mRNA 


NM 007013 


Homo sapiens WW domain-containing protein 1 (WWP1), mRNA 


NM 030897 


Homo sapiens hypothetical protein FLJ21617 (FLJ21617), mRNA 


NM 030978 


Homo sapiens hypothetical protein similar to actin related protein 2/3 complex, 
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subunit 5 (MGC3038), mRNA 


NM_030971 


Homo sapiens similar to rat tricarboxylate carrier-like protein (BA108L7 2) 
mRNA V * h 


NM_030965 


Homo sapiens similar to sialyltransferase 7 ((alpha-N-acetylneuraminyl 2,3- 
betagalactosyl-l,3)-N-acetyl galactosaminide alpha-2,6-sialyltransferaseVE 
(MGC3184),mRNA 


NM 030960 


Homo sapiens sperm acrosome associated 1 (SPACA1), mRNA 


NM_030958 


Homo sapiens organic anion transporter polypeptide-related protein 4 
(OATPRP4), mRNA 


NM 030952 


Homo sapiens hypothetical protem DKFZp434J037 (DKFZP434J037) mRNA 


NMJ)30940 


Homo sapiens hypothetical protem MGC4276 similar to CG8198 (MGC4216\ 
mRNA 


NM 030937 


Homo sapiens hypothetical protein hCLA-iso (HCLA-ISO) mRNA 


NM 030929 


Homo sapiens hypothetical protein FKSG28 (FKSG28), mRNA 


NM 030921 


Homo sapiens hypothetical protein DC42 (DC42), mRNA 


NM_030917 


Homo sapiens hypothetical protein DKFZp586K0717 (DKFZP586K0717) 
mRNA ; ' 


NM 030915 


Homo sapiens hypothetical protein DKFZp566J091 (DKFZP566J091) mRNA 


NM 030914 


Homo sapiens hypothetical protein MGC2668 (MGC2668), mRNA 


NM 030907 


Homo sapiens hypothetical protem MGC10731 (MGC10731) mRNA 


NM 030895 


Homo sapiens hypothetical protein FLJ14129 (FU14129) mRNA 


NM 030891 


Homo sapiens leucine-rich repeat-containine 3 (LRRC3Y mRNA 


NM 030755 


Homo sapiens thioredoxm domain-containing (TXNDC), mRNA 


NM 030819 


Homo sapiens hypothetical protem MGC1 1335 (MGC1 1335), mRNA 


NM 030814 


Homo sapiens hypothetical protein GL012 (GL012), mRNA 


NM 030810 


Homo sapiens hypothetical protein MGC3 1 78 (MGC3 1 78) mRNA 


NMJ)30804 


Homo sapiens hypothetical protem DKFZp434E2135 (DKFZP434E2135) 
mRNA 


NM 030794 


Homo sapiens hypothetical protein FLJ21007 (FIJ21007), mRNA 


NM 030759 


Homo sapiens nuclear receptor binding factor-2 (NRBF-2), mRNA 


NM 030795 


Homo sapiens stathmm-like 4 (STMN4), mRNA 


NM 020909 


Homo sapiens KIAA1548 protein (KIAA1548), mRNA 


NM 018023 


Homo sapiens hypothetical protein FLJ10201 (FIJI 0201) mRNA 


NM__023009 


Homo sapiens macrophage myristoylated alanine-rich C kinase substrate 
(MACMARCKS), mRNA 


NM 025230 


Homo sapiens hypthetical protein PR02389 (PR02389), mRNA 


NM 025222 


Homo sapiens hypothetical protein PRO2730 (PRO2730), mRNA 


NM 025170 


Homo sapiens hypothetical protein FLJ12987 (FLJ12987), mRNA 


NM 024681 


Homo sapiens hypothetical protein FLJ12242 (FLJ12242), mRNA 


NMJ>24928 


Homo sapiens hypothetical protein FLJ22559 (FLJ22559), mRNA 


NMJH7578 


Homo sapiens AKAP-binding sperm protein ropporin (DKFZp434B1222) 
mRNA 


NM 030642 


Homo sapiens apohpoprotein L, 5 (APOL5), mRNA 


NM 024513 


Homo sapiens FYVE and coiled-coil domain containing 1 (FYCOl) mRNA 


NM 030621 


Homo sapiens hehcase-moi (KIAA0928), mRNA 


NM 030641 


Homo sapiens apohpoprotein L, 6 (APOL6), mRNA 


INIVI UZDlyU 


Homo sapiens KIAA1641 protein (KIAA1641), mRNA 


NM_025040 


Homo sapiens hypothetical protein FLJ21941 (FU21941), mRNA 


NM 030613 


Homo sapiens hypothetical protein FU21628 (FLF21628), mRNA 


NM 024820 


Homo sapiens KIAA1608 protem (KIAA1608), mRNA 


NM 018015 


Homo sapiens hypothetical protein FU10178 (FIJI 0178), mRNA 


NM 024762 


Homo sapiens hypothetical protein FLJ21603 (FU21603), mRNA 
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NM 024329 


Homo sapiens hypothetical protein MGC4342 (MGC4342), mRNA 


NM 024087 


Homo sapiens DKFZP564L0862 protein (DKFZP564L0862), mRNA 


NMJ)30594 


Homo sapiens cytoplasmic polyadenylation element binding protein (CPEB1) 
mRNA 


NM 025084 


Homo sapiens hypothetical protein FLJ22795 (FLJ22795), mRNA 


NM 025090 


Homo sapiens KIAA1453 protein (KIAA1453), mRNA 


NM 024939 


Homo sapiens hypothetical protein FU21918 (FU21918), mRNA 


NM 024903 


Homo sapiens hypothetical protein FLJ14297 (FLJ14297), mRNA 


NM 024793 


Homo sapiens KIAA0643 protein (KIAA0643), mRNA 


NM 024718 


Homo sapiens hypothetical protein FLJ10101 (FLJ10101), mRNA 


NM 015652 


Homo sapiens DKFZP564P1916 protein (DKFZP564P1916), mRNA 


NM 025189 


Homo sapiens hypothetical protein FLJ13659 (FLJ13659), mRNA 


NM 025021 


Homo sapiens KIAA0616 protein (KIAA0616), mRNA 


NM 025010 


Homo sapiens KIAA0795 protein (KIAA0795), mRNA 


NM 024894 


Homo sapiens hypothetical protein FLJ14075 (FLJ14075), mRNA 


NM 024840 


Homo sapiens hypothetical protein FLJ13590 (FIJI 3590), mRNA 


NM 022782 


Homo sapiens M-phase phosphoprotein 9 (MPHOSPH9), mRNA 


NM 017558 


Homo sapiens hypothetical protein DKFZp434L0850 (DKFZp434L0850) 
mRNA 


NM 030580 


Homo sapiens hypothetical protein MGC10520 (MGC10520), mRNA 


NM 025195 


Homo sapiens phosphoprotein regulated by mitogenic pathways (C8FW), mRNA 


NM 030581 


Homo sapiens hypothetical protein FLJ12270 (FLJ12270), mRNA 


NM 030577 


Homo sapiens hypothetical protein MGC 10993 (MGC10993), mRNA 


NM 030576 


Homo sapiens hypothetical protein MGC 10986 (MGC10986), mRNA 


NM 030575 


Homo sapiens hypothetical protein MGC1 0334 (MGC1 0334), mRNA 


NMJ)30572 


Homo sapiens hypothetical protein MGC 10946 (MGC10946), mRNA 


NMJ)30571 


Homo sapiens hypothetical protein MGC 10924 similar to Nedd4 WW-binding 
protein 5 (MGC10924), mRNA 


NM 030569 


Homo sapiens hypothetical protein MGC10848 (MGC10848), mRNA 


NM 030568 


Homo sapiens hypothetical protein MGC10818 (MGC10818), mRNA 


NM 030567 


Homo sapiens hypothetical protein MGC10772 (MGC10772), mRNA 


NM_025164 


Homo sapiens KIAA0999 protein (KIAA0999), mRNA 


NM 025132 


Homo sapiens KIAA1638 protein (KIAA1638), mRNA 


NM 024668 


Homo sapiens hypothetical protein FLJ20288 (FLJ20288), mRNA 


NM 024547 


Homo sapiens KIAA0467 protein (KIAA0467), mRNA 


NM 018418 


Homo sapiens hypothetical protein (HSD-3.1), mRNA 


NM_025182 


Homo sapiens hypothetical protein FLJ1 1560 (FLJ1 1560), mRNA 


NMJ)25168 


Homo sapiens LAP (leucine-rich repeats and PDZ) and no PDZ protein (LANO), 
mRNA 


NM 025081 


Homo sapiens KIAA1305 protein (KIAA1305), mRNA 


NM 024750 


Homo sapiens leucine-rich repeat-containing 2 (LRRC2), mRNA 


NM 025266 


Homo sapiens hypothetical protein MGC2780 (MGC2780), mRNA 


NM 025265 


Homo sapiens hypothetical protein MGC2776 (MGC2776), mRNA 


NM 025264 


Homo sapiens hypothetical protein MGC2454 (MGC2454), mRNA 


NM 025247 


Homo sapiens hypothetical protein MGC5601 (MGC5601), mRNA 


NM 025246 


Homo sapiens hypothetical protein MGC3295 (MGC3295), mRNA 


NM 025234 


Homo sapiens recombination protein REC14 (REC14), mRNA 


NM_025221 


Homo sapiens calsenilin-like protein (CALP), mRNA 


NM 025207 


Homo sapiens hypothetical protein PP591 (PP591), mRNA 


NM 025204 


Homo sapiens hypothetical protein PP2447 (PP2447), mRNA 


NM_025203 


Homo sapiens hypothetical protein FLJ21945 (FLJ21945), mRNA 


NM 025199 


Homo sapiens hypothetical protein FLJ20886 (FLJ20886), mRNA 
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NMJ)25197 


Homo sapiens hypothetical protein FLJ13660 similar to CDK5 activator-binding 
protein C53 (HJ1 3660), mRNA 


NM 025187 


Homo sapiens hypothetical protein FLJ12076 (FLT12076), mRNA 


NM 025184 


Homo sapiens hypothetical protein FLJ22843 (FLJ22843) mRNA 


NM 025181 


Homo sapiens hypothetical protein FLJ22004 (FU22004), mRNA 1 


NM 025163 


Homo sapiens hypothetical protein FIJI 2768 (FLJ1 2768), mRNA ^ 


NM 025159 


Homo sapiens hypothetical protein FLJ1 1577 (FU1 1577) mRNA 


NM 025157 


Homo sapiens hypothetical protein FLJ23042 (FLJ23042), mRNA 


NM 025155 


Homo sapiens hypothetical protein FLJ1 1 848 (FLJ1 1 848) mRNA 


NM 025152 


Homo sapiens hypothetical protein FLJ12660 (FLJ12660) mRNA 


NM 025150 


Homo sapiens hypothetical protein FLJ12528 (FLJ12528) mRNA 


NM 025147 


Homo sapiens hypothetical protein FLJ13448 (FLJ13448) mRNA 


NM 025146 


Homo sapiens hypothetical protein FIJI 3 1 94 (FIJI 3 1 94) mRNA 


NM 025145 


Homo sapiens hypothetical protein FLJ22944 (FU22944) mRNA 


NM 025143 


Homo sapiens hypothetical protein FLJ20856 (FLJ20856), mRNA 


NM 025140 


Homo sapiens hypothetical protein FLJ22471 (FLJ22471), mRNA 


NM 025139 


Homo sapiens hypothetical protein FLJ12584 (FLJ12584) mRNA 


NM 025134 


Homo sapiens hypothetical protein FLJ12178 (FLJ12178) mRNA 


NM 025133 


Homo sapiens hypothetical protein FU12673 (FLJ12673) mRNA 


NM 025130 


Homo sapiens hypothetical protein FLJ22761 fFLJ2276n mRNA 


NM 025129 


Homo sapiens hypothetical protein FLJ22688 rFTJ226RJft mRNA " 


NM 025118 


Homo sapiens hypothetical protein FLJ133 10 (¥1 Jl W 1 fH ml? "MA 


NM 025115 


Homo sapiens hypothetical protein FLJ23263 (TU23263^ mRNA 


NM 025113 


Homo sapiens hypothetical protein FU21562 (TU21562) mRNA 


NM 025112 


Homo sapiens hypothetical protein MGC1 1349 (MGC1 1349^ mRNA 


NM 025108 


Homo sapiens hypothetical protein FIJI 3909 (FIJI 3909), mRNA 


NM 025107 


Homo sapiens hypothetical protein FU21269 (FLJ21269) mRNA 


NM 025105 


Homo sapiens hypothetical protein FLJ 12409 (FU 12409) mRNA 


NM 025104 


Homo sapiens hypothetical protein FLJ13087 TFT Jl 30R7Y mRNA 


NM_025103 


Homo sapiens capillary morphogenesis protein 1 (CMG1), mRNA 


NM 025100 


Homo sapiens hypothetical protein FLJ12294 (FU12294) mRNA 


NM 025093 


Homo sapiens hypothetical protein FLJ1 1827 (FIJI 1827) mRNA 


NM 025092 


Homo sapiens hypothetical protein FLJ22635 (FLJ22635), mRNA 


NM 025088 


Homo sapiens hypothetical protein FLJ13241 (FLJ13241) mRNA 


NM 025087 


Homo sapiens hypothetical protein FU2 1511 fFIJ2 151 1Y mRNA 


NM 025082 


Homo sapiens hypothetical protein FU131 11 (FU13 111), mRNA ~~ 


NM 025075 


Homo sapiens hypothetical protein FLJ23445 (FLJ23445) mRNA 


NM 025074 


Homo sapiens hypothetical protein FLJ22031 (FLJ22031), mRNA 


NM 025073 


Homo sapiens hypothetical protein FLJ21 168 (FLJ21 168) mRNA 


NM_025071 


Homo sapiens hypothetical protein FLJ12190 (FLJ12190), mRNA 


NM 025069 


Homo sapiens hypothetical protein FLJ14299 (FU14299), mRNA 


NM 025067 


Homo sapiens hypothetical protein FLJ14106 fFLJMlOtfY mRNA 


NM 025064 


Homo sapiens hypothetical protein FLJ23604 fFLJ23604^ mRNA ^ 


NM 025063 


Homo sapiens hypothetical protein FLJ23550 (FLJ23550) mRNA 


NM_025059 


Homo sapiens hypothetical protein FLJ23305 (FLJ23305), mRNA 


NM 025057 


Homo sapiens hypothetical protein FLJ23189 (FLJ23189), mRNA 


NM 025056 


Homo sapiens hypothetical protein FLJ23185 (FU23185), mRNA 


NM_ 025052 


Homo sapiens hypothetical protein FLJ23074 (FU23074), mRNA 


NM 025049 


Homo sapiens hypothetical protein FLJ22692 (FLJ22692), mRNA 


NM 025048 


Homo sapiens hypothetical protein FLJ22684 (FLJ22684), mRNA 


NM 025047 


Homo sapiens hypothetical protein FLJ22595 (FU22595), mRNA 
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NM 025045 


Homo sapiens hypothetical protein FLJ22582 (FLJ22582), mRNA 


NM 025031 


Homo sapiens hypothetical protein FLJ21075 (FLJ21075), mRNA 


NM 025030 


Homo sapiens hypothetical protein FLJ20972 (FLJ20972), mRNA 


NM 025026 


Homo sapiens hypothetical protein FLJ14107 (FIJ14107), mRNA 


NM 025025 


Homo sapiens hypothetical protein FLJ14100 (FLJ14100), mRNA 


NM 025024 


Homo sapiens hypothetical protein FLJ14082 (FLJ14082), mRNA 


NM 025023 


Homo sapiens hypothetical protein FLJ14069 (FLJ14069), mRNA 


NM 025019 


Homo sapiens likely ortholos of mouse tubulin aloha 4 (FIJI 39401 mRNA 


NM 025012 


Homo sapiens hypothetical protein FLJ13769 (FIJI 3769), mRNA 


NM 025009 


Homo sapiens hypothetical protein FLJ13621 (FU13621), mRNA 


NM 025008 


Homo sapiens hypothetical protein FLJ13544 (FLJ13544), mRNA 


NM 025006 


Homo sapiens hypothetical protein FLJ13373 (FLJ13373), mRNA 


NM 025004 


Homo sapiens hypothetical protein FU13215 (FLJ13215), mRNA 


NM 025003 


Homo sapiens hypothetical protein FIJI 31 66 (FIJI 3 166), mRNA 


NM 025002 


Homo sapiens hypothetical protein FIJI 3 162 (FIJI 3 162), mRNA 


NM 025001 


Homo sapiens hypothetical protein FLJ13105 (FIJ13105), mRNA 


NM 025000 


Homo sapiens hypothetical protein FLJ13096 (FU13096) mRNA 


NM 024997 


Homo sapiens hypothetical protein FU12668 (FLJ12668 1 mRNA 


NM 024993 


Homo sapiens hypothetical protein FLJ12568 (FLJ12568), mRNA 


NM 024992 


Homo sapiens hypothetical protein FIJI 2547 (FU12547), mRNA 


NM 024989 


Homo sapiens hypothetical orotein FIJI 23 77 CFU 123771 mRNA 


NM 024988 


Homo saoiens hvoothetical nrotein FIJI 23 5 S fFT T1 71 SSI mRNA 


NM 024986 


Homo sapiens hvoothetical Drotein FIJI 23 3 1 (FT Tl 73111 mRNA 


NM_024980 


Homo sapiens hypothetical protein FLJ12132 (FU12132), mRNA 


NM 024979 


Homo sapiens hvoothetical orotein FIJI 2 122 (FT Tl 71 971 mRNA 


NM 024978 


Homo sapiens hvoothetical orotein FIJI 2121 (FT T121211 mRNA 


NM 024971 


Homo sapiens hypothetical protein FLJ1 1726 (FLU 1726), mRNA 


NM 024970 


Homo sapiens hypothetical protein FIJI 1722 (FLJ1 1722), mRNA 


NM_024969 


Homo sapiens hypothetical protein FIJI 1703 (FU1 1703), mRNA i 


NM 024966 


Homo sapiens hypothetical protein FIJI 1598 (FIJI 1598), mRNA 


NM 024961 


Homo sapiens hypothetical protein FUl 1370 (FU1 1370), mRNA 


NM 024959 


Homo sapiens hypothetical orotein FLT22233 fFLJ222331 mRNA 


NM 024957 


Homo sapiens hvoothetical orotein FLJ22686 (FT T796861 mRNA 


NM 024955 


Homo sapiens hvoothetical protein FLJ23322 CP1 T233921 mRNA 


NM_024954 


Homo sapiens hypothetical protein FLJ1 1807 (FIJI 1807), mRNA 


NM 024952 


Homo sapiens hypothetical protein FLJ20950 (FLJ20950), mRNA 


NM_024950 


Homo sapiens hypothetical protein FLJ12891 (FU12891), mRNA 


NM 024949 


Homo sapiens hypothetical protein FIJ22029 (FLJ22029), mRNA 


NM 024948 


Homo sapiens hypothetical protein FU13397 (FLJ13397), mRNA 


NM 024946 


Homo sapiens hypothetical protein FLJ21799 (FLJ21799), mRNA 


NM 024945 


Homo sapiens hypothetical orotein FLJ12888 (FLU 28881 mRNA 


NM 024943 


Homo saoiens hvoothetical orotein FLJ23235 fFT T932351 mRNA 


NM_024940 


Homo saoiens hvoothetical nrotein FT T21034 fFT T7 10341 mRNA 


NM_ 024937 


Homo saoiens hvoothetical nrotein FT J1 7Q70 fPT T1 909Q i mRNA 


NM 024936 


Homo sapiens hypothetical protein FIJ23024 (FLJ23024), mRNA 


mi 024929 


Homo sapiens hypothetical protein FLJ23 1 12 (FLJ23 1 12), mRNA 


NM 024927 


Homo sapiens hypothetical protein FU21019 (FLJ21019), mRNA 


NM 024926 


Homo sapiens hypothetical protein FLJ12571 (FLJ12571), mRNA 


NM 024923 


Homo sapiens hypothetical protein FLJ22389 (FLJ22389), mRNA 


NM 024922 


Homo sapiens hypothetical protein FLJ21736 (FLJ21736), mRNA 


NM 024921 


Homo sapiens hypothetical protein FU22792 (FLJ22792), mRNA 
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NM 024916 



Homo sapiens hypothetical protein FLJ22814 (FLJ22814), mRNA 



NM 024915 



NM 024913 



Homo sapiens hypothetical protein FU13782 (FLJ13782),' mRNA 



Homo sapiens hypothetical protein FLJ21986 CFLJ21 986)| mRNA 



NM 024912 



NM 024910 



Homo sapiens hypothetical protein FLJ14327 (FU14327), mRNA 



NM 024902 



Homo sapiens hypothetical protein FLJ12700 (FLJ12700), mRNA 



Homo sapiens hypothetical protein FLJ13236 (FLJ13236), mRNA 



NM 024901 



Homo sapiens hypothetical protein FLJ224S7 (FLJ22457), mRNA 



Homo sapiens hypothetical protein FLJ12542 (FU12542)! mRNA 



NM 024899 



NM 024895 



NM 024892 



Homo sapiens hypothetical protein FLJ23209 (FLJ23209), mRNA 



NM 024891 



« * * I w " *■ ****** \*. J-t^ L*\J J J 9 lliX\J.yi~i. 

Homo sapiens hypothetical protein FIJI 1700 (FLJ11700), mRNA 



NM 024888 



Homo sapiens hypothetical protein FIJI 1783 (FLJ1 1783),' mRNA 



NM 024887 



Homo sapiens hypothetical protein FIJI 1535 (FIJI 1535), mRNA 



NM 024884 



NM 024883 



* I — ~* m - ~ * **~s~>*s a. lu^j+fjy liu\l\£\ 

Homo sapiens hypothetical protein FLJ13102 (FLJ13102), mRNA 
Homo sapiens hypothetical protein FLJ12618 (FLJ12618)! mRNA 



NM 024881 



Homo sapiens hypothetical protein FLJ22202 (FU22202), mRNA 



NM 024876 



* J t i — ~s->.L~yj** \± J-v^^y^ ^ ? lliXVJ,N/A 

Homo sapiens hypothetical protein FLJ14251 (FLJ14251), mRNA 



NM 024875 



r * ^ ~* * * yj. AT^^/ 1 ^ llUViN/\ 

Homo sapiens hypothetical protein FLJ12229 (FLJ12229), mRNA 



NM 024872 



' •* * I -~~ ^ y^. i, t+AtJt^s 11LLV1>^V 

Homo sapiens hypothetical protein FLJ12921 (FLJ12921), mRNA 



NM 024871 



Homo sapiens hypothetical protein FLJ2257Q (FLJ22570), mRNA 



NM 024869 



Homo sapiens hypothetical protein FLJ12748 (FLJ12748)! mRNA 



NM 024868 



Homo sapiens hypothetical protein FLJ14050 (FU1405Q)' mRNA 



NM 024866 



* j i r — ■«■ a i v \x x-rv/^ y y ? nii.vj.'xrT 

Homo sapiens hypothetical protein FLT14124 (FLJ14124), mRNA 



NM 024865 



—m ..^ «^ * r- ^ ■ a^-f ^j. juj iti^t^ iAjJU.^/\ 

Homo sapiens hypothetical protein FU21 135 (FLJ21 135), mRNA 



NM 024863 



Homo sapiens hypothetical protein FLJ12581 (FU12581)! mRNA 



NM 024862 



Homo sapiens hypothetical protein FU21 174 (FLJ21174), mRNA 



NM 024860 



NM 024857 



NM 024855 



Homo sapiens hypothetical protein FU13962 (FU13962), mRNA 



Homo sapiens hypothetical protein FU21 148 (FLJ21148), mRNA 



Homo sapiens hypothetical protein FLJ12735 (FLJ12735X mRNA 



Homo sapiens hypothetical protein FU12785 (FLJ12785)' mRNA 



NM 024854 



NM 024852 



Homo sapiens hypothetical protein FU22028 (FLJ22028)! mRNA 
Homo sapiens hypothetical protein FLJ12765 (FLJ12765). mRNA 



NM 024850 



Homo sapiens hypothetical protein FLJ21458 (FLJ21458), mRNA 



NM 024849 



NM 024846 



Homo sapiens hypothetical protein FLJ14126 (FLJ14126), mRNA 



NM 024845 



Homo sapiens hypothetical protein FLJ1 1710 (FLJ1 1710), mRNA 



NM 024844 



Homo sapiens hypothetical protein FLJ14154 (FIJ14154), mRNA 



NM 024843 



Homo sapiens hypothetical protein FLJ12549 (FU12549), mRNA 



NM 024838 



Homo sapiens duodenal cytochrome b (FLJ23462), mRNA 

Homo sapiens hypothetical protein FLJ22002 (FLJ22002), mRNA 
Homo sapiens hypothetical protein FLJ13081 (FLJ13081), mRNA 



NM 024834 



NM 024833 



NM 024830 



i-xumu sapiens nypomeucai protem tUlimi (^LJ13Q81), mRNA 
Homo sapiens hypothetical protein FU23506 (FU23506), mRNA 
Homo sapiens hypothetical protein FLJ12443 (FLJ12443), mRNA 
Homo sapiens hypothetical protein FLI22662 (FLJ22662), mRNA 



NM 024829 



NM 024828 



NM 024827 



Homo sapiens hypothetical protein FLJ13657 (FLJ13657), mRNA 



NM 024826 



Homo sapiens hypothetical protein FLJ22237 (FLJ22237), mRNA 



NM 024825 



Homo sapiens hypothetical protein FLJ21 159 (FLJ21 159), mRNA 



Homo sapiens hypothetical protein FLJ23447 (FLJ23447), mRNA 



NM 024824 



Homo sapiens hypothetical protein FLJ1 1806 (FLJ1 1806), mRNA 



NM 024823 



NM_ 024821 
NM 024818 



Homo sapiens hypothetical protein FLJ21596 (FU21596), mRNA 



Homo sapiens hypothetical protein FLJ22349 (FU22349), mRNA 



NM 024817 



Homo sapiens 
Homo sapiens 



hypothetical protein FLJ23251 (FLJ23251), mRNA 



hypothetical protein FLJ13710 (FLJ13710), mRNA 
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NM 024814 


Homo sapiens hypothetical protein FLJ23109 (FU23109), mRNA 


NM 024802 


Homo sapiens hypothetical protein FU21369 (FLJ21369), mRNA 


NM 024801 


Homo sapiens hypothetical protein FLJ21551 (FLJ21551), mRNA 


NM 024800 


Homo sapiens hypothetical protein FLJ23495 (FLJ23495), mRNA 


NM 024798 


Homo sapiens hypothetical protein FLJ13952 (FU13952), mRNA 


NM 024794 


Homo sapiens hypothetical protein FLJ22408 (FLJ22408), mRNA 


NM 024792 


Homo sapiens hypothetical protein FLJ22282 (FU22282), mRNA 


NM 024791 


Homo sapiens hypothetical protein FLJ22756 (FLJ22756), mRNA 


NM 024790 


Homo sapiens hypothetical protein FU22490 (FLJ22490), mRNA 


NM 024788 


Homo sapiens hypothetical protein FLJ21062 (FLJ21062), mRNA 


NM 024787 


Homo sapiens hypothetical protein FIJI 2526 (FU12526), mRNA 


NM 024786 


Homo sapiens hypothetical protein FIJI 3 153 (FLJ13153), mRNA 


NM 024785 


Homo sapiens hypothetical protein FLJ22746 (FU22746), mRNA 


NM 024783 


Homo sapiens hypothetical protein FU23 5 98 (FLJ23598), mRNA 


NM 024782 


Homo sapiens hypothetical protein FLJ12610 (FLJ12610), mRNA 


NM 024781 


Homo sapiens hypothetical protein FLJ23594 (FLJ23594), mRNA 


NM 024779 


Homo sapiens hypothetical protein FLJ22055 (FLJ22055), mRNA 


NM 024778 


Homo sapiens hypothetical protein FLJ22612 (FU22612), mRNA 


NM 024776 


Homo sapiens hypothetical protein FLJ21 140 (FLJ21 140), mRNA 


NM 024774 


Homo sapiens hypothetical protein FLJ21924 (FU21924), mRNA 


NM 024770 


Homo sapiens hypothetical protein FLJ13984 (FU13984), mRNA 


NM 024768 


Homo sapiens hypothetical protein FLJ12057 (FLJ12057), mRNA 


NM 024766 


Homo sapiens hypothetical protein FLJ23451 (FLJ23451), mRNA 


NM 024765 


Homo sapiens hypothetical protein FU12401 (FLJ12401), mRNA 


NM 024764 


Homo sapiens hypothetical protein FLJ14298 (FLJ14298), mRNA 


NM 024761 


Homo sapiens hypothetical protein FIJ13204 (FLJ13204), mRNA 


NM 024759 


Homo sapiens hypothetical protein FLJ13955 (FLJ13955), mRNA 


NM 024757 


Homo sapiens hypothetical protein FU12879 (FLJ12879), mRNA 


NMJ)24756 


Homo sapiens hypothetical protein FLJ13465 (FLJ13465), mRNA 


NM 024755 


Homo sapiens hypothetical protein FIJI 32 13 (FLJ13213), mRNA 


NM_024753 


Homo sapiens hypothetical protein FUi 1457 (FLJ1 1457), mRNA i 


NM 024751 


Homo sapiens hypothetical protein FLJ13273 (FLJ13273), mRNA 


NM_024748 


Homo sapiens hypothetical protein FLJ1 1539 (FLJ1 1539), mRNA 


NM 024747 


Homo sapiens hypothetical protein FLF22501 (FLJ22501), mRNA 


NM 024745 


Homo sapiens hypothetical protein FLJ22009 (FLJ22009), mRNA 


NM 024743 


Homo sapiens hypothetical protein FU21934 (FLJ21934), mRNA 


NM 024738 


Homo sapiens hypothetical protein FLJ21415 (FLJ21415), mRNA 


NM_024736 


Homo sapiens hypothetical protein FLJ12150 (FLJ12150), mRNA 


NM 024735 


Homo sapiens hypothetical protein FLF22477 (FLJ22477), mRNA 


NM 024734 


Homo sapiens calponin like transmembrane domain protein (calmin) mRNA 


NM 024733 


Homo sapiens hypothetical protein FUI 4345 (FLJ14345), mRNA 


NM 024730 


Homo sapiens hypothetical protein FLJ22655 (FLJ22655), mRNA 


NM 024729 


Homo sapiens hypothetical protein FLJ13881 (FLJ13881), mRNA 


NM 024728 


Homo sapiens hypothetical protein FIJI 1808 (FLJ1 1808), mRNA 


NM 024725 


Homo sapiens hypothetical protein FLJ23518 (FLJ23518), mRNA 


NM 024724 


Homo sapiens hypothetical protein FU22332 (FLJ22332), mRNA 


NMJ)24721 


Homo sapiens likely ortholog of mouse zinc finger homeodomain 4 (FLJ20980), 
mRNA 


NM 024713 


Homo sapiens hypothetical protein FLJ22557 (FLJ22557), mRNA 


NM_024712 


Homo sapiens engulfment and cell motility 3 (ced-12 homolog, C. elegans) 
(ELM03), mRNA 


NM 024711 


Homo sapiens hypothetical protein FLJ22690 (FLJ22690), mRNA 
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NM 024710 


I Homo sapiens hypothetical protein FU23469 (FLJ23469) mRNA 


NM 024708 


I Homo sapiens hypothetical protein FU2255 1 (FLJ2255 1), mRNA 


NM 024707 


Homo sapiens hypothetical protein FLJ13956 (FLJ13956), mRNA 


NM 024706 


Homo sapiens hypothetical protein FLJ13479 (FLJ13479), mRNA 


NM 024704 


Homo sapiens hypothetical protein FU23045 (FLJ23045), mRNA 


NM 024702 


I Homo sapiens hypothetical protein FU13841 (FU13841), mRNA 


NM 024699 


Homo sapiens hypothetical protein FU14007 (FLJ14007), mRNA 


NM 024697 


1 Homo sapiens hypothetical protein FU22419 (FLJ22419), mRNA 


NM 024696 


1 Homo sapiens hypothetical protein FU23058 (FU23058), mRNA 


NM 024694 


Homo sapiens hypothetical protein FLJ23121 (FLJ23121),niRNA 


NM 024691 


Homo sapiens hypothetical protein FLJ23233 (FLJ23233), mRNA 


NM 024685 


1 Homo sapiens hypothetical protein FU23560 (FLJ23560) mRNA 


NM 024682 


Homo sapiens hypothetical protein FLJ12168 (FLJ12168) mRNA 


NM 024680 


1 Homo sapiens hypothetical protein FLJ233 1 1 (FLJ233 1 1), mRNA 


NM 024679 


Homo sapiens hypothetical protem FIJI 1939 (FIJI 1939) mRNA 


NM 024677 


Homo sapiens hypothetical protein FLJ14001 (FU14001) mRNA 


NM 024676 


Homo sapiens hypothetical protem FU22938 (FLJ22938), mRNA 


NM 024674 


Homo sapiens hypothetical protein FLJ12457 (FIJI 2457), mRNA 


NM 024671 


1 Homo sapiens hypothetical protein FLJ23436 (FLJ23436) mRNA 


NM 024669 


1 Homo sapiens hypothetical protein FIJI 1795 (FIJI 1795), mRNA 


NM 024667 


Homo sapiens hypothetical protein FU12750 (FU12750), mRNA 


NMJ)24665 


Homo sapiens nuclear receptor co-repressor/HDAC3 complex subunit 
(FU12894),mRNA 


NM 024664 


Homo sapiens hypothetical protein FIJI 1838 (FIJI 1838), mRNA 


NM 024661 


Homo sapiens hypothetical protein FLJ12436 (FLJ12436), mRNA 


NM 024660 


Homo sapiens hypothetical protein FLJ22573 (FLJ22573) mRNA 


NM 024659 


Homo sapiens hypothetical protein FLJ1 1753 (FIJI 1753), mRNA 


NM 024658 


Homo sapiens hypothetical protein FLJ23338 (FLJ23338), mRNA 


NM 024657 1 


Homo sapiens hypothetical protein FLJ1 1565 (FIJI 1565), mRNA 


NM_024656 I 


Homo sapiens hypothetical protein FU22329 (FU22329), mRNA 


NM_024653 j 


Homo sapiens hypothetical protein FT J1 1907 (VJ Jl mRNA 


NM 024652 1 


Homo sapiens hypothetical protein FLJ23 1 19 (FLT23 1 19), mRNA 


NM 024645 1 


Homo sapiens hypothetical protein FLJ13842 (FDU3842), mRNA 


NM 024644 i 


Homo sapiens hypothetical protein FLJ21802 (FLJ21802) mRNA 


NM_024643 


Homo sapiens hypothetical protein FLJ23093 (FU23093), mRNA 


NM 024642 


Homo sapiens hypothetical protein FLJ21212 (FLJ21212), mRNA 


NM 024639 


Homo sapiens hypothetical protein FU23393 (FU23393) mRNA 


NM_024638 


Homo sapiens hypothetical protein FLJ12960 (FLJ12960), mRNA 


NM 024635 j 


Homo sapiens hypothetical protein FLJ22643 (FLJ22643), mRNA 


NM_024633 ! 


Homo sapiens hypothetical protein FLJ21276 (FLJ21276) mRNA 


NMJ)24632 j 


Homo sapiens hypothetical protein FLJ1 1526 (FIJI 1526) mRNA 


NM_024631 


Homo sapiens hypothetical protein FLJ23342 (FLJ23342), mRNA 


NM 024630 I 


Homo sapiens hypothetical protem FLJ20984 (FLJ20984), mRNA 


NM_024629 


Homo sapiens hypothetical protein FLJ23468 (FU23468), mRNA 


NM 024623 


Homo sapiens hypothetical protein FLJ13491 (FLJ13491) mRNA 


1N1V1 v/^H-DZU 


Homo sapiens hypothetical protein FLJ12586 (FLJ12586), mRNA 


NM_024619 


Homo sapiens hypothetical protein FLJ12171 (FU12171), mRNA 


NM 024618 


Homo sapiens hypothetical protein FLJ21478 (FLJ21478), mRNA 


NMJ)24614 


Homo sapiens hypothetical protein FLJ13197 (FLJ13197), mRNA 


NM_024612 ; 


Homo sapiens hypothetical protein FLJ22060 (FLJ22060), mRNA 


NM_024608 


3omo sapiens hypothetical protein FLJ22402 (FLJ22402), mRNA 
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NMJ)24607 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 3B 
(PPP1R3B), mRNA 


NM 024604 


Homo sapiens hypothetical protein FLJ21908 (FLJ21908), mRNA 


NM 024603 


Homo sapiens hypothetical protein FIJI 1588 (FLJ1 1588), mRNA 


NM 024599 


Homo sapiens hypothetical protein FLJ22341 (FU22341), mRNA 


NM 024598 


Homo sapiens hypothetical protein FU13154 (FLJ13154), mRNA 


NM 024597 


Homo sapiens hypothetical protein FLJ12649 (FLJ12649), mRNA 


NM 024596 


Homo sapiens hypothetical protein FU12847 (FLJ12847), mRNA 


NM 024594 


Homo sapiens hypothetical protein FLJ12899 (FU12899), mRNA 


NM 024593 


Homo sapiens hypothetical protein FIJI 1767 (FIJI 1767), mRNA 


NM 024592 


Homo sapiens hypothetical protein FLJ13352 (FLJ13352), mRNA 


NM 024590 


Homo sapiens hypothetical protein FLJ23548 (FLJ23548), mRNA 


NM 024589 


Homo sapiens hypothetical protein FLJ22386 (FLJ22386), mRNA 


NM 024588 


Homo sapiens hypothetical protein FLJ23584 (FLJ23584), mRNA 


NM 024587 


Homo sapiens hypothetical protein FLJ22353 (FU22353), mRNA 


NM 024583 


Homo sapiens hypothetical protein FU23 142 (FLJ23 142), mRNA 


NM_024582 


Homo sapiens hypothetical protein FLJ23056 (FLJ23056), mRNA | 


NM 024581 


Homo sapiens hypothetical protein FU13942 (FLJ13942), mRNA 


NM 024579 


Homo sapiens hypothetical protein FU23221 (FLJ23221), mRNA 


NM 024578 


Homo sapiens hypothetical protein FLJ22709 (FLJ22709), mRNA 


NM 024577 


Homo sapiens hypothetical protein FU13605 (FLJ13605), mRNA 


NM 024576 


Homo sapiens hypothetical protein FU21079 (FLJ21079), mRNA 


NM 024575 


Homo sapiens hypothetical protein FU23467 (FLJ23467), mRNA 


NM 024574 


Homo sapiens hypothetical protein FLJ23191 (FLJ23 191), mRNA 


NM 024573 


Homo sapiens hypothetical protein FLJ12910 (FLJ12910), mRNA 


NM 024572 


Homo sapiens hypothetical protein FLJ12691 (FLJ12691), mRNA 


NMJ)24569 


Homo sapiens hypothetical protein FU21047 (FLJ21047), mRNA 


NM 024567 


Homo sapiens hypothetical protein FU21616 (FLJ21616), mRNA 


NM 024564 


Homo sapiens hypothetical protein FIJI 1715 (FLJ11715), mRNA 


NM 024563 


Homo sapiens hypothetical protein FU14054 (FLJ14054), mRNA 


NM 024560 


Homo sapiens hypothetical protein FU21963 (FLJ21963), mRNA 


NM 024558 


Homo sapiens hypothetical protein FIJI 3920 (FLJ13920), mRNA 


NM 024557 


Homo sapiens hypothetical protein FIJI 1608 (FLJ1 1608), mRNA 


NM 024554 


Homo sapiens hypothetical protein FIJI 1413 (FLJ11413), mRNA 


NM 024548 


Homo sapiens hypothetical protein FLJ23047 (FLJ23047), mRNA 


NM 024545 


Homo sapiens hypothetical protein FLJ12761 (FLJ12761), mRNA 


NM 024544 


Homo sapiens hypothetical protein FIJ12875 (FLJ12875), mRNA 


NMJ)24541 


Homo sapiens hypothetical protein FIJI 3 1 14 (FLJ13 1 14), mRNA 


NM 024539 


Homo sapiens hypothetical protein FU23516 (FLJ23516), mRNA 


NM 024537 


Homo sapiens hypothetical protein FLJ121 18 (FLJ12118), mRNA 


NM 024536 


Homo sapiens hypothetical protein FLJ22678 (FLJ22678), mRNA 


NM 024535 


Homo sapiens hypothetical protein FLJ22021 (FLJ22021), mRNA 


NM 024533 


Homo sapiens hypothetical protein FLJ22167 (FLJ22167), mRNA 


NM 024531 


Homo sapiens hypothetical protein FLJ1 1856 (FLJ1 1856), mRNA 


NM 024530 


Homo sapiens hypothetical protein FU23306 (FU23306), mRNA 


NM 024528 


Homo sapiens hypothetical protein FLJ22626 (FLJ22626), mRNA 


NM_024527 


Homo sapiens hypothetical protein FUl 1743 (FLJ1 1743), mRNA 


NM 024525 


Homo sapiens hypothetical protein FU22584 (FLJ22584), mRNA 


NM 024524 


Homo sapiens hypothetical protein FLJ20986 (FLJ20986), mRNA 


NM 024521 


Homo sapiens hypothetical protein FLJ21459 (FLJ21459), mRNA 


NM 024520 


Homo sapiens hypothetical protein FLJ22555 (FLJ22555), mRNA 
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NM 024519 


Homo sapiens hypothetical protein FLJ13725 (FLJ13725), mRNA 


NM 024509 


Homo sapiens hypothetical protein MGC2656 (MGC2656), mRNA 


NM 024506 


Homo sapiens hypothetical protein MGC10771 (MGC10771), mRNA 


NMJ)22893 


Homo sapiens B-cell CLL/lymphoma 1 1 A (zinc finger protein) (BCL1 1 A) 
mRNA 


NM 015113 


Homo sapiens KIAA0399 protein (KIAA0399), mRNA 


NM 015545 


Homo sapiens KIAA0632 protein (KIAA0632), mRNA 


NM 020299 


Homo sapiens aldo-keto reductase family 1, member B10 (aldose reductase) 
(AKR1B 10), mRNA 


NM 003308 


Homo sapiens testis specific protein, Y-linked (TSPY), mRNA 


NM 024339 


Homo sapiens hypothetical protein MGC2655 (MGC2655), mRNA 


NM 024334 


Homo sapiens hypothetical protein MGC3222 (MGC3222), mRNA 


NM 024328 


Homo sapiens hypothetical protem MGC2652 (MGC2652) mRNA 


NM 024327 


Homo sapiens hypothetical protem MGC2508 (MGC2508), mRNA 


NM 024323 


Homo sapiens hypothetical protem MGC11271 (MGC1 1271) mRNA 


NM 024322 


Homo sapiens hypothetical protem MGC1 1266 (MGC1 1266) mRNA j 


NM 024320 


Homo sapiens hypothetical protein MGC1 1242 (MGC1 1242) mRNA 


NM 024319 


Homo sapiens hypothetical protem MGC4174 (MGC4174) mRNA 


NM 024314 


Homo sapiens hypothetical protem MGC4294 (MGC4294), mRNA 


NM 024313 


Homo sapiens hypothetical protein MGC3731 (MGC3731), mRNA 


NM 024310 


Homo sapiens hypothetical protem MGC4090 (MGC4090), mRNA 


NM 024303 


Homo sapiens hypothetical protem MGC4161 (MGC4161), mRNA 


NM 024297 


Homo sapiens hypothetical protein MGC2941 (MGC2941), mRNA 


NM 024293 


Homo sapiens hypothetical protein MGC3035 (MGC3035), mRNA 


NM 023003 


Homo sapiens transmembrane 6 superfamily member 1 (TM6SF1) mRNA 


NM 015254 


Homo sapiens kinesin family member 13B (KJ0F13B), mRNA 


NM 015127 


Homo sapiens Mid-1 -related chloride channel 1 (KIAA0761), mRNA 


NM_024033 


Homo sapiens hypothetical protein MGC5242 (MGC5242), mRNA 


NM 024122 


Homo sapiens hypothetical protein MGC4825 (MGC4825), mRNA 


NM 024121 


Homo sapiens hypothetical protein FLJ20979 (FLJ20979), mRNA 


NM 024119 


Homo sapiens hypothetical protein FLJ1 1354 (FLJ1 1354), mRNA 


NM 024117 


Homo sapiens hypothetical protein MGC2745 (MGC2745), mRNA 


NM 024115 


Homo sapiens hypothetical protein MGC4309 (MGC4309), mRNA 


NM 024111 


Homo sapiens hypothetical protein MGC4504 (MGC4504), mRNA 


NM 024109 


Homo sapiens hypothetical protein MGC2654 (MGC2654), mRNA 


NM_024108 


Homo sapiens hypothetical protein MGC2650 (MGC2650), mRNA 


NM 024107 


Homo sapiens hypothetical protein MGC3123 (MGC3 123), mRNA 


NM 024106 


Homo sapiens hypothetical protein MGC2663 (MGC2663), mRNA 


NM 024104 


Homo sapiens hypothetical protein MGC2747 (MGC2747), mRNA 


NM 024102 


Homo sapiens hypothetical protein MGC2722 (MGC2722), mRNA 


NM_024097 


Homo sapiens hypothetical protein MGC955 (MGC955), mRNA 


NM 024094 


Homo sapiens hypothetical protein MGC5528 (MGC5528), mRNA 


NM 024093 


Homo sapiens hypothetical protein MGC5509 (MGC5509), mRNA 


NM 024090 


Homo sapiens hypothetical protein MGC5487 (LCE), mRNA 


NMJ24086 


Homo sapiens hypothetical protein MGC3329 (MGC3329), mRNA 


NM 024085 


Homo sapiens hypothetical protein FU22169 (FLJ22169), mRNA 


JNM 1)240 oO 


Homo sapiens hypothetical protein MGC2849 (MGC2849), mRNA 


NM 024076 


Homo sapiens hypothetical protein MGC2628 (MGC2628), mRNA 


NM_024074 


Homo sapiens hypothetical protein MGC3169 (MGC3169), mRNA 


NM_ 024071 


Homo sapiens hypothetical protein MGC2550 (MGC2550), mRNA 


NM_024070 


Homo sapiens hypothetical protein MGC2463 (MGC2463), mRNA 


NM 024069 


Homo sapiens hypothetical protein MGC2749 (MGC2749), mRNA 
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NM 024068 


Homo sapiens hypothetical protein MGC273 1 (MGC273 1), mRNA 


NM 024065 


Homo sapiens hypothetical protein MGC3062 (MGC3062), mRNA 


NM 024061 


Homo sapiens hypothetical protein MGC5521 (MGC5521), mRNA 


NM 024058 


Homo sapiens hypothetical protein MGC5590 (MGC5590), mRNA 


NM 024057 


Homo sapiens hypothetical protein MGC5585 (MGC5585), mRNA 


NM 024053 


Homo sapiens hypothetical protein MGC861 (MGC861), mRNA 


NM 024050 


Homo sapiens hypothetical protein MGC2594 (MGC2594), mRNA 


NM 024049 


Homo sapiens hypothetical protein MGC5566 (MGC5566), mRNA 


NM 024048 


Homo sapiens hypothetical protein MGC3020 (MGC3020), mRNA 


NM 024046 


Homo sapiens hypothetical protein MGC8407 (MGC8407), mRNA 


NM 024045 


Homo sapiens nucleolar protein GU2 (GU2), mRNA 


NM 024041 


Homo sapiens hypothetical protein MGC3 180 (MGC3180), mRNA 


NM 024039 


Homo sapiens hypothetical protein MGC2488 (MGC2488), mRNA 


NM 024038 


Homo sapiens hypothetical protein MGC2803 (MGC2803), mRNA 


NM 024037 


Homo sapiens hypothetical protein MGC2603 (MGC2603), mRNA 


NM 024032 


Homo sapiens hypothetical protein MGC3130 (MGC3130), mRNA 


NM 024031 


Homo sapiens hypothetical protein MGC3121 (MGC3121), mRNA 


NM 024028 


Homo sapiens hypothetical protein MGC3265 (MGC3265), mRNA 


NM_024027 


Homo sapiens hypothetical protein MGC3279 similar to collectins (MGC3279) 
mRNA 


NM 024025 


Homo sapiens hypothetical protein MGC1 136 (MGC1 136), mRNA 


NM 024006 


Homo sapiens hypothetical protein IMAGE3455200 (IMAGE3455200), mRNA 


NM 015653 


Homo sapiens DKFZP566F0546 protein (DKFZP566F0546), mRNA 


NM 015147 


Homo sapiens KIAA0582 protein (KIAA0582), mRNA 


NM 016481 


Homo sapiens hypothetical protein (HSPC219). mRNA 


NM_023940 


Homo sapiens hypothetical protein MGC2827 (MGC2827), mRNA 


NM 023938 


Homo sapiens hypothetical protein MGC2742 (MGC2742), mRNA 


NM 023931 


Homo sapiens hypothetical protein MGC2474 (MGC2474), mRNA 


NM_015517 


Homo sapiens MBD2 (methyl-CpG-binding protein)-interacting zinc finger 
protein (MIZF), mRNA 


NM 015540 


Homo sapiens DKFZP727M1 1 1 protein (DKFZP727M1 1 1), mRNA 


NMJ) 15043 


Homo sapiens KIAA0676 protein (KIAA0676), mRNA 


NM 023934 


Homo sapiens hypothetical protein MGC2495 (MGC2495), mRNA 


NM 023928 


Homo sapiens hypothetical protein FIJI 2389 similar to acetoacetyl-CoA 
synthetase (FLJ12389), mRNA 


NM_023926 


Homo sapiens hypothetical protein FLJ12895 (FU12895), mRNA 


NM_023924 


Homo sapiens hypothetical protein FLJ13441 (FLJ13441), mRNA 


NM_020239 ( 


Homo sapiens small protein effector 1 of Cdc42 (SPEC1), mRNA 


NMJH2069 


Homo sapiens ATPase, (Na+)/K+ transporting, beta 4 polypeptide (ATP1B4) 
mRNA 


NM 023112 


Homo sapiens hypothetical protein FLJ21916 (FLJ21916), mRNA 


NM 015324 


Homo sapiens KIAA0409 protein (KIAA0409), mRNA 


NM_023079 


Homo sapiens hypothetical protein FLJ13855 (FLJ13855), mRNA 


NM 023077 


Homo sapiens hypothetical protein FLJ12439 (FLJ12439), mRNA 


NM 023075 


Homo sapiens hypothetical protein FLJ1 1585 (FLJ1 1585), mRNA 


NM 023074 


Homo sapiens hypothetical protein FLJ12644 (FU12644)', mRNA 


NM 023073 


Homo sapiens hypothetical protein FLJ13231 (FLJ13231), mRNA 


NM 023071 


Homo sapiens hypothetical protein FLJ131 17 (FIJI 31 17), mRNA 


NM 012319 


Homo sapiens LIV-1 protein, estrogen regulated (LIV-1), mRNA 


NMJ)23012 


Homo sapiens hypothetical protein FLJ1 1021 similar to splicing factor, 
arginine/serine-rich 4 (FLJ1 1021), mRNA 


NM 023008 


Homo sapiens hypothetical protein FLJ12949 (FLJ12949), rnRNA 
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NM 023007 


Homo sapiens hypothetical protein FLJ12517 (FLJ12517), mRNA 


NM 022918 


Homo sapiens hypothetical protein FLT22 1 04 (FLT22 104) mRNA 


NM 022914 


Homo sapiens hypothetical protein 24432 (24432), mRNA 


NM 022912 


Homo sapiens hypothetical protein FU131 10 (FU13 1 10), mRNA 


NM 022907 


Homo sapiens hypothetical protein FU23053 (FLJ23053) mRNA 


NM 022905 


Homo sapiens hypothetical protein FLJ12572 (FU12572), mRNA 


NM 022901 


Homo Saniens hvnAthptinal rwr\tf»i-n T7T T91 'IfiO rCT TOI QAO\ «.ti\ta 


NM_022898 


Homo sapiens B-cell CLL/lymphoma 1 IB (zinc finger protein) (BCL1 IB) 
mRNA 


NM 022841 


Homo sapiens hypothetical protein FLJ12994 (FLJ12994), mRNA 


NM 022840 


Homo sapiens hypothetical protein FLJ23017 (FLJ23017), mRNA 


NM 022834 
NM 022832 


Homo sapiens hypothetical protein FLJ22215 (FLJ22215), mRNA 


NM 022827 
NM 022826 


Homo sapiens hypothetical protein FLJ12552 (FLJ12552), mRNA 
Homo sapiens hypothetical protein FLJ21347 (FLJ21347), mRNA 


NM 022823 


Homo sapiens axotrophin (AXOT), mRNA 

Homo sapiens hypothetical protein FLJ22362 (TTJ22^fi?^ mPMA 


NM 022781 


Homo sapiens hypothetical protein FU21343 (FU21343), mRNA 


NM 022780 


Homo sapiens hypothetical protein FLJ13910 (FLJ13910), mRNA 


NM_022778 


Homo sapiens hypothetical protein DKFZp434L01 17 (DKFZP434L0 117) 
mRNA 


NM 022777 
NM 022771 


Homo sapiens hypothetical protein FLT141 17 (FLJ141 17), mRNA 
Homo sapiens hypothetical protein FLJ12085 (FLJ12085), mRNA 


NM 022770 


Homo sapiens hypothetical protein FLJ13912 (FLJ13912), mRNA 


"X TTk Jf Art r\ l-l /' (\ 

NM 022769 


Homo sapiens hypothetical protein FLJ2 1 868 (FLJ2 1 868), mRNA 


NM 022767 
NM 022766 


Homo sapiens hypothetical protein FLJ12484 (FLJ12484), mRNA 
Homo sapiens hypothetical protein FLJ23239 (FLJ23239), mRNA 


NM_022763 
NM 022762 
NM_022759 


Homo sapiens hypothetical protein FLJ23399 (FU23399), mRNA 
Homo sapiens hypothetical protein FLJ223 1 8 (FLJ223 1 8), mRNA 
Homo sapiens hypothetical protein FLJ21865 (FLJ21865), mRNA 


NM 022754 
NM 022752 


Homo sapiens hypothetical protein FLJ12876 (FU12876), mRNA 
Homo sapiens hypothetical protein FLJ22059 (FLJ22059) mRNA 


NM 022751 


Homo sapiens hypothetical nrotein FT 721610 rPT nKim ™i?xta 


NM_022750 


Homo sapiens hypothetical protein FLJ22693 (FU22693), mRNA 


NM 022747 


Homo sapiens hypothetical protein FU22558 (FLJ22558), mRNA 


NM 022744 


Homo sapiens hypothetical protein FLJ13868 (FLJ13868), mRNA 


NM 022743 


Homo sapiens hypothetical protein FLJ21080 (FLJ21080), mRNA 


NM 022741 
NM 022736 


Homo sapiens hypothetical protein FIJI 1 850 (FIJI 1 850), mRNA 


NM 022734 


Homo sapiens hypothetical protein FLJ14153 (FLJ14153), mRNA 
Homo sapiens hypothetical protein FLJ20859 (FLJ20859), mRNA 


NM_022731 


Homo sapiens similar to rat nuclear ubiquitous casein kinase 2 (NUCKS) 
mRNA " 


NM 022727 


Homo sapiens HpaH tiny fragments locus 9C (HTF9C), mRNA 


NMJU2197 


Homo sapiens rab6 GTPase activating protem (GAP and centrosome-associated) 
(GAPCENA), mRNA 


NM 015136 


Homo sapiens KIAA0246 protein (stabl), mRNA 


NM 022659 


Homo sapiens likely ortholog of mouse early B-cell factor 2 (FIJI 1500) mRNA 




Homo sapiens putative leukocyte platelet-activating factor receptor 
(HUMNPEY20), mRNA 


NMJ)21024 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 17-like 1 
(HMG17L1), mRNA 


NM 019884 


Homo sapiens glycogen synthase kinase 3 alpha (GSK3A), mRNA 


NM 021034 


Homo sapiens interferon induced transmembrane protein 3 (1-8U) (IFITM3) 
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mRNA 


NM 022445 


Homo sapiens thiamin pyrophosphokinase 1 (TPK1), mRNA 


NM 022495 


Homo sapiens hypothetical protein FLJ12799 (FLJ12799), mRNA 


NM 022494 


Homo sapiens hypothetical protein FLJ21952 (FLJ21952), mRNA 1 


NM 022492 


Homo sapiens hypothetical protein FLF12788 fFLJ12788V mRNA 


NM 022488 


Homo sapiens PC3-96 protein (PC3-96), mRNA 


NM 022480 


Homo sapiens hypothetical protein ELF12587 (FU12587), mRNA 


NM_022474 


Homo sapiens hypothetical protein FLJ12615 similar to membrane protein, 
palmitoylated 3 (MAGUK p55 subfamily member 5) (FLJ12615) mRNA ' 


NM 022455 


Homo sapiens androgen receptor-associated coregulator 267 (ARA267) mRNA 


NM 022452 


Homo sapiens hypothetical protein FIJI 1618 (FU1 1618), mRNA 


NM_022448 


Homo sapiens hypothetical protein FLJ21817 similar to Rhoip2 (FLJ21817), 
mRNA 


NM 022373 


Homo sapiens hypothetical protein FLJ22313 (FLJ22313), mRNA 


NMJ)22370 


Homo sapiens hypothetical protein FLJ21044 similar to Rbigl (FU21044) 
mRNA 


NM 022368 


Homo sapiens praja 1 (PJA1), mRNA 


NM 022366 


Homo sapiens hypothetical protein FLJ23 182 (FLJ23 182), mRNA 


NM 022361 


Homo sapiens popeye protein 3 (POP3), mRNA 


NM 022360 


Homo sapiens human epididymis-specific 3 beta (HE3-BETA) mRNA 


NM 022342 


Homo sapiens kinesin family member 9 (KIF9), mRNA 


NM 022372 


Homo sapiens G protein beta subunit-like (GBL), mRNA 


NM 022158 


Homo sapiens rructosamine-3 -kinase (FN3K), rnRNA 


NM 022137 


Homo sapiens secreted modular calcium-binding protein 1 fSMOnn mFNA 


NMJ)22118 


Homo sapiens cutaneous T-cell lymphoma tumor antigen se70-2 (SE70-2), 
mRNA 


NM 022116 


Homo sapiens fidgetin-like 1 (FIGNL1), mRNA 


NM_022103 


Homo sapiens hypothetical zinc finger protein FLJ1401 1 (FLJ1401 1) mRNA 


NM_022070 


Homo sapiens hypothetical protein FLJ22087 (FLT22087), mRNA 


NMJ)22065 


Homo sapiens hypothetical protein FLJ21877 (FLJ21877) mRNA 


NM_021970 


Homo sapiens mitogen-activated protein kinase kinase 1 interacting protein 1 
(MAP2K1IP1), mRNA 


NM 019081 


Homo sapiens KIAA0430 gene product (K1AA0430), mRNA 


NM 021981 


Homo sapiens pre-T/NK cell associated protein (1D12A), mRNA 


NM_020121 


Homo sapiens UDP-glucose ceramide glucosyltransferase-like 2 (UGCGL2), 
mRNA 


NM 006683 


Homo sapiens human epididymis-specific 3 alpha (HF3-AT.PHA) mRNA 


NM_006077 


Homo sapiens calcium binding atopy-related autoantigen 1 fCR AM A 1 ^ mRNA 


NM_021934 


Homo sapiens hypothetical protein FLJ1 1773 (FIJI 1773), mRNA 


NM 021933 


Homo sapiens hypothetical protein FLJ12438 (FU12438), mRNA 


NM_021930 


Homo sapiens Rad50-interacting protein 1 (FLJ1 1785), mRNA 


NMJ)21929 


Homo sapiens hypothetical protein FLJ21613 similar to rat corneal wound 
healing related protein (FLJ21613), mRNA 


NM 007272 


Homo sapiens chymotrypsm C fcaldecrin) CCTRCV mRNA 


NM 004237 


Homo sapiens thyroid hormone receptor interactor 13 (TRIP 13) mRNA 


NM__003849 


Homo sapiens succinate-CoA ligase, GDP-forming, alpha subunit (SUCLG1), 1 
mRNA 


NM 021648 


Homo sapiens KIAA0721 protein (KIAA0721), mRNA 


NM 021831 


Homo sapiens hypothetical protein FLJ21839 (FLJ21839), mRNA 


NM 021827 


Homo sapiens hypothetical protein FLJ23514 (FLJ23514), mRNA 


NM 021195 


Homo sapiens claudin 6 (CLDN6), mRNA 


NM^O 18947 


Homo sapiens cytochrome c (HCS), mRNA 
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NM 021732 


Homo sapiens hypothetical protein PP5395 (PP5395), mRNA 




Homo sapiens hypothetical protein PP1044 (PP1044), mRNA 


NM 021643 


Homo sapiens GS3955 protein (GS3955), mRNA 


NM 015180 


Homo sapiens synaptic nuclei expressed gene 2 (SYNE-2), mRNA 


NM 021633 


Homo sapiens kelch-hke protein C3IP1 (C3IP1), mRNA 


NM_021629 
NM 021627 


Homo sapiens guanine nucleotide binding protein beta subunit 4 fGNB41 
mRNA 


NMJ)21626 


Homo sapiens sentrin-specific protease (SENP2), mRNA 

Homo sapiens likely homolog of rat and mouse retinoid-inducible serine 

carboxypeptidase (RISC), mRNA 


NMJ)21622 


Homo sapiens pleckstrin homology domain-containing, family A 
(phosphoinositide binding specific) member 1 (PLEKHA1), mRNA 


NM 012408 


Homo sapiens protein kinase C binding protein 1 (PRKCBP1), mRNA 


NM 021252 


Homo sapiens RAB 1 8, member RAS oncogene family (RAB 1 8), mRNA | 


NM 020806 


Homo sapiens gephyrin (GPHN), mRNA 


NM 021258 


Homo sapiens interleukin 22 receptor (IL22R), mRNA 


NMJ)21235 


Homo sapiens epidermal growth factor receptor substrate EPS15R fEPSI SR^ 
mRNA P suDsrrate^M5K(hPS15R), 


NM 021204 


Homo sapiens E-l enzyme (MASA), mRNA 


NM 021191 


Homo sapiens neurogenic differentiation 4 (NEUROD4) mRNA 


NM 021178 


Homo sapiens enhancer of invasion 10 (HEI10), mRNA 


NM_021127 


Homo sapiens phorbol-1 2-myristate- 13 -acetate-induced nrotein 1 fPMATPn 
mRNA 


NM_021114 


Homo sapiens serine protease inhibitor, Kazal tvoe 2 (acrosin-trvn^n inhiv>iw* 
(SPINK2), mRNA 


NM 021103 


Homo sapiens thymosin, beta 10 flMSBIO), mRNA 


NM_006435 


Homo sapiens interferon induced transmembrane protein 2 Cl-SD^ rtFITM2^ 
mRNA 


NM 021073 


Homo sapiens bone morphogenetic protein 5 (BMP5), mRNA 


NM 003142 


Homo sapiens Sjogren syndrome antigen B (autoantieen La^i fssm mRNFA 


NM.003888 


Homo sapiens aldehyde dehydrogenase 1 family, member A2 (ALDH1A2) 
mRNA " 


NM 013234 


Homo sapiens muscle specific gene (M9), mRNA 


NM 021067 


Homo sapiens KIAA0186 gene product (KIAA0186), mRNA 


NM 021020 


Homo sapiens leucine zipper, putative tumor suppressor 1 (LZTS1), mRNA 


NM 021025 


Homo sapiens homeo box 1 Hike 2 (HOX1 1L2) mRNA 


NM_Q21003 


Homo sapiens protein phosphatase 1 A (formerly 2C), maenesium-denendent 
alpha isoform (PPM1A), mRNA 


NM 020674 


Homo sapiens cytochrome P450 monooxygenase ( CYP-M), mRNA 


NM 019612 


Homo sapiens hypothetical protein R30953 1 (R30953 1) mRNA 


NM_020904 


Homo sapiens pleckstrin homology domain-containing, family A 
(phosphoinositide binding specific) member 4 (PLEKHA4), mRNA 


NM 020686 


Homo sapiens NPD009 protein (NPD009), mRNA 


NM 020684 


Homo sapiens NPD007 protein (NPD007), mRNA 


NM 020683 


Homo sapiens AD026 protein (AD026), mRNA 


NM 020679 


Homo sapiens AD023 protein (AD023), mRNA 


NM 020677 


Homo sapiens HSCARG protein (HSCARG), mRNA 


NM_020675 


Homo sapiens AD024 protein (AD024), mRNA 


NM 020673 


Homo sapiens RAB22A, member RAS oncogene family (RAB22A), mRNA 


NM_020660 


Homo sapiens connexin-36 (CX36), mRNA 


NM 019108 


Homo sapiens hypothetical protein FLJ12886 (FLJ12886), mRNA 


NM 018838 


Homo sapiens 13kDa differentiation-associated protein (DAP 13), mRNA 
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NM 018434 


Homo sapiens goliath protein (GP), mRNA 


NM 020437 


Homo sapiens similar to aspartate beta hydroxylase (ASPH) (LOC57168) 
mRNA 


NM 020524 


Homo sapiens hematopoietic PBX-interacting protein (HPIP), mRNA 


NM 018638 


Homo sapiens ethanolamine kinase (EKI1), mRNA 


NM 016326 


Homo sapiens chemokine-like factor 1 (CKLF1), mRNA 


NM 016951 


Homo sapiens chemokine-like factor 1 (CKLF1), mRNA 


NM 020143 


Homo sapiens putatative 28 kDa protein (LOC56902), mRNA 


NM 020141 


Homo sapiens protein x 013 (AD-020), mRNA 


NM 020122 


Homo sapiens potassium channel modulatory factor (PCMF), mRNA 


NM 018843 


Homo sapiens mitochondrial carrier family protein (MCFP), mRNA 


NM 018840 


Homo sapiens putative Rab5-interacting protein (RIP5), mRNA 


NM 016303 


Homo sapiens pp21 homolog (LOC51 186), mRNA 


NM 016300 


Homo sapiens cyclic AMP-regulated phosphoprotein, 21 kD (ARPP-21), mRNA 


NMJH6299 


Homo sapiens likely ortholog of mouse heat shock protein, 70 kDa 4 
(LOC51 182), mRNA 


NM 013259 


Homo sapiens neuronal protein (NP25), mRNA 


NMJ)05064 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 23 
(SCYA23), mRNA 


NM 013260 


Homo sapiens transcriptional regulator protein (HCNGP), mRNA 


NM 020433 


Homo sapiens hypothetical protein LOC57158 (LOC57158), mRNA 


NM 020410 


Homo sapiens CGI-152 protein (CGI-152), mRNA 


NM 020401 


Homo sapiens nuclear pore complex protein (NUP107), mRNA 


NM 020400 


Homo sapiens G protein-coupled receptor 92 (GPR92), mRNA 


NM 020397 


Homo sapiens CamKI-like protein kinase (LOC571 18), mRNA 


NMJ)20388 


Homo sapiens CATX-15 protein (CATX-15), mRNA 


NM 020386 


Homo sapiens HRAS-like suppressor (HRASLS), mRNA 


NM 020361 


Homo sapiens carboxypeptidase B precursor (CP AH), mRNA 


NM 020357 


Homo sapiens PEST-containing nuclear protein (pcnp), mRNA 


NM_020345 


Homo sapiens I-kappa-B -interacting Ras-like protein 1 (KBRAS1), mRNA 


NM 020360 


Homo sapiens phospholipid scramblase 3 (PLSCR3), mRNA 


NM_020348 


Homo sapiens cyclm Ml (CNNM1), mRNA 


NM 000888 


Homo sapiens integrin, beta 6 (HGB6), mRNA 


NM 020181 


Homo sapiens myelin proteolipid protein-like protein (PLPL), mRNA 


NM 020144 


Homo sapiens poly(A) polymerase beta (testis specific) (PAPOLB), mRNA 


NM 020202 


Homo sapiens Nit protein 2 (NIT2), mRNA 


NM 020250 


Homo sapiens MOST2 protein (MOST2), mRNA 


NM 020237 


Homo sapiens MOST-1 protein (MOST-1), mRNA 


NMJ)20234 


Homo sapiens x 009 protein (MDS009), mRNA 


NM 020128 


Homo sapiens nuclear protein double minute 1 (MDM1), mRNA 


NM 020169 


Homo sapiens latexin protein (LXN), mRNA 


NM_020133 


Homo sapiens lysophosphatidic acid acyltransferase-delta (LPAAT-delta) 
mRNA 


NM_020241 


Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic 
domain, (semaphorin) 6B (SEMA6B), mRNA 


NM 020163 


Homo sapiens semaphorin sem2 (LOC56920), mRNA 


NM 020199 


Homo sapiens HTGN29 protein (HTGN29), mRNA i 


NMJ)20197 


Homo sapiens HSKM-B protein (HSKM-B), mRNA 


NM_020200 


Homo sapiens HHGP protein (HHGP), mRNA 


NM 020195 


Homo sapiens HCDI protein (HCDI), mRNA 


NM 020198 | 


Homo sapiens GK001 protein (GK001), mRNA 


NM 020117 


Homo sapiens hypothetical protein FLJ10595 (FLJ10595), mRNA 
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NM 020119 


Homo sapiens hypothetical protein FLB6421 (FLB6421), mRNA 


NM_020162 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 33 flDDX^ 
mRNA 


NMJ)20215 


Homo sapiens hypothetical protein DKFZp761F2014 (DKFZp761F2014), 
mRNA 


NM 020221 


Homo sapiens hypothetical protein DKFZp547I224 fDKFZp547I224), mRNA 


NM 020217 


Homo sapiens hypothetical protein DKFZp547I014 fDKFZn547T01^n mPNA 


NM 020161 


Homo sapiens hypothetical protein DKFZp547H025 (DKFZp547H025) mRNA 


NM 020186 


Homo sapiens DC1 1 protein (DC1 1), mRNA 


NM_020205 


Homo sapiens cellular zinc fmger anti-NF-kappaB Cezanne (CEZANNE), 
mRNA 


NM_0 19887 


Homo sapiens second mitochondria-derived activator of caspase (SMAC) 
mRNA 


NM_0 19892 


Homo sapiens phosphatidylinositol (4,5) bisphosphate 5-nhosDhatase hnmnW 
phosphatidylinositol polyphosphate 5-phosphatase tvoe IV fPPTSPHA mPNA 


NMJH9885 


Homo sapiens cytochrome P450 retinoid metabolizing protein (P450RAI-2) 
mRNA ' 


NMJ)19845 


Homo sapiens candidate mediator of the p53-dependent G2 arrest (REPRIMO) 
mRNA J 


NM 019853 


Homo sapiens protein phosphatase 4 regulatory subunit 2 (PPP4R2), mRNA 


NM 013301 


Homo sapiens protein predicted by clone 23882 (HSU79303), mRNA 


NM 013300 


Homo sapiens protein predicted by clone 23733 (HSU79274) mRNA 


NM 013296 


Homo sapiens LGN protein (HSU54999), mRNA 


NM 013293 


Homo sapiens transformer-2 alpha (htra-2 alpha) (HSU53209) mRNA 


NM 013310 


Homo sapiens hypothetical protein (AF038169), mRNA 


NM 018975 


Homo sapiens TRF2-interacting telomeric RAP1 protein (RAP1), mRNA 


NM 019082 


Homo sapiens putative nucleolar RNA helicase (NOH61), mRNA 


NM 019020 


Homo sapiens hypothetical protein (FLJ20748), mRNA 


NM 019058 


Homo sapiens HIF-1 responsive RTP801 (FU20500), mRNA 


NM_019056 


Homo sapiens neuronal protein 17.3 (P17.3), mRNA 


NM^O 19042 


Homo sapiens hypothetical protein (FLJ20485), mRNA ' 


NMJH9061 


Homo sapiens phosphatidylinositol-3 phosphate 3-nhosDhatase adantnr «aihnnit 
(3-PAP), mRNA 


NM 018986 


Homo sapiens hypothetical protein (FLJ20356), mRNA 


NMJH9034 


Homo sapiens ras homolog gene family, member F (in filopodia) (ARHF^ 
mRNA 


NM 019062 


Homo sapiens hypothetical protein (FLJ20225), mRNA 


NM 019038 


Homo sapiens hypothetical protein (FLJ1 1045), mRNA 


NM_0 19044 


Homo sapiens hypothetical protein (FIJI 0996), mRNA 


NM_018180 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His") box nolvnentide *\1 mnYW 
mRNA 


NM^O 19028 


Homo sapiens hypothetical protein similar to ankvrin reneat-contflinina nrintpin 
AKR1 (FIJI 0852), mRNA 


NMJH9014 


Homo sapiens similar to DNA-directed RNA polymerase I CI 35 kDal fRnol-SI 
mRNA 


NM 019023 


Homo sapiens hypothetical protein (FLJ10640), mRNA 


TVTTV Jf A1 Ol /'"'I 

NM 018162 \ 


Homo sapiens hypothetical protein FLJ10633 (FIJI 0633), mRNA 


NM 019067 


Homo sapiens hypothetical protein (FLJ10613), mRNA 


NM 019057 


Homo sapiens hypothetical protein (FU10404), mRNA 


NM 018846 


Homo sapiens SBBI26 protein (SBBI26), mRNA 


NM 016483 


Homo sapiens hypothetical protein (HSPC226), mRNA 


NM 018400 


Homo sapiens voltage-gated sodium channel beta-3 subunit (scn3b gene) 1 
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NM 018700 
NM 018547 
NM 018546 
NM 018544 
NM 018634 
NM 018543 
NM 018542 
NM 018538 
NM 018534 
NM 018530 
NM 018627 
NM 018523 
NM 018519 
NM 018517 
NM 018621 
NM 018619 
NM 018618 
NM 018616 
NM 018512 
NM 018610 
NM 018510 
NM 018507 
NM 018606 
NM 018589 
NM 018587 
NM 018503 
NM 018586 
NM 018502 
NM 018603 
NM 018584 

INIVI UlOJOZ 

NMJH8602 

NM 018578 
NM 018576 
NM 018497 


(HSA243396),mRNA " — 1 

Homo sapiens tripartite motif-containing 36 (TRIM36) mRNA 
— Homo sapiens hypothetical protein PR02964 (PRQ2964). mRNA 
Jjiomo sapiens hypothetical protein PR02958 rPR02958) mRNA H 
Homo sapiens hypothetical protein PR02949 (PR02949) mRNA — 1 
iHomo sapiens hypothetical protein PR02893 (PR02893) mRNA ' — 

. Momo sapiens hypothetical protein PR02859 (PR02859) mRNA 

~ Homo sapiens hypothetical protein PRQ2834 fPR02fi34), mRNA 

- ** omo sapiens erythroblast membrane-associated protein (ERMAP) mRNA 
Homo sapiens hypothetical protein PR02714 (PR02714) mRNA 

_ Homo sapiens hypothetical protein PR0252 1 (PR0252R mRNA 

Homo sapiens hypothetical protein PRO2405 (PRO2405) mRNA 1 

iHomo sapiens hypothetical protein PR02325 (PR02325) mRNA 

- Homo sapiens hypothetical protein PRQ2266 (PRG276G\ ] mRNA 

J Homo sapiens hypothetical protein PR02214 (PR02214) mRNA 

IHomo sapiens hypothetical protein PR02198 (PR02198) mRNA 

1 Homo sapiens hypothetical protein PR02133 (PR02133) mRNA 

Homo sapiens hypothetical protein PR02121 (PR0212n mRNA 

. Homo sapiens hypothetical protein PRO2037 (PRO2037) mRNA 

(Homo sapiens hypothetical protein PRO2015 (PRO2015) mRNA 1 

Homo sapiens hypothetical protein PR01942 (PR01942) mRNA 

Homo sapiens hypothetical protein PR01866 (PR01866) mRNA 

Homo sapiens hypothetical protein PROl 843 (PROl 843) mRNA 

Homo sapiens hypothetical protein PR01787 (PR01787) mRNA 

( Homo sapiens hypothetical protein PR01635 (PR01635) mRNA 

homo sapiens hypothetical protein PR01617 (PR01617) mRNA 1 

Homo sapiens hypothetical protein PR01598 (PR01598) mRNA 
Homo sapiens hypothetical protein PR01584 (PR01584) mRNA 
Homo sapiens hypothetical protein PRO1580 (PRO1580) mRNA 

Homo sapiens hypothetical protein PR01496 (PR01496) mRNA 

Homo sapiens hypothetical protein PR01489 (PR01489) mRNA 

Homo sapiens hypothetical protein PR01483 (PR01483) mRNA 

Hamo^sapiens DnaJ (Hsp40) homolog, subfamily A, member 4 (DNAJA4), " 

Homo sapiens hypothetical protein PR01257 (PR01257) mRNA 

Homo sapiens hypothetical protein PROl 163 (PROl 163) mRNA 

Homo sapiens hypothetical protein PPrn 048 fPPOIOl^ mPTsT a " 


* NM 018565 
NM 018562 

JLN1VJ. \JLoJy\J 

NM_0 18667 
NM 017544 


Homo sapiens Hypothetical protein PRO0899 (PRO0899) mRNA 

Homo sapiens hypothetical protein PRO0386 rPRO0386\ mRNA 

iiomo sapiens hypothetical protein PRO0082 (PRO0082) mRNA 

Homo sapiens sphingomyelin phosphodiesterase 3, neutral membrane (neutral 

sphingomyelinase fl) (SMPD3), mRNA 


NMJ)18468 ; 

] 


Homo sapiens transcription factor NRF (NRF), mRNA 

KwKksstsss' hma,op<,ie,ic •* ■«* 


NM^O 18467 ] 
I 


S533EKT355 4 hemaMpoMc — ' — p«* 


NMJ) 18464 1 
I 

NM 018688 I 
NM 018686 I 
NM 018446 I 


lomo sapiens bridging integrator 3 (BIN3), mRNA 

lomo sapiens CMP-N-acetvIneuraminic acid synthase (CMAS> mRNA 

iomo sapiens glycosvltransferase AD-0 1 7 (AD-0 1 7), mRNA 
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NM 018416 


Homo sapiens FOXJ2 forkhead factor (FHX), mRNA 


NM 018407 


Homo sapiens putative integral membrane transporter (LC27), mRNA 


NM 018472 


Homo sapiens ^characterized hypothalamus protein HT01 1 (HT01 1), mRNA 


NM 018471 


Homo sapiens uncharacterized hypothalamus protein HT010 (HT010), mRNA 


NM 018470 


Homo sapiens uncharacterized hypothalamus protein HT009 (HT009), mRNA 


NM 018469 


Homo sapiens uncharacterized hypothalamus protein HT008 (HT008X mRNA 


NM 017523 


Homo sapiens XIAP associated factor-1 (HSXIAPAF1), mRNA 


NM 017514 


Homo sapiens SEX gene (HSSEXGENE), mRNA 


NM 017512 


Homo sapiens rTS beta protein (HSRTSBETA), mRNA 


NM 016536 


Homo sapiens HSPC059 protein (HSPC059), mRNA 


NM 018553 


Homo sapiens ELG protein (HSA2778411 mRNA 


NM 018403 


Homo sapiens transcription factor (SMIF gene) (HSA275986), mRNA 


NM 018404 


Homo sapiens centaurin, alpha 2 (CENTA2), mRNA 


NM 018401 


Homo sapiens gene for serine/threonine protein kinase (HSA250839) mRNA 


NM 017582 


Homo sapiens NICE-5 protein (HSA243666), mRNA 


NMJH8684 


Homo sapiens hepatocellular carcinoma-associated antigen 127 (HCA127) 
mRNA 


NM 018477 


Homo sapiens uncharacterized hypothalamus protein HARP1 1 fHARPl D 
mRNA 


NM 018652 


Homo sapiens golgin-like protein (GLP), rnRNA 


NM 017962 


Homo sapiens hypothetical protein FLJ20825 (FLJ20825), mRNA 


NM 017961 


Homo sapiens hypothetical protein FLJ20813 (FLJ20813), mRNA 


NM 017960 


Homo sapiens hypothetical protein FLJ20808 (FLJ20808), mRNA 


NM 017959 


Homo sapiens hypothetical protein FLJ20802 (FU20802), mRNA 


NM 017958 


Homo sapiens hypothetical protein FLJ20783 (FLJ20783), mRNA 


NMJH7957 


Homo sapiens epsin 3 (FLJ20778), mRNA 


NM 017956 


Homo sapiens hypothetical protein FLJ20772 (FLJ20772), mRNA 


NM 017950 


Homo sapiens hypothetical protein FLJ20753 (FLJ20753), mRNA 


NM 017949 


Homo sapiens hypothetical protein FLJ20739 (FLJ20739), mRNA 


NM 017946 


Homo sapiens hypothetical protein FLJ20731 (FLJ20731), mRNA 


NM 017953 


Homo sapiens hypothetical protein FLJ20729 (FLJ20729), mRNA 


NM 017943 


Homo sapiens hypothetical protein FLJ20725 (FLJ20725), mRNA 


NM_017941 


Homo sapiens hypothetical protein FLJ20721 (FLJ20721), mRNA 


NM 017938 


Homo sapiens hypothetical protein FLJ20716 (FLJ20716), mRNA 


NM 017937 


Homo sapiens hypothetical protein FLJ207 1 2 (FLJ207 1 2), mRNA 


NM 017932 


Homo sapiens hypothetical protein FLJ20700 (FLJ20700), mRNA 


NM_017929 


Homo sapiens hypothetical protein FLJ20695 (FLJ20695), mRNA 


NM_0 17928 


Homo sapiens hypothetical protein FLJ20694 (FLJ20694), mRNA 


NM 017925 


Homo sapiens hypothetical protein FLJ20686 (FLJ20686), mRNA 


NM.017920 


Homo sapiens hypothetical protein FLJ20654 (FLJ20654), mRNA 


NM 017919 


Homo sapiens hypothetical protein FLJ2065 1 (FLJ2065 1 ), mRNA 


NM_017918 


Homo sapiens hypothetical protein FLT20647 (FLJ20647), mRNA 


NM 017917 


Homo sapiens hypothetical protein FLJ20644 (FU20644), mRNA 


NM 017916 


Homo sapiens hypothetical protein FLJ20643 (FLJ20643), mRNA 


NM 017915 


Homo sapiens hypothetical protein FLJ20641 (FU20641), mRNA 


NM 017912 


Homo sapiens hypothetical protein FLJ20637 (FLJ20637), mRNA 


NM 017909 


Homo sapiens hypothetical protein FU20627 (FLJ20627), mRNA 


NMJ) 17907 


Homo sapiens hypothetical protein FLJ20625 (FLJ20625), mRNA 


NM 017903 


Homo sapiens hypothetical protein FLJ20618 (FLJ20618), mRNA 


NM_ 017901 


Homo sapiens two-pore channel 1, homolog (KIAA1 169), mRNA 


NM 017900 


Homo sapiens hypothetical protein FLJ20608 (FU20608), mRNA 


NM_017899 


Homo sapiens hypothetical protein FLJ20607 (TSC), mRNA 
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NM 017897 


Homo sapiens hypothetical protein FLJ20604 (FLJ20604), mRNA 


NM 017894 


Homo sapiens hypothetical protein FLJ20595 (FLJ20595), mRNA 


NM_017893 


Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane 
domain (TM) and short cytoplasmic domain, (semaphorin) 4G (SEMA4G) 
mRNA 


NM 017891 


Homo sapiens hypothetical protein FLJ20584 (FU20584), mRNA 


NM 017885 


Homo sapiens hypothetical protein FLJ20568 (FLF20568), mRNA 


NM 017881 


Homo sapiens hypothetical protein FLJ20559 (FLJ20559), mRNA 


NM 017876 


Homo sapiens hypothetical protein FU20552 (FLJ20552), mRNA 


NM 017873 


Homo sapiens hypothetical protein FU20548 (FLJ20548), mRNA 


NM 017868 


Homo sapiens hypothetical protein FLJ20535 (FLJ20535), mRNA 


NM 017866 


Homo sapiens hypothetical protein FIJ20533 (FLJ20533), mRNA 


NM 017863 


Homo sapiens hypothetical protein FU20527 (FLJ20527), mRNA 


NM 017860 


Homo sapiens hypothetical protein FLJ20519 (FU20519), mRNA 


NM 017858 


Homo sapiens hypothetical protein FLJ20516 (FLJ20516), mRNA 


NM 017856 


Homo sapiens hypothetical protein FLJ20514 (FLJ20514), mRNA 


NM 017854 


Homo sapiens hypothetical protein FLJ20512 (FLJ20512), mRNA 


NM 017853 


Homo sapiens hypothetical protein FU2051 1 (FLJ2051 1), mRNA 


NM 017851 


Homo sapiens hypothetical protein FLJ20509 (FLJ20509), mRNA 


NM 017848 


Homo sapiens hypothetical protein FU20506 (FU20506), mRNA 


NM 017843 


Homo sapiens breast carcinoma amplified sequence 4 (BCAS4), mRNA 


NM 017836 


Homo sapiens hypothetical protein FLJ20473 (FLJ20473), mRNA 


NM 017834 


Homo sapiens hypothetical protein FLJ20464 (FLJ20464), mRNA 


NM 017831 


Homo sapiens hypothetical protein FIJ20456 (FLJ20456), mRNA 


NM_0 17828 


Homo sapiens hypothetical protein FLJ20452 (FLJ20452), mRNA 


NM 017825 


Homo sapiens hypothetical protein FLJ20446 (FLJ20446), mRNA 


NM 017824 


Homo sapiens hypothetical protein FLJ20445 (FLJ20445), mRNA 


NM 017819 


Homo sapiens hypothetical protein FLJ20432 (FLJ20432), mRNA 


NM 017817 


Homo sapiens hypothetical protein FLJ20429 (FLJ20429), mRNA 


NM_017816 


Homo sapiens hypothetical protein FLJ20425 (FLJ20425), mRNA 


NM 017814 


Homo sapiens hypothetical protein FLJ20422 (FLJ20422), mRNA 


NM_017813 


Homo sapiens hypothetical protein FLJ20421 (FLJ20421), mRNA 


NM 017812 


Homo sapiens hypothetical protein FLJ20420 (FU20420), mRNA 


NM 017808 


Homo sapiens hypothetical protein FLJ20413 (FO20413), mRNA 


NM 017805 


Homo sapiens hypothetical protein FLJ20401 (FLJ20401), mRNA 


NM 017803 


Homo sapiens hypothetical protein FLJ20399 (FLJ20399), mRNA 


NM 017801 


Homo sapiens hypothetical protein FLJ20396 (FLJ20396), mRNA 


NM 017799 


Homo sapiens hypothetical protein FLJ20392 (FU20392), mRNA 


NM 017793 


Homo sapiens hypothetical protein FLJ20374 (FLJ20374), mRNA 


NM 017791 


Homo sapiens hypothetical protein FLJ20371 (FLJ20371), mRNA 


NM 017787 


Homo sapiens hypothetical protein FLJ20154 (FLJ20154), mRNA 


NM 017782 


Homo sapiens hypothetical protein FLJ20360 (FLJ20360), mRNA 


NM 017781 


Homo sapiens hypothetical protein FLJ20359 (FLJ20359), mRNA 


NM 017779 


Homo sapiens hypothetical protein FLJ20354 (FLJ20354), mRNA 


NM 017777 


Homo sapiens hypothetical protein FLJ20345 (FLJ20345), mRNA 


NM 017776 


Homo sapiens hypothetical protein FLJ20344 (FLJ20344), mRNA 


NM 017773 


Homo sapiens hypothetical protein FLJ20340 (FLJ20340), mRNA 


NM 017769 


Homo sapiens hypothetical protein FLJ20333 (FLJ20333), mRNA 


NM 017767 


Homo sapiens hypothetical protein FLJ20327 (FLF20327), mRNA 


NM 017766 


Homo sapiens hypothetical protein FLJ20321 (FLJ20321), mRNA 


NM 017765 


Homo sapiens hypothetical protein FLJ20320 (FLJ20320), mRNA 


NM 017763 


Homo sapiens hypothetical protein FLJ203 15 (FU20315), mRNA 
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NM 017761 


Homo sapiens hypothetical protein FLJ20312 (FU20312), mRNA 


NM 017760 


Homo sapiens hypothetical protein FLJ203 1 1 (FU2031 1), mRNA 


NM 017755 


Homo sapiens hypothetical protein FLJ20303 (FU20303), mRNA 


NM 017752 


Homo sapiens hypothetical protein FLJ20298 (FLJ20298), mRNA 


NM 017750 


Homo sapiens hypothetical protein FLJ20296 (FU20296), mRNA 


NM 017746 


Homo sapiens hypothetical protein FLJ20287 (FLJ20287), mRNA 


NM 017745 


Homo sapiens hypothetical protein FU20285 (FTJ20285), mRNA 1 


NM 017742 


Homo sapiens hypothetical protein FLJ20281 (FLJ20281), mRNA 


NM 017741 


Homo sapiens hypothetical protein FU20280 (FLJ20280), mRNA 


NM 01773? 


Homo sapiens O-hnked mannose betal,2-N-acetylglucosaininyltransferase 
(FLJ20277), mRNA 


NM 017737 


Homo sapiens hypothetical protein FLJ20275 (FLJ20275), mRNA 


NM 017729 


Homo sapiens hypothetical protein FLJ20258 (FLJ20258), mRNA 


NM 017728 


Homo sapiens hypothetical protein FU20255 (FLJ20255), mRNA 


NM 017727 


Homo sapiens hypothetical protein FLF20254 (FLJ20254), mRNA 


NM 017724 


Homo sapiens leucine rich repeat (in FLU) interacting protein 2 (LRRFIP2), 
mRNA 


NM 017721 


Homo sapiens hypothetical protein FLJ20241 (FLJ20241), mRNA 


NM 017713 


Homo sapiens hypothetical protein FLJ2021 1 (FLJ2021 1), mRNA 


NM 017712 


Homo sapiens hypothetical protein FU20208 (FLJ20208), mRNA 


NM 017710 


Homo sapiens hypothetical protein FLJ20203 (FLJ20203), mRNA 


NM 017708 


Homo sapiens hypothetical protein FU20200 (FLJ20200), mRNA 


NM 017707 


Homo sapiens hypothetical protein FLJ20199 (FLJ20199), mRNA 


NM 017706 


Homo sapiens hypothetical protein FLJ20195 (FLJ20195), mRNA 


NM_017705 


Homo sapiens hypothetical protein FU20190 (FLJ20190) mRNA 


NM 017703 


Homo sapiens hypothetical protein FLJ20188 (FLJ20188), mRNA 


NM 017702 


Homo sapiens hypothetical protein FU201 86 (FLJ20186), mRNA 


NM 017700 


Homo sapiens hypothetical protein FLJ20 1 84 (FLJ20 1 84), mRNA 


NM 017696 


Homo sapiens hypothetical protein FLJ20170 (FLJ20170), mRNA 


NM 017694 


Homo sapiens hypothetical protein FLJ20160 (FLJ20160), mRNA 


NM 017693 


Homo sapiens hypothetical protein FLJ20159 (FLJ20159), mRNA 


NM 017691 


Homo sapiens hypothetical protem FLJ201 56 (FLJ20156), mRNA 


NM_017689 


Homo sapiens hypothetical protein FLJ20151 (FLJ20151), mRNA 


NM 017688 


Homo sapiens hypothetical protein FLJ20150 (FLJ20150), mRNA 


NM_017685 


Homo sapiens hypothetical protein FLJ20139 (FLJ20139), mRNA 


NM 017684 


Homo sapiens hypothetical protein FU20136 (FU20136), mRNA 


NM 017682 


Homo sapiens hypothetical protein FLJ20132 (FLJ20132), mRNA 


NM 017681 


Homo sapiens hypothetical protein FLJ20130 (FU20130), mRNA 


NM 017679 


Homo sapiens hypothetical protein FLJ20128 (FLJ20128), mRNA 


NM 017674 


Homo sapiens hypothetical protein FLJ20 123 (FLJ20 123), mRNA ! 


NM 017664 


Homo sapiens hypothetical protein FLJ20093 (FLJ20093), mRNA 


NM 017661 


Homo sapiens hypothetical protein FLJ20086 (FU20086), mRNA 


NM_0 17660 


Homo sapiens hypothetical protein FU20085 (FLJ20085), mRNA 


NM 017658 


Homo sapiens hypothetical protein FLJ20081 (FU20081), mRNA 


NMJH7656 


Homo sapiens hypothetical protein FU20079 (FLJ20079), mRNA 


NM 017655 


Homo sapiens hypothetical protein FLJ20075 (FLJ20075), mRNA 


NM 017654 


Homo sapiens hypothetical protein FLJ20073 (FLJ20073), mRNA 


NM 017653 


Homo sapiens hypothetical protein FLJ20071 (FLJ20071), mRNA 


NM 017651 


Homo sapiens hypothetical protein FLJ20069 (FLJ20069), mRNA 


NM 017650 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 9 A 
(PPPlR9A),mRNA 


NM 017649 


Homo sapiens cyclin M2 (CNNM2), mRNA 
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"KTK At A1 1/ /( A 

NM 017644 


Homo sapiens hypothetical protein FLJ20059 (FLJ20059), mRNA 


NM 017643 


Homo sapiens hypothetical protein FU20055 (FLJ20055), mRNA 


NM 017639 


Homo sapiens hypothetical protein FLF20047 (FU20047), mRNA 


NM 017638 


Homo sapiens hypothetical protein FU20045 (FU20045), mRNA 


NM 017633 


Homo sapiens hypothetical protein FLJ20037 (FU20037), mRNA 


NM 017631 


Homo sapiens hypothetical protein FLF20035 (FLJ20035), mRNA 


NM 017630 


Homo sapiens hypothetical protein FLJ20034 (FLJ20034), mRNA 


NM 017627 


Homo sapiens hypothetical protein FU20030 (FLJ20030), mRNA 


NMJ) 17626 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 12 (DNAJB12) 
mRNA 


NM 017621 


Homo sapiens hypothetical protein FLJ20013 (FU20013), mRNA 


NM 017618 


Homo sapiens hypothetical protein FLJ20006 (FU20006), mRNA 


NM 017617 


Homo sapiens hypothetical protein FLF20005 (FU20005), mRNA 1 


NM 017615 


Homo sapiens hypothetical protein FLJ20003 (FLJ20003), mRNA 


NM 018394 


Homo sapiens hypothetical protein FIJI 1342 (FLJ1 1342), mRNA 


NM 018393 


Homo sapiens hypothetical protein FIJI 1336 (FLJ1 1336), mRNA 


NM 018391 


Homo sapiens hypothetical protein FIJI 1328 (FIJI 1328), mRNA 


NM 018389 


Homo sapiens GDP-fucose transporter 1 (FIJI 1320), mRNA 


NM 018388 


Homo sapiens hypothetical protein FIJI 1316 (FIJI 1316), mRNA 


NM 018386 


Homo sapiens hypothetical protein FIJI 1305 (FUl 1305), mRNA 


NM 018383 


Homo sapiens hypothetical protein FIJI 1294 (FIJI 1294), mRNA 


NMJ)18380 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 28 (DDX28) 
mRNA 


NM 018379 


Homo sapiens hypothetical protein FIJI 1280 (FIJI 1280), mRNA 


NM 018376 


Homo sapiens hypothetical protein FLJ1 1275 (FLJ1 1275), mRNA 


NM 018375 


Homo sapiens hypothetical protein FLJ1 1274 (FIJI 1274), mRNA 


NM 018374 


Homo sapiens hypothetical protein FLJ1 1273 (FIJI 1273), mRNA 


NM 018372 


Homo sapiens hypothetical protein FLJ1 1269 (FLJ1 1269), mRNA 


NM 018370 


Homo sapiens hypothetical protein FIJI 1259 (FLJ1 1259), mRNA 


NM 018366 


Homo sapiens hypothetical protem FLJ1 1230 (FIJI 1230), mRNA 


NM_018365 


Homo sapiens hypothetical protein FLJ1 1222 (FIJI 1222), mRNA 


NM 018360 


Homo sapiens hypothetical protem FLJ1 1 209 (FIJI 1209), mRNA 


NM 018359 


Homo sapiens hypothetical protein FLJ1 1200 (FU1 1200), mRNA 


NM 018357 


Homo sapiens hypothetical protein FIJI 1 196 (FIJI 1 196), mRNA 


NMJ) 18356 


Homo sapiens hypothetical protein FLJ1 1 193 (FLJ1 1 193), mRNA 


NM 018355 


Homo sapiens hypothetical protein FIJI 1191 (FIJI 1 191), mRNA 


NM. 018351 


Homo sapiens hypothetical protein FIJI 1 183 (FLJ1 1 183), mRNA 


NM 018350 


Homo sapiens hypothetical protein FLJ1 1181 (FLJ1 1181), mRNA 


NM 018349 


Homo sapiens hypothetical protein FLJ1 1 175 (FIJI 1 175), mRNA 


NM 018348 


Homo sapiens hypothetical protein FUl 1171 (FIJI 1 171), mRNA 


NM 018346 


Homo sapiens hypothetical protein FUl 1 164 (FLJ1 1 164), mRNA 


NM 018344 


Homo sapiens hypothetical protein FLJ1 1 160 (FLJ1 1 160), mRNA 


NM 018343 


Homo sapiens hypothetical protein FLJ1 1 159 (FIJI 1 159), mRNA 


NM 018342 


Homo sapiens hypothetical protein FIJI 1155 (FIJI 1 155), mRNA 


NM__018338 


Homo sapiens hypothetical protein FIJI 1 142 (FLJ1 1 142), mRNA 


NM 018335 


Homo sapiens hypothetical protein FUl 1 132 (FUl 1 132), mRNA 




Homo sapiens hypothetical protein FLJ1 1117 (FLJ1 1117), rnRNA 


NM 018328 


Homo sapiens hypothetical protein FLJ11113 (FU11113), mRNA 


NM 018326 


Homo sapiens hypothetical protein FUl 1 1 10 (FLJ1 1 1 10), mRNA 


NM 018324 


Homo sapiens hypothetical protein FUl 1 106 (FUl 1 106), mRNA 


NM_0 18323 


Homo sapiens hypothetical protein FUl 1 105 (FUl 1 105), mRNA 


NM_0 18321 


Homo sapiens hypothetical protein FUl 1 100 (FUl 1 100), mRNA 
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NM 018316 


Homo sapiens hypothetical protein FIJI 1078 (FU1 1078), mRNA 


NM 018314 


Homo sapiens hypothetical protein FIJI 1068 (FU1 1068), mRNA 


NM 018309 


Homo sapiens hypothetical protein FIJI 1046 (FLJ1 1046), mRNA 


NM 018308 


Homo sapiens hypothetical protein FIJI 1042 (FLJ1 1042), mRNA 


NM 018307 


Homo sapiens hypothetical protein FIJI 1040 (FLJ1 1040), mRNA 


NM 018306 


Homo sapiens hypothetical protein FIJI 1036 (FLJ1 1036), mRNA 


NM 018304 


Homo sapiens hypothetical protein FIJI 1029 (FIJI 1029), mRNA 


NM 018302 


Homo sapiens hypothetical protein FIJI 1017 (FLJ1 1017), mRNA 


NM 018299 


Homo sapiens hypothetical protein FIJI 101 1 (FLJ1 101 1), mRNA 


NM 018297 


Homo sapiens peptide:N-glycanase similar to yeast PNG1 (FIJI 1005), mRNA 


NM 018296 


Homo sapiens hypothetical protein FIJI 1004 (FLJ1 1004), mRNA 


NM 018294 


Homo sapiens hypothetical protein FIJI 0998 (FLJ10998), mRNA 


NM 018292 


Homo sapiens hypothetical protein FLJ10989 (FLJ10989), mRNA 


NM 018289 


Homo sapiens hypothetical protein FU10979 (FU10979), mRNA 


NM 018288 


Homo sapiens hypothetical protein FIJI 0975 (FIJI 0975), mRNA 


NM 018279 


Homo sapiens hypothetical protein FLJ10936 (FLJ10936), mRNA 


NM 018275 


Homo sapiens hypothetical protein FLJ10925 (FLJ10925), mRNA 


NM 018271 


Homo sapiens hypothetical protein FLJ10916 (FU10916), mRNA 


NM 018264 


Homo sapiens hypothetical protein FLJ10900 (FLJ10900), mRNA 


NM 018261 


Homo sapiens Sec3-like (SEC3), mRNA 


NM 018260 


Homo sapiens hypothetical protein FLJ10891 (FLJ10891), mRNA 


NM 018259 


Homo sapiens hypothetical protein FLJ10890 (FLJ 10890), mRNA 


NM 018250 


Homo sapiens hypothetical protein FU10871 (FLJ10871), mRNA 


NM 018248 


Homo sapiens hypothetical protein FLJ10858 (FLJ10858), mRNA 


NM 018247 


Homo sapiens hypothetical protein FLJ10856 (FLJ10856), mRNA 


NM 018246 


Homo sapiens hypothetical protein FLJ10853 (FU10853), mRNA 


NMJH8243 


Homo sapiens hypothetical protein FIJI 0849 (FLJ10849), mRNA 


NMJ) 18238 


Homo sapiens hypothetical protein FLJ10842 (FLJ10842), mRNA 


NM 018235 


Homo sapiens hypothetical protein FLJ10830 (FLJ10830), mRNA 


NM 018234 


Homo sapiens hypothetical protein FIJI 0829 (FIJI 0829), mRNA 


NM 018231 


Homo sapiens hypothetical protein FLJ10815 (FLJ10815), mRNA 


NM 018229 


Homo sapiens hypothetical protein FIJI 08 13 (FLJ10813), mRNA 


NM 018228 


Homo sapiens hypothetical protein FLJ1081 1 (FLJ1081 1), mRNA 


NM 018227 


Homo sapiens hypothetical protein FLJ10808 (FLJ10808), mRNA 


NM 018224 


Homo sapiens hypothetical protein FLJ10803 (FLJ10803), mRNA 


NM_018222 


Homo sapiens parvin, alpha (PARVA), mRNA 


NM 018221 


Homo sapiens chromosome 2 open reading frame 6 (C2orf6), mRNA 


NM 018216 


Homo sapiens hypothetical protein FLJ10782 (FLJ10782), mRNA 


NM 018215 


Homo sapiens hypothetical protein FLJ10781 (FLJ10781), mRNA 


NM018214 


Homo sapiens LAP (leucine-rich repeats and PDZ) and no PDZ protein (LANO), 
mRNA 


NMJH8210 ! 


Homo sapiens hypothetical protein FLJ10769 (FLJ10769), mRNA 


NM 018208 


Homo sapiens hypothetical protein FLJ10761 (FLJ10761), mRNA 


NM 018203 


Homo sapiens hypothetical protein FU10748 (FIJI 0748), mRNA 


NM 018201 


Homo sapiens hypothetical protein FLJ10743 (FLJ10743), mRNA 


NM 018199 


Homo sapiens hypothetical protein FLJ10738 (FLJ10738), mRNA 


NM 018198 


Homo sapiens hypothetical protein FLJ 1073 7 (FLJ10737), mRNA 


NM 018196 


Homo sapiens epsilon-trimethyllysine hydroxylase (FLJ 10727), mRNA 


NM 018195 


Homo sapiens hypothetical protein FLJ10726 (FLJ10726), mRNA 


NM 018190 


Homo sapiens hypothetical protein FLJ10715 (FU10715), mRNA 


NM 018189 


Homo sapiens hypothetical protein FU10713 (FLJ10713), mRNA 
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NM 018183 


Homo sapiens hypothetical protein FLJ10701 (FLJ10701), mRNA 


NM 018182 


Homo sapiens hypothetical protein FLF10700 (FLJ10700), mRNA 


NM 018181 


Homo sapiens hypothetical protein FU10697 (FIJI 0697), mRNA 


NM 018176 


Homo sapiens hypothetical protein FLJ10675 (FU10675), mRNA 


NM 018174 


Homo sapiens chromosome 19 open reading frame 5 (C19orf5) mRNA 


NM 018173 


Homo sapiens hypothetical protein FLJ10665 (FLJ10665), mRNA 


NM 018172 


Homo sapiens hypothetical protein FU10661 (FU10661), mRNA 


NM 018170 


Homo sapiens hypothetical protein FLJ10656 (FLJ10656), mRNA 


NM 018168 


Homo sapiens hypothetical protein FLJ10650 (FLJ10650), mRNA , 


NM 018167 


Homo sapiens hypothetical protein FLJ10648 (FIJI 0648), mRNA 


NM 018166 


Homo sapiens hypothetical protein FLJ10647 (FU10647), mRNA 


NM 018163 


Homo sapiens hypothetical protein FU10634 (FLJ10634), mRNA 


NM 018157 


Homo sapiens hypothetical protein FU10620 (FLJ10620), mRNA I 


NM 018156 


Homo sapiens hypothetical protein FLJ10619 (FLJ10619), mRNA 


NM 018155 


Homo sapiens hypothetical protein FU10618 (FLJ10618), mRNA 


NM 018154 


Homo sapiens hypothetical protein FLJ10604 (FU10604), mRNA 


NM 018150 


Homo sapiens hypothetical protein FLJ10597 (FU10597), mRNA 


NM 018149 


Homo sapiens hypothetical protein FLJ10587 (FLJ10587), mRNA 


NM 018148 


Homo sapiens hypothetical protein FU10583 (FLJ10583), mRNA 


NM 018146 


Homo sapiens hypothetical protein FLJ10581 (FLJ10581), mRNA 


NM 018145 


Homo sapiens hypothetical protein FLJ10579 (FLJ10579), mRNA 


NM 018143 


Homo sapiens hypothetical protein FLJ10572 (FLJ10572), mRNA 


NM 018140 


Homo sapiens hypothetical protein FU10565 (FLJ10565), mRNA 


NM 018139 


Homo sapiens hypothetical protein FU10563 (FU10563), mRNA 


NM 018138 


Homo sapiens hypothetical protein FLJ10560 (FLJ10560), mRNA 


NM_018132 


Homo sapiens hypothetical protein FU10545 (FIJI 0545) mRNA 


NM 018130 


Homo sapiens hypothetical protein FLJ10539 (FIJI 0539), mRNA 


NM 018129 


Homo sapiens hypothetical protein FLJ10535 (FIJI 0535), mRNA 


NM 018128 


Homo sapiens hypothetical protem FLJ10534 (FLJ10534), mRNA 


NM 018126 


Homo sapiens hypothetical protein FLJ10525 (FIJ10525), mRNA 


NM 018125 


Homo sapiens hypothetical protein FLJ10521 (FLJ10521), mRNA 


NM 018121 


Homo sapiens hypothetical protein FLJ10512 (FLJ10512), mRNA 


NM 018118 


Homo sapiens hypothetical protein FLJ10508 (FLJ10508), mRNA 


NM 018115 


Homo sapiens hypothetical protein FLJ 10498 (FLJ10498), mRNA 


NM 018113 


Homo sapiens lipocalin-interacting membrane receptor (LIMR), mRNA 


NM. 018111 


Homo sapiens hypothetical protein FLJ10490 (FLJ10490), mRNA 


NM 018110 


Homo sapiens hypothetical protein FLJ10488 (FLJ10488), mRNA 


NM 018109 


Homo sapiens hypothetical protein FLJ10486 (FLJ10486), mRNA 


NM 018108 


Homo sapiens hypothetical protein FLJ10483 (FU10483), mRNA 


NM 018105 


Homo sapiens hypothetical protein FLJ10477 (FLJ10477), mRNA 


NM 018104 


Homo sapiens hypothetical protein FLJ10474 (FIJI 0474), mRNA 


NM 018096 


Homo sapiens hypothetical protein similar to beta-transducin family (FIJI 0458) 
mRNA ' 


NM 018095 


Homo sapiens hypothetical protein FLJ10450 (FLJ10450), mRNA 


NM^O 18089 


Homo sapiens hypothetical protein FLJ10415 (FU10415), mRNA 


JNM Ulo088 


Homo sapiens hypothetical protein FLJ10408 (FLJ10408), mRNA 


NM 018084 


Homo sapiens hypothetical protein FLJ10392 (FLJ10392), mRNA 


NM 018083 


Homo sapiens zinc finger protein 358 (ZNF358), mRNA 


NM 018082 


Homo sapiens hypothetical protein FLJ10388 (FLJ10388), mRNA 


NM 018081 


Homo sapiens hypothetical protein FLJ10385 (FLJ10385), mRNA 


NM 018080 


Homo sapiens hypothetical protein FLJ10381 (FLJ10381), mRNA 
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NM 018077 


Homo sapiens hypothetical protein FLJ10377 (FIJI 0377), mRNA 


NM 018071 


Homo sapiens hypothetical protein FIJI 0357 (FIJI 0357), mRNA 


NMJH8068 


Homo sapiens likely ortholog of mouse piwi like homolog 1 (Drosophila)-like 
(FU10351),mRNA 


NM 018067 


Homo sapiens hypothetical protein FLJ10350 (FLJ10350), mRNA 


NM 018066 


Homo sapiens hypothetical protein FLJ10349 (FLJ10349), mRNA 


NM 018065 


Homo sapiens hypothetical protein FLJ10346 (FU10346), mRNA 


NM 018061 


Homo sapiens hypothetical protein FLJ10330 (FLJ10330), mRNA 


NM 018056 


Homo sapiens hypothetical protein FLJ10315 (FLJ10315), mRNA 


NM 018055 


Homo sapiens hypothetical protein FLJ10314 (FLF10314), mRNA 


NM 018048 


Homo sapiens hypothetical protein FLJ10292 (FU10292), mRNA 


NM 018045 


Homo sapiens hypothetical protein FLJ10276 (FLJ10276), mRNA 


NM 018042 


Homo sapiens hypothetical protein FLJ10260 (FIJI 0260), mRNA 


NM 018037 


Homo sapiens hypothetical protein FIJI 0244 (FLJ10244), mRNA 


NM 018036 


Homo sapiens hypothetical protein FL J 10242 (FLJ1 0242), mRNA 


NM 018029 


Homo sapiens hypothetical protein FLJ10213 (FU10213), mRNA 


NM 018027 


Homo sapiens hypothetical protein FLJ10210 (FLJ10210), mRNA 


NM 018024 


Homo sapiens hypothetical protein FIJI 0204 (FLJ10204), mRNA 


NM 018022 


Homo sapiens hypothetical protein FLT10199 (FLJ10199), mRNA 


NM 018017 


Homo sapiens hypothetical protein FLJ10188 (FLJ10188), mRNA 


NM018014 


Homo sapiens B-cell CLL/lymphoma 1 1 A (zinc finger protein) (BCL1 1 A), 
mRNA 


NM 018013 


Homo sapiens hypothetical protein FLJ10159 (FLJ10159), mRNA 


NM 018012 


Homo sapiens hypothetical protein FLJ10157 (FLJ10157), mRNA 


NM 018005 


Homo sapiens hypothetical protein FLJ10139 (FLJ10139), mRNA 


NM 017998 


Homo sapiens hypothetical protein FLJ101 10 (FLJ101 10), mRNA 


NM 017996 


Homo sapiens hypothetical protein FLJ10103 (FLJ10103), mRNA 


NM 017986 


Homo sapiens hypothetical protein FLJ10060 (FLJ10060), mRNA 


NM 017985 


Homo sapiens hypothetical protein FLJ10058 (FLJ10058), mRNA 


NM 017984 


Homo sapiens hypothetical protein FIJI 0057 (FU10057), mRNA 


NM 017983 


Homo sapiens hypothetical protein FIJI 0055 (FLJ10055), mRNA 


NMJH7982 


Homo sapiens hypothetical protein FIJI 0052 (FLJ10052), mRNA 


NM_017980 


Homo sapiens hypothetical protein FIJI 0044 (FLJ10044), mRNA 


NM 017977 


Homo sapiens hypothetical protein FIJI 0040 (FLJ10040), mRNA 


NM 017974 


Homo sapiens hypothetical protein FU10035 (FU10035), mRNA 


NM__018410 


Homo sapiens hypothetical protein DKFZp762E1312 (DKFZp762E1312), 
mRNA 


NMJH8423 


Homo sapiens hypothetical protein DKFZp761P1010 (DKFZp761P1010), 
mRNA 


NM 017597 


Homo sapiens hypothetical protein DKFZp761K1824 (DKFZp761K1824), 
mRNA 


NMJU8422 


Homo sapiens hypothetical protein DKFZp761K1423 (DKFZp761K1423), 
mRNA 


NMJU8421 


Homo sapiens hypothetical protein DKFZp761D1823 (DKFZp761D1823), 
mRNA 


NM 017599 


Homo sapiens transmembrane protein vezatin (VEZATTN), mRNA 


NMJU7594 


Homo sapiens hypothetical protein DKFZp761C07121 (DKFZp761C07121), 
mRNA 


NM 017535 


Homo sapiens hypothetical protein DKFZp566H0824 (DKFZp566H0824), 
mRNA 


NMJH8705 


Homo sapiens hypothetical protein DKFZp547G183 (DKFZp547G183) f mRNA 


NM 017604 


Homo sapiens KIAA1023 protein (KIAA1023), mRNA 
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NM_017559 


Homo sapiens hypothetical protem DKFZp434H2215 (DKFZp434H2215) 
mRNA h 


NM_017598 


Honwsapiens hypothetical protein DKJFZp434C0923 (DKFZp434C0923), 


NM 017577 
NM 014612 


Homo sapiens hypothetical nrotein DlCF7n4^4Pn^?a (T\\m r 7*Ai AnM^vs 
Homo sapiens C9orfl0 protein (C9orfl0), mRNA 


NM 018460 
NM 018459 
NM 018451 
NM 018450 


Homo sapiens uncharacterized bone marrow protein BM046 (BM046) mRNA 
Homo sapiens uncharacterized bone marrow protein BM045 (BM045) mRNA 
Homo sapiens centrosomal P4 1-n<3Qnf»iat#*H m-r»+*»-J-M /tdad\ -^tdxta 


NM 018674 
NMJH7435 

NM 016848 
NM 017432 


Homo sapiens uncharacterized bone marrow protein BM029 (BM029) mRNA 

Homo sapiens putative acid-sensing ion channel (ASIC4), mRNA 

Homo sapiens solute earner family 21 (organic anion transporter), member 14 

Homo sapiens neuronal She (SHC3), mRNA 


NM 016953 
NM 013242 

NM 016267 


Homo sapiens prostate tumor over expressed gene 1 (PTOV1) mRNA 
Homo sapiens phosphodiesterase 1 1 A (PDE1 1A), mRNA 
Homo sapiens similar to mouse Glt3 or D. malanogaster transcription factor EQB 
(AF093680), mRNA 


NMJH5859 

NM 016271 
NM 016584 
NM 016329 
NM 016337 
NM 016146 
NM 016145 
NM 016144 


Homo sapiens TONDU (TONDU), mRNA 

Homo sapiens general transcription factor HA, 1 (37kD and 19kD subunits) 

(GTF2A1), mRNA 1 

Homo sapiens STRIN protein (STRJN), mRNA 

Homo sapiens mterleukin 23, alpha subunitpl9 (IL23A), mRNA 

Homo sapiens RU1 (RU1), mRNA 

Homo sapiens RNB6 (RNB6), mRNA 

Homo sapiens PTD009 protein (FTD009), mRNA 

Homo sapiens PTD008 protein (PTD008), mRNA 

Homo sapiens PTD002 protein (PTD002), mRNA 


NM 016147 
NM 016445 
NM 016170 
NM 016132 
NM 016586 
NM 016547 
NM 016530 
NMJH6442 

NM 016438 


Homo sapiens protein phosphatase methylesterase-1 (PME-1) mRNA 
Homo sapiens pleckstrin 2 (mouse) homolog (TLEK2), mRNA 
Homo sapiens NCX protein (NCX), mRNA 
j-xwiiiw oapi^iia myelin gene expression iactor Z (JVl.br -2), mRNA 
Homo sapiens MBIP protein (MBIP), mRNA 

Homo sapiens calcium binding protein Cab45 precursor (Cab45) mRNA 
Homo sapiens RAB-8b protein (LOC51762), mRNA 
Homo sapiens type 1 tumor necrosis factor receptor shedding aminopeptidase 
regulator (ARTS-1), mRNA 


NM 016340 


Homo sapiens CLST 11240 protein (CLST11240), mRNA 

Homo sapiens rap guanine nucleotide exchange factor (RA-GEF-2) mRNA 


NMJU6306 ! 
NM_ 016292 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 1 1 (DNAJBl 1) 
mRNA v u ' 

Homo sapiens heat shock protein 75 (TRAP1), mRNA 


NM 016248 
NMJU6207 


Axumv/ dapicnj> r\. Kinase (rKjsj\j anchor protem 1 1 (AJKAP1 1) mRNA 
Homo sapiens cleavage and polyadenylation specific factor 3, 73kD subunit 
(CPSF3),mRNA 


NM 016163 

X l J.TJL V/ A. \J X \JmJ 


norao sapiens vesicle transport-related protein (RA410), mRNA 


NM 016106 


Homo sapiens vesicle transport-related protein (RA410), mRNA 


NM 016081 
NM 015934 


Homo sapiens palladin (KIAA0992), mRNA 


NM 015925 


Homo sapiens nucleolar protein NOP5/NOP58 (NOP5/NOP58) mRNA 
Homo sapiens liver-specific bHLH-Zip transcription factor (LISCH7) mRNA 


NM 015878 j 


Homo sapiens ornithine decarboxylase antizyme inhibitor (OAZTN) mRNA 
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NM 016284 
NM 016645 
NM 016631 
NM_0 16576 

NM 016501 
NM 016500 
NM 016487 
NM 01MRO 


Homo sapiens KIAA1007 protein (KIAA1007), mRNA 
Homo sapiens mesenchymal stem cell protein DSC92 (NEUGRINT* mRNA 
Homo sapiens chromosome 21 open reading framf (r?lnrf6tt mPNA 
iiomo sapiens GMPR2 for guanosine monophosphate reductase isolos 
(LOC51292),mRNA g 
Homo sapiens hypothetical protein FLJ10597 (FU10597) mRNA 
Homo sapiens hypothetical protein (LOC5 1260), mRNA 
Homo sapiens HSPC230 gene (HSPC230). mRNA 


NM 016433 
NM 016369 
NM 016359 

1N1V1_U 1 OZhO 


Homo sapiens PABP-interacting protein 2 (PAIP2), mRNA 

Homo sapiens glycolipid transfer protein fGLTP) mRNA 

Homo sapiens claudin 1 8 (CLDN1 8), mRNA 

Homo sapiens nucleolar protein ANKT(ANKT) mRNA 

Homo sapiens retinal short-chain dehydrogenase/reductase retSDR3 

(LOC51 171), mRNA 


NMJ)16186 
NM 016180 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 10 (SERPINA10) mRNA 
Homo sapiens A1M-1 protein (MATP), mRNA 

Homo sapiens calcium binding protein Cab45 precursor (Cab45) mRNA 


NM 016174 
NM 016131 
NMJH6031 

NM 015955 


Homo sapiens cerebral cell adhesion molecule (LOC5 1 148) mRNA 
Homo sapiens RAB10, member RAS oncogene family (RAB10), mRNA 
Homo sapiens elongation of very long chain fatty acids (FENl/Elo2 SUR4/Elo3 
yeast)-like 1 (ELOVL1), mRNA 

Homo sapiens C21orfl9-like protein (LOC51072) mRNA — 


NM 015931 
NMJH5879 

NM 016368 
NM 016488 
NM 016478 
NM 016463 
NM 016410 
NM 016406 


Homo sapiens fls485 (LOC5 1066), mRNA 

Homo sapiens sialyltransferase 8C (alpha2,3Galbetal,4GlcNAcalpha 2 8- 
sialyltransferase) (SIAT8C), mRNA 

womo sapiens myo-inositol i -phosphate synthase Al (ISYNA1) mRNA 

Homo sapiens hypothetical protein (HSPC232), mRNA 

Homo sapiens hypothetical protein (HSPC216) mRNA 

Homo sapiens hypothetical protein (HSPC195), mRNA 

Homo sapiens hypothetical protein HSPC177 (HSPC177). mRNA 

Homo sapiens hypothetical protein (HSPC155), mRNA 


NM 016401 
NM 016400 

NM 016391 
NM 015933 
NM 015932 
NMJH6172 


Homo sapiens hypothetical protein (HSPC138), mRNA 
Homo sapiens Huntingtin interacting protein K (HYPK) mRNA 
Homo sapiens hypothetical protein (HSPC129), mRNA 
Homo sapiens hypothetical protein (HSPC1 1 1), mRNA 
Homo sapiens hypothetical protein (HSPC016), mRNA 
Homo sapiens hypothetical nrotein fHSPrnizn m pwA 

Homo sapiens putative glioblastoma cell differentiation-related (GDBR1) " 
mRNA 


NMJH6194 

NM_016196 
NM 016553 


Homo sapiens guanine nucleotide binding protein (G protein), beta 5 (GNB5) 
mRNA " 

Homo sapiens KIAA0682 gene product (KIAA0682) mRNA 
Homo sapiens nucleoporin 62kD (NTTPfi?) mRNA 


NM_016195 
NM J) 16550 

NM 016623 ; 
NM 016237 ] 
NM 016108 J 


Homo sapiens M-phase phosphoprotein 1 (MPHOSPH1), mRNA 
Homo sapiens HeLa cyclm-dependent kinase 2 interacting protein (CINP) 
mRNA " 

lomo sapiens hypothetical protein (BM-009), mRNA 

Homo sapiens anaphase promoting complex subunit 5 (ANAPC5) mRNA 


NM_ 014886 ] 
NM 014035 ] 


homo sapiens androgen induced protein (AIG-1), mRNA 
iomo sapiens hypothetical protein (YR-29), mRNA 
iomo sapiens SBBI31 protein (SBBI31), mRNA 
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XTA K A 1 A O O 

MM 014868 


Homo sapiens ring finger protein 10 (KNF10), mRNA 


X7X /f A1 >inno 

MM 014092 


Homo sapiens PR01575 protein (PR01575), mRNA 


"VTA if A 1 A t 1 O 

MM 014138 


Homo sapiens PRO0659 protein (PRO0659), mRNA 


XTX /f A1 iinr 

MM 014135 


Homo sapiens PRO0641 protein 0PRO0641), mRNA 


MM 014134 


Homo sapiens PRO0628 protein (PRO0628), mRNA 


X.TA /f A 1 A 1 1 n 

MM 014133 


Homo sapiens PRO061 8 protein (PRO0618), mRNA 


MM 0140/6 


Homo sapiens PRO061 1 protein (PRO061 1), mRNA 


MM U 140/4 


Homo sapiens PRO0529 protein (PRO0529), mRNA 


XTN A A 1 A 1 O A 

MM 014129 


Homo sapiens PRO0478 protein (PRO0478), mRNA 


INM 014120 


Homo sapiens PRO0365 protein (PRO0365), mRNA 


XTA X A 1 A 1 1 >1 

MM 014124 


Homo sapiens PRO0255 protein (PRO0255), mRNA 


XTA >T A 1 A 1 1 1 

MM 014121 


Homo sapiens PRO0233 protein (PRO0233), mRNA 


MM 014120 


Homo sapiens PRO02 14 protein (PRO02 14), mRNA 


"MA/f AT /1 1 1 o 

MM 01411© 


Homo sapiens PRO0159 protein (PRO0159), mRNA 


XTX/T A 1 A 1 1 *7 


Homo sapiens PRO0149 protein (PRO0149), mRNA 


XTA/f A 1 /i i 1 zr 
MM 014116 


Homo sapiens PRO0132 protein (PRO0132), mRNA 


XTA/T A1 Z1£A 

MM 013364 


Homo sapiens MD-2 protein (MD-2), mRNA 


XTX if A1 A f\<*tf\ 

MM 014020 


Homo sapiens LR8 protein (LR8), mRNA 


XTX K A 1 >1 r\ o 1 

MM 014931 


Homo sapiens KIAA1 115 protein (KIAA1 115), mRNA 


NM 014901 


Homo sapiens KIAA1 100 protein (KIAA1 100), mRNA 


XTX if A 1 A f\t\ o 

NM 014908 


Homo sapiens KIAA1094 protein (KIAA1094), mRNA 


XTX At Ai i r\f\ 

NM 014906 


Homo sapiens KIAA1072 protein (KIAA1072), mRNA 


NM 014932 


Homo sapiens neuroligin 1 (NLGN1), mRNA 


NM 014894 


Homo sapiens KIAA1056 protein (KIAA1056), mRNA 


XTX if AI AC\C4T 

NM 014956 


Homo sapiens KIAA1 052 protein (KIAA1 052), mRNA 


NM 014928 


Homo sapiens KIAA1046 protein (KJAA1046), mRNA 


XTX AT f\"l An/\i"\ 

NM 014909 


Homo sapiens KIAA1036 protein (K1AA1036), mRNA 


XTTV X A 1 A A A 

MM 014939 


Homo sapiens KIAA1012 protein (KIAA1012), mRNA 


NM 014895 


Homo sapiens KIAA1009 protein (KIAA1009), mRNA 


XTX iT A 1 A A <T A 

NM 014960 


Homo sapiens KIAA1001 protein (KIAA1001), mRNA 


XTXVT A1 yl nr A 

MM 014950 


Homo sapiens KIAA0997 protein (KIAA0997), mRNA 


XIX if A1 A AO /I 

NM 014934 


Homo sapiens zinc-finger protein DZ1P1 (DZIPl). mRNA 


X fX iT A1 >IA'n 

MM 014023 


Homo sapiens KIAA0982 protein (K1AA0982), mRNA — 


XTNvf A \A AAA 

MM 014VOO 


Homo sapiens KIAA0977 protein (KIAA0977), mRNA 


XTTV /f ai yinon 

MM 014929 


Homo sapiens KIAA0971 protein (KIAA0971), mRNA 


NM 014935 


Homo sapiens phosphomositol 3 -phosphate-binding protein-2 (PEPP3) mRNA 


XTTV AT AI ^ ATT 

NM 014937 


Homo sapiens Sac domain-containing inositol phosphatase 2 (SAC2) mRNA 


XTX T A1 /IAA^ 

NM 014902 


Homo sapiens KIAA0964 protein (KIAA0964), mRNA 


XIX iT A1 ilOAO 

NM 014898 


Homo sapiens KIAA0961 protein (KIAA0961), mRNA 


NM 014942 


Homo sapiens ankynn repeat domain 6 (ANKRD6), mRNA 


NM_014959 


Homo sapiens tumor up-regulated CARD-containing antagonist of caspase nine 
(TUCAN1, mRNA 


NM 014952 


Homo sapiens KIAA0945 protein (KIAA0945) mRNA 


\ti jr r\ -\ a r\r\ a 

NM 014904 


Homo sapiens KIAA0941 protein (Rabll-FIP2), mRNA 


NM 014903 


Homo sapiens KIAA0938 protein (KIAA0938) mRNA 


NM 014897 


Homo sapiens KIAA0924 protein (KIAA0924), mRNA 


NM 014883 


xiwiuu ^apacnb 14 gene product (K1AA0914), mRNA 


NM 014949 


Homo sapiens KIAA0907 protein (KIAA0907), mRNA 


NM 014896 


Homo sapiens KIAA0894 protein (KIAA0894), mRNA 


NM 014969 ] 


Homo sapiens KIAA0893 protein (KIAA0893), mRNA 


NM_014966 ] 
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Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 30 (DDX30), 
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XTA If A1 rnn 

NM 015377 
InMJ) 145/36 


Homo sapiens KIAA0889 protein (KIAA0889), mRNA 

Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 4 (putative 
function) (ENPP4), mRNA 


JNM U14y40 


Homo sapiens KIAA0872 protein (KIAA0872), mRNA 


JNM U 14^43 


Homo sapiens KIAA0854 protein (KIAA0854), mRNA 


JNM 014^26 


Homo sapiens KIAA0848 protein (KIAA0848), mRNA 


NM 014945 


Homo sapiens KIAA0843 protein (KIA A084'tt mPNA 


NM 014924 


Homo sapiens KIAA083 1 protein (KIAA083 1), mRNA 


JNM 014703 


Homo sapiens KIAA0800 gene product (KIAA0800), mRNA 


JNM 014650 


Homo sapiens KIAA0798 gene product (KIAA0798), mRNA 


JNM U 14660 


Homo sapiens KIAA0783 gene product (KIAA07831 mRNA 


JNM U14/26 

TvTA/f A1 /1/TOA 

JNM U 146^0 


Homo sapiens KIAA0775 gene product (KIAA0775). mRNA 


XT\ if f\i AQ(\C 

JNM U14oU5 


Homo sapiens KIAA0773 gene product (KIAA07731 mRNA 
Homo sapiens KIAA0766 gene product (KIAA0766), mRNA 


TvTA/f A 1 AQ<Q 

JNM U14ooy 


Homo sapiens KIAA0763 gene product (KIAA0763). mRNA 


NM 014804 


Homo sapiens KIAA0753 ^ene product (KIAA0753), mRNA 


JNM 014632 


Homo sapiens KIAA0750 gene product (KIAA0750), mRNA 


NM 014796 


Homo sapiens KIAA0748 gene product (KIAA0748), mRNA 


TWTX X A1 iln a 

NM 014719 


Homo sapiens KIAA0738 gene product (KIAA0738), mRNA 


NM 014828 


Homo sapiens KIAA0737 gene product (KIAA0737), mRNA 


NMJ) 14849 


Homo sapiens likely ortholog of mouse synaptic vesicle glycoprotein 2a (SV2) 
mRNA v h 


NM 014848 


Homo sapiens synaptic vesicle protein 2B homolog (SV2B), mRNA 


NM 014718 


Homo sapiens KIAA0726 gene product (KIAA0726), mRNA 


NM 014652 


Homo sapiens importm 13 (IMP13), mRNA 


NM_014867 


Homo sapiens KIAA071 1 gene product (KIAA071 1), mRNA 


JNM 014852 


Homo sapiens KIAA0682 gene product (KIAA0682). mRNA 


"\TTV AT A 1 /I /" 1 

JNM 014663 


Homo sapiens KIAA0677 gene product (KIAA0677) mRNA 


NM 014648 


Homo sapiens KIAA0675 gene product (KIAA0675). mRNA 


NM 014779 


Homo sapiens KIAA066Q o-pnp nm&int cvia a rt«o\ w -dxt a 
1WIAUUU7 gene prouuci ^iviA/VUooyj, TTlKJNA 


NM 014811 


Homo sapiens KIAA0649 gene product (KIAA0649), mRNA 


NM 014817 


11UiUU oapicno xvirt^vv/oHH gene proouct (JsJAAUo44), mRNA 


NMJ>15046 


Homo sapiens KIAA0625 protein (KIAA0625), mRNA 


INM 014694 


Homo sapiens KIAA0605 gene product (KIAA0605), mRNA 


NM 014832 
NMJ) 14749 


Homo sapiens KIAA0603 eene nroduct (1C1A AOtffm m i?MA 


NM 014668 
JNM 014709 


Homo sapiens KIAA0586 gene product (KIAA0586), mRNA 
Homo sapiens KIAA0575 gene product (KIAA0575), mRNA 


INM 014704 


Homo sapiens KIAA0570 gene product (KIAA0570), mRNA 
Homo sapiens KIAA0562 gene product (KIAA0562), mRNA 


XTIV/T A1 AHCkf\ 

INM 014790 

XTTV >T A 1 A To -l 

JNM 014731 


Homo sapiens KIAA0555 gene product (KIAA0555), mRNA 


XIX /T Al A n 

NM 014793 


Homo sapiens KIAA0552 gene product OOAA0552), mRNA 
Homo sapiens KIAA0547 eene product (KIAA0547), mRNA 


NM 014825 


Homo sapiens chromosome 21 open reading frame 108 (C21orfl08) mRNA 


NM 014840 


Homo sapiens KIAA0537 gene product (KIAA0537), mRNA 


NMJ) 14682 


Homo sapiens KIAA0535 eene product (KIAA0535), mRNA 


NM 014851 


Homo sapiens KIAA0469 f>ene product (KIAA0469), mRNA 


NMJ) 14638 


injiiiu &dpicii& s^Ltu\KjHD\j gene product (JSJLAA0450), mRNA 


NM 015556 j 


Homo sapiens KIAA0440 protein (KIAA0440), mRNA 


NM 014801 ] 
NM 014772 ] 
NM 014631 ] 
NM 014702 3 


Homo sapiens KIAA0435 eene product (KIAA0435), mRNA 
Homo sapiens KIAA0427 pene product (KIAA0427), mRNA 
Homo sapiens KIAA0418 eene product (KIAA0418), mRNA 
lomo sapiens KIAA0408 eene product (KIAA0408), mRNA 
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NM 014672 


Homo sapiens KIAA0391 gene product (KIAA0391), mRNA 


NM 014717 


Homo sapiens KIAA0390 gene product (KIAA0390), mRNA 


NM 014686 


Homo sapiens KIAA0355 gene product (KIAA0355), mRNA 


NM 014872 


Homo sapiens KIAA0354 gene product (KIAA0354), mRNA 


NM 014830 


Homo sapiens KIAA0352 gene product (KIAA0352\ mRNA 


NMJU4636 


Homo sapiens Ral guanine nucleotide exchange factor RalGPSl A 
(RALGPS1A), mRNA 


NM 014635 


Homo sapiens KIAA0336 gene product (KIAA0336), mRNA 


NM 014803 


Homo sapiens KIAA0335 gene product (KIAA0335), mRNA 


"KTH K f\ 1 A O A A 

NM 014844 


Homo sapiens KIAA0329 gene product (KIAA0329), mRNA 


NM 014821 


Homo sapiens KIAA0317 gene product (KIAA0317), mRNA " | 


XTA K A1 il /nn 

NM 014699 


Homo sapiens KIAA0296 gene product (KIAA0296), mRNA | 


"KTX if A 1 A i A 

NM 014742 


Homo sapiens KIAA0255 gene product (KIAA0255), mRNA | 


XTX Jf i\-t A T\ A 

NM 014734 


Homo sapiens KIAA0247 gene product (KIAA0247), mRNA 


NM 014760 


Homo sapiens KIAA02 1 8 gene product (KIAA02 1 8) mRNA 


NM 014735 


Homo sapiens KIAA02 1 5 gene product (KIAA02 1 5\ mRNA | 


NM 014630 


Homo sapiens KIAA021 1 gene product (KIAA021 1), mRNA | 


NM 014744 


Homo sapiens KIAA02 1 0 gene product (KIAA02 1 0), mRNA 


NM 014725 


Homo sapiens KIAA0 1 89 gene product (KIAA0 1 89) mRNA 


NM 014753 


Homo sapiens KIAA0 1 87 gene product (KIAA0 1 87), mRNA | 


NMJH4791 


Homo sapiens likely ortholog of maternal embryonic leucine zipper kinase 
(KIAA0175),mRNA | 


NM 014746 


Homo sapiens KIAA0 1 6 1 gene product (KIAA0 161), mRNA ' | 


NM 014633 


Homo sapiens KIAA0155 gene product (KIAA0155) mRNA 


NMJH4002 


Homo sapiens IKK-related kinase epsilon; inducible DcappaB kinase flKKE) 
mRNA 1 


NM 014847 


Homo sapiens KIAA0144 gene product (KIAA0144), mRNA 


NM 014773 


Homo sapiens KIAA0141 gene product (KIAA0141), mRNA 


NM 014649 


Homo sapiens K1AA0138 gene product (KIAA0138), mRNA 


NM 014792 


Homo sapiens K1AA0125 gene product (KIAA0125), mRNA 


\TH if /*\ •% i AAA 

NM 014999 


Homo sapiens KIAA01 18 protein (KIAA01 18), mRNA 


NM 014740 


Homo sapiens KIAA0 1 1 1 gene product (KIAA0 111), mRNA 


NM 014673 


Homo sapiens KIAA0103 gene product (KIAA0103), mRNA 


NM 014736 


Homo sapiens KIAA0101 gene product (KIAA0101), mRNA 


NM 014669 


Homo sapiens KIAA0095 gene product (KIAA0095), mRNA 


NM 014679 


Homo sapiens KIAA0092 gene product (KIAA0092), mRNA 


NM 014769 


Homo sapiens KIAA0087 gene product (KIAA0087), mRNA | 


NM 014877 


Homo sapiens helicase KIAA0054 (KIAA0054) mRNA 


NM 014716 


Homo sapiens centaurin, beta 1 (CENTB1), mRNA 


NMJH5361 


Homo sapiens R3H domain (binds single-stranded nucleic acids) containing 
(R3HDM), mRNA 


NM 014880 


Homo sapiens KIAA0022 gene product (KIAA0022), mRNA | 


NM 014878 


Homo sapiens KIAA0020 gene product CKIAA0020), mRNA | 


NM 014665 


Homo sapiens KIAA0014 gene product (KIAA0014) mRNA | 


NM 014671 


Homo sapiens ubiquitin-protein isopeptide ligase (E3) (KIAA0010), mRNA | 


NM 014637 


Homo sapiens KIAA0009 gene product OOAA0009), mRNA | 


NM 015384 


nomo sapiens lujnj protein (1DN3), mRNA 


NM^014188 


Homo sapiens HSPC1 82 protein (HSPC1 82), mRNA | 


NM_014187 


Homo sapiens HSPC171 protein (HSPC171), mRNA | 


NM_014182 


Homo sapiens HSPC160 protein (HSPC160), mRNA | 


NM_014178 


Homo sapiens HSPC156 protein (HSPC156), mRNA | 


NM 014177 


Homo sapiens HSPC154 protein (HSPC154), mRNA | 
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NM_014176 


Homo sapiens HSPC150 protein similar to ubiquitin-conjugating enzyme 
(HSPC150),mRNA 


NM 014173 


Homo sapiens HSPC142 protein (HSPC142), mRNA 


NM 014172 


Homo sapiens HSPC141 protein (HSPC141), mRNA 


NM 014171 


Homo sapiens postsynaptic protein CRIPT (CRIPT), mRNA 


NM 014169 


Homo sapiens HSPC134 protein (HSPC134), mRNA 


NM 014168 


Homo sapiens HSPC133 protein (HSPC133), mRNA 


NM 014167 


Homo sapiens HSPC128 protein (HSPC128), mRNA 


NM 014165 


Homo sapiens HSPC125 protein (HSPC125), mRNA 


NM 014163 


Homo sapiens HSPC073 protein (HSPC073), mRNA 


NM 014162 


Homo sapiens HSPC072 protein (HSPC072), mRNA 


NM 014159 


Homo sapiens Huntingtin interacting protein B (HYPB), mRNA 


NM 014158 


Homo sapiens HSPC067 protein (HSPC067), mRNA 


NM 014157 


Homo sapiens HSPC065 protein (HSPC065), mRNA 


NM 014152 


Homo sapiens HSPC054 protein (HSPC054), mRNA 


NM 014151 


Homo sapiens HSPC053 protein (HSPC053), mRNA 


NM 014148 


Homo sapiens HSPC048 protein (HSPC048), mRNA 


NM 014147 


Homo sapiens HSPC047 protein (HSPC047), mRNA 


NM 014041 


Homo sapiens signal peptidase 12kDa (SPC12), mRNA 


NM 014047 


Homo sapiens HSPC023 protein (HSPC023), mRNA 


NM 014028 


Homo sapiens HSPC019 protein (HSPC019), mRNA 


NM 014026 


Homo sapiens HSPC015 protein (HSPC015), mRNA 


NM 015362 


Homo sapiens HSPC002 protein (HSPC002), mRNA 


NM 015603 


Homo sapiens DKFZP586M1019 protein (DKFZP586M1019) mRNA 


NM 015537 


Homo sapiens DKFZP586J1624 protein A3KFZP586J1624), mRNA 


NM 015584 


Homo sapiens DKFZP586F1524 protein (DKFZP5 86F 1 524), mRNA 


NM_015677 


Homo sapiens hypothetical protein (DKFZP586F1318), mRNA 


NM 015416 


Homo sapiens DKFZP586A01 1 protein (DKFZP5 86A0 1 1 ), mRNA 


NMJH5513 


Homo sapiens DKFZP566D2 1 3 protein (DKFZP566D2 1 3), mRNA 


NM 015509 


Homo sapiens DKFZP566B 1 83 protein (DKFZP566B 1 83), mRNA 


NM 014042 


Homo sapiens DKFZP564M082 protein (DKFZP564M082), mRNA 


NM 015455 


Homo sapiens KIAA1 194 protein (KIAA1 194), mRNA 


NM 015601 


Homo sapiens DKFZP564G092 protein (DKFZP564G092), mRNA 


NMJH4044 


Homo sapiens DKFZP564G0222 protein (DKFZP564G0222), mRNA 


NM 015658 


Homo sapiens DKFZP564C1 86 protein (DKFZP564C1 86) mRNA 


NM 015654 


Homo sapiens DKFZP564C103 protein (DKFZP564C103), mRNA 


NM 015535 


Homo sapiens DKFZP564A2416 protein (DKFZP564A2416), mRNA 


NM 014034 


Homo sapiens DKFZP547E21 10 protein (DKFZP547E21 10), mRNA 


NM 015607 


Homo sapiens DKFZP547E1010 protein (DKFZP547E1010) mRNA 


NM 015594 


Homo sapiens DKFZP434O047 protein (DKFZP434O047), mRNA 


NM 015492 


Homo sapiens DKFZP434H132 protein (DKFZP434H132), mRNA 


NM 015515 


Homo sapiens type I intermediate filament cytokeratin (HAJK1), mRNA 


NM 014064 


Homo sapiens AD-003 protein (AD-003), mRNA 


NM 014517 


Homo sapiens upstream binding protein 1 (LBP-la) (UBP1), mRNA 


NMJH4294 


Homo sapiens translocating chain-associating membrane protein (TRAM) 
mRNA ~ " 


NM 014305 


Homo sapiens dTDP-D-glucose 4,6-dehydratase (TDPGD), mRNA 


NM 014300 


Homo sapiens signal peptidase complex (18kD) (SPC18), mRNA 


NM 014419 


Homo sapiens soggy-1 gene (DKKL1 -pending), mRNA 


NM_014445 


Homo sapiens stress-associated endoplasmic reticulum protein 1; ribosome 
associated membrane protein 4 (SERP 1 ), mRNA 


NM 014329 


Homo sapiens autoantigen (RCD-8), mRNA 
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NMJH4504 


Homo sapiens putative Rab5 GDP/GTP exchange factor homologue (RABEX5), 
mRNA 


NM 014589 


Homo sapiens phospholipase A2, group BOB (PLA2G2E), mRNA I 


NM 014471 


Homo sapiens serine protease inhibitor, Kazal type 4 (SPINK4), mRNA 


NM 014891 


Homo sapiens PDGFA associated protein 1 (PDAP1), mRNA 


NM^O 14308 


Homo sapiens phosphoinositide-3 -kinase, regulatory subunit, polypeptide plOl 
(P101-PDK), mRNA 


NM 014359 


Homo sapiens opticin (OPTC), mRNA 


NM 014515 


Homo sapiens CCR4-NOT transcription complex, subunit 2 (CNOT2), mRNA 


NM 014360 


Homo sapiens NK-2 (Drosophila) homolog 8 (NKX2.8), mRNA 


NM 014371 


Homo sapiens neighbor of A-kinase anchoring protein 95 (NAKAP95), mRNA 


NM 014342 


Homo sapiens mitochondrial carrier homolog 2 (MTCH2), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 015716 


Homo sapiens Misshapen/NlK-related kinase (MINK), mRNA 


NMJ)14358 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, superfamily member 9 (CLECSF9), mRNA 


NM 014552 


Homo sapiens LBP protein 32 (LBP-32), mRNA 


NM_014247 


Homo sapiens PDZ domain containing guanine nucleotide exchange 
factor(GEF)l (PDZ-GEF1), mRNA 


NM 014267 


Homo sapiens small acidic protein (MAGE 145052), mRNA 


NM 014597 


Homo sapiens acidic 82 kDa protein mRNA (HSU15552), mRNA 


NM 014254 


Homo sapiens transmembrane protein 5 (TMEM5), mRNA 


NM 014362 


Homo sapiens 3-hydroxyisobutyryl-Coenzyme A hydrolase (HIBCH), mRNA 


NM 014365 


Homo sapiens protein kinase HI 1 (HI 1), mRNA 


NM 014584 


Homo sapiens EROl-like (S. cerevisiae) (EROIL), mRNA 


NM 014367 


Homo sapiens hypothetical protein, estradiol-induced (E2IG5), mRNA 


NMJH4366 


Homo sapiens putative nucleotide bindine: nrotein estradiol-induced CE2TG3} 
mRNA 


NMJH4380 


Homo sapiens nerve growth factor receptor (TNFRSF16) associated protein 1 
(NGFRAP1), mRNA 


NM_014890 


Homo sapiens downregulated in ovarian cancer 1 (DOC1), mRNA 


NMJH4595 


Homo sapiens 5' nucleotidase, deoxy (pyrirnidine), cytosolic type C (NT5C), 
mRNA ' * J J ^ ' 


NMJH4316 


Homo sapiens calcium-regulated heat-stable protein (24kD) (CRHSP-24), 
mRNA 


NM 014430 


Homo sapiens cell death-inducing DFFA-like effector b (CIDEB), mRNA 


NM^O 14400 


Homo sapiens GPI-anchored metastasis-associated protein homolog (C4.4A), 
mRNA 


NM 014408 


Homo sapiens similar to yeast BET3 (S. cerevisiae) (BET3), mRNA 


NM 014374 


Homo sapiens replication initiation region protein (60kD) (RIP60), mRNA 


NM 013943 | 


Homo sapiens chloride intracellular channel 4 (CLIC4), mRNA 


NM 013433 ! 


Homo sapiens karyopherin beta 2b, transportin (TRN2), mRNA 

C i — Li I r v * V H 


NM 013435 


Homo sapiens retinal homeobox protein (RX), mRNA 


NM 013377 i 


Homo sapiens hypothetical protein (DKFZp434B04 1 7), mRNA ! 


NM 012297 


Homo sapiens Ras-GTPase activating protein SH3 domain-binding protein 2 
(KIAA0660), mRNA 


NM 013286 


Homo sapiens chromosome 3p21.1 gene sequence (HUMAGCGB1 mRNA 


NM 012472 


Homo sapiens testis specific leucine rich repeat protein (TSLRP), mRNA 


NM 012119 


Homo sapiens cell cycle related kinase (CCRK), mRNA 


NM_013266 


Homo sapiens alpha-catenin-like protein (VR22), mRNA 


NM 013346 


Homo sapiens sorting nexin 12 (SNX12), mRNA 


NM .013322 


Homo sapiens sorting nexin 10 (SNX10), mRNA 
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NM 013400 
NM 013355 
NM 013240 
NM 013364 
NM 013275 
NM 013312 
NM 013332 
NM 013308 
NM 013394 
NM 013329 


Homo sapiens replication initiation region protein (60kD) (RTP60), mRNA 

Homo sapiens protein kinase PKNbeta (pknbeta), mRNA 

Homo sapiens putative N6-DNA-methyltransferase (N6AMT1) mRNA 

Homo sapiens paraneoplastic cancer-testis-brain antigen (MA5), mRNA 

Homo sapiens nasopharyngeal carcinoma susceptibility protein (LZ16) mRNA , 

xxuiuu bdpiens nooKz proiem (xiUUKz), mRNA 

Homo sapiens hypoxia-inducible protein 2 (H3G2), mRNA 

Homo sapiens platelet activating receptor homolog (H963), mRNA i 

Homo sapiens acid fibroblast growth factor-like protein (GLIO703) mRNA 1 


NM 013333 
NM 013395 


Homo saDiens chromo'som** 71 nnpn r^ndi-ncr {Vo-mo Atz fr^yi *-&:/:\ t>\ta 1 
wuuiiiuwuic 4,1 upcn reacting irame oo (^zlorioo) mRNA [ 

Homo sapiens EH domain-binding mitotic phosphoprotein (EPSIN) mRNA 1 


NM 012463 


Homo sapiens protemx0008 (AD013), rnRNA 
Homo sapiens TJ6 protein (TJ6), mRNA 


NM 012461 


Homo sapiens TERF1 (TRFl)-interacting nuclear factor 2 (TINF2) mRNA 


NM 012245 
NM 012437 


Homo sapiens SKI-mteracting protein (SNW1), mRNA 

Homo sapiens SNARE associated protein snapin (SNAPAP) mRNA | 


NM 012433 


Homo sapiens splicing factor 3b, subunit 1, 155kD (SF3B1), mRNA 


NM 012431 


Homo sapiens sema domam, immunoglobulin domain (Ig), short basic domain 
secreted, (semaphorin) 3E (SEMA3E), mRNA ' * ' | 


NM 012234 


Homo sapiens RING1 and YY1 binding protein (RYBP), mRNA | 


NM 012470 


Homo sapiens retinoic acid- and interferon-inducible protein (58kD) (RI58) 
mRNA ' | 


NM 012417 


Homo sapiens retinal degeneration B beta (RDGBB), mRNA 


NM 012229 


Homo sapiens 5'-nucleotidase (purine), cytosolic type B (NT5B) mRNA 


NMJ)12390 
NM 012346 


Homo sapiens protein homologous to salivary proline-rich protein P-B fPBD 
mRNA | 


NM_012339 


xiomo sapiens nucieoponn ozku (NUP62), mRNA 1 

Homo sapiens transmembrane 4 superfamily member (tetraspan NET-7) (NET- 
7), mRNA iJipini | 


NMJH2338 


Homo sapiens transmembrane 4 superfamily member (tetraspan NET-2^ fNET- 
2), mRNA ^ M | 


NM 012332 
NM 012327 


Homo sapiens Mitochondrial Acyl-CoA Thioesterase (MT-ACT48) mRNA | 
Homo sapiens phosphatidyhnositol glycan, class N (PIGN), mRNA | 


NM 012321 


Homo sapiens U6 snRNA-associated Sm-like protein (LSM4), mRNA | 


NMJH2294 


Homo sapiens guanine nucleotide exchange factor for Rap 1 ; M-Ras-reeulated 
GEF (KIAA0277), mRNA | 


NM 012289 


Homo sapiens Kelch-like ECH-associated protein 1 (KIAA0 1 W\ nYRNA 1 


NM_0 12285 


Homo sapiens potassium voltage-gated channel, subfamily H (eag-related) ! 
member 4 (KCNH4), mRNA | 


NM 012267 


Homo sapiens hsp70-interacting protein (HSPBP 1), mRNA ( 


NM_0 12266 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 5 (DNAJBSl 
mRNA 


NM 012260 


Homo sapiens 2-hydroxyphytanoyl-CoA lyase (HPCL2), mRNA | 


NMJH2204 


Homo sapiens general transcription factor me, polypeptide 4 (90kD) (GTF3C4) 
mRNA 


NMJJ12086 


Homo sapiens general transcription factor 1UC, polypeptide 3 (102kD) | 
(GTF3C3), mRNA 


NM_012155 

NM 012123 
NM_012097 
NM 005028 


Homo sapiens microtubule-associated protein like echinoderm EMAP (EMAP- 
2), mRNA | 

Homo sapiens CGI-02 protein (CGI-02), mRNA 

Homo sapiens ADP-nbosylation factor-like 5 (ARL5) mRNA 

Homo sapiens phosphatidyhnositol-4-phosphate 5-kinase, type U alpha 
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(PIP5K2A),mRNA 1 


NM 006869 


Homo sapiens centaurin, alpha 1 (CENTA1), mRNA 


NM 007362 


Homo sapiens nuclear cap binding protein subunit 2, 20kD (NCBP2) mRNA 


NM 007358 


Homo sapiens putative DNA binding protein (M96), mRNA 


NM_007344 


Homo sapiens transcription termination factor, RNA polymerase I (TTF1) 
mRNA 


NM 007369 


Homo sapiens G-protein coupled receptor (RE2), mRNA 


NMJ05176 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
subunit c (subunit 9), isoform 2 (ATP5G2), mRNA I 


NM_007347 


Homo sapiens adaptor-related protein complex 4, epsilon 1 subunit ( AP4E1) 
mRNA 


NM 002673 


Homo sapiens plexin Bl (PLXNB1), mRNA 


NMJ)07034 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 4 (DNAJB4) 
mRNA 


NMJ)04547 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 4 (15kD 
B15) (NDUFB4), mRNA 


NM 007180 


Homo sapiens trehalase (brush-border membrane glycoprotein) (TREH) mRNA 


NM_007115 


Homo sapiens tumor necrosis factor, alpha-induced protein 6 (TNFADP6) 
mRNA ' \ 


NM 007217 


Homo sapiens programmed cell death 1 0 (PDCD 1 0), mRNA 1 


NM 007269 


Homo sapiens syntaxin binding protein 3 (STXBP3), mRNA 


NMJ)07107 


Homo sapiens signal sequence receptor, gamma (translocon-associated protein 
gamma) (SSR3), mRNA 


NM 007282 


Homo sapiens ring finger protein 13 (RNF13), mRNA 


NM 007265 


Homo sapiens suppressor of S. cerevisiae gcr2 (HSGT1), mRNA 


NM 007223 


Homo sapiens putative G protein coupled receptor (GPR), mRNA 


NMJ07192 


Homo sapiens chromatin-specific transcription elongation factor, 140 kDa 
subunit (FACTP140), mRNA 


NM 007263 


Homo sapiens coatomer protein complex, subunit epsilon (COPE) mRNA 


NM. 007005 


Homo sapiens BCE-1 protein (BCE-1), mRNA 


NM 007019 


Homo sapiens ubiquitin-conjugating enzyme E2C (UBE2C), mRNA 


NMJ)07064 


Homo sapiens serine/threonine kinase with Dbl- and pleckstrin homology 
domains (TRAD), mRNA 


NM_007062 


Homo sapiens nuclear phosphoprotein similar to S. cerevisiae PWP1 (PWPD 
mRNA k h 


NM 007080 


Homo sapiens Sm protein F (LSM6), mRNA 


NM_007072 


Homo sapiens HERV-H LTR-associating 2 (HHLA2), mRNA 


NMJ)07077 


Homo sapiens adaptor-related protein complex 4, sigma 1 subunit (AP4S1), 
mRNA 


NMJ)06751 j 


Homo sapiens sperm specific antigen 2 (SSFA2), mRNA 


NMJ)06748 


Homo sapiens Src-like-adaptor (SLA), mRNA 


NM 006851 


Homo sapiens glioma pathogenesis-related protein (RTVP1), mRNA 


NM 006815 


Homo sapiens coated vesicle membrane protein (RNP24), mRNA 


NMJ)06741 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 1A 
(PPPlRlA),mRNA 


NMJ)06823 


Homo sapiens protein kinase (cAMP-dependent, catalytic) inhibitor alpha 

AlT/T A \ _,T)\TA 

IJrJsJAj, rnKJNA 


NM 006825 


Homo sapiens cytoskeleton-associated protein 4 (CKAP4), mRNA 


NM_006833 


Homo sapiens COP9 subunit 6 (MOV34 homolog, 34 kD) (MOV34-34KD), 
mRNA 


NM 006838 


Homo sapiens methionvl aminopeptidase 2 (METAP2), mRNA 


NM 006634 


Homo sapiens vesicle-associated membrane protein 5 (myobrevin) (VAMP5) 
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mRNA 


MM 006676 


Homo sapiens ubiqmtin specific protease 20 (USP20), mRNA 


NM 006662 


Homo sapiens Snf2-related CBP activator protein (SRCAP), mRNA 


NMJ)06692 


Homo sapiens DNA-bindmg protem amplifying expression of surfactant protein 
B(SPBPBP),mRNA P 


NM 006590 


Homo sapiens SnRNP assembly defective 1 homolog (SAD1), mRNA 


NM 006695 


Homo sapiens RaP2 interacting protein 8 (RPIP8), mRNA 


NM 006663 


Homo sapiens RelA-associated inhibitor (RAI), mRNA 


NM 006570 


Homo sapiens Ras-related GTP-binding protein (RAGA) mRNA 


NM 002721 


Homo sapiens protein phosphatase 6, catalytic subunit (PPP6C), mRNA 


NMJ)06627 


Homo sapiens POP4 (processing of precursor , S. cerevisiae) homolog (POP4), 
mRNA 


NM 006580 


Homo sapiens claudin 16 (CLDN16), mRNA 


NMJ)06648 


Homo sapiens serologically defined colon cancer antigen 43 CSDCCAG43} 
mRNA V ; ' 


NM 006681 


Homo sapiens neuromedin U (NMU), mRNA 


NM 006554 


Homo sapiens metaxin 2 (MTX2), mRNA 


NM_006609 


Homo sapiens mitogen-activated protein kinase kinase kinase 2 (MAP3K2) 
mRNA 1 A 


NM 004274 


Homo sapiens A kinase (PRKA) anchor protein 6 (AKAP6), mRNA 


NM 006633 


Homo sapiens IQ motif containing GTPase activating protein 2 (IQGAP2), 
mRNA 


NM 006548 


Homo sapiens IGF-II mRNA-binding protein 2 (IMP-2), mRNA 


NM 006644 


Homo sapiens heat shock 105kD (HSP105B), mRNA 


NM 006543 


Homo sapiens Mahlavu hepatocellular carcinoma (HHCM), mRNA 


NM 006540 


Homo sapiens nuclear receptor coactivator 2 (NCOA2), mRNA 


NM_006578 


Homo sapiens guanine nucleotide binding protein (G protein), beta 5 (GNB5), 
mRNA 


NM_006550 


Homo sapiens fibrinogen silencer binding protein (FSBP), mRNA 


NM_006678 


Homo sapiens CMRF35 leukocyte immunoglobulin-like receptor (CMRF35), 
mRNA 


NM 006569 


Homo sapiens cell growth regulatory with EF-hand domain (CGR1 1) mRNA 


NM_006584 


Homo sapiens chaperonin containing TCP1, subunit 6B (zeta 2) (CCT6B), 
mRNA 


NM 006538 


Homo sapiens BCL24ike 1 1 (apoptosis facilitator) (BCL2L1 1), mRNA 


NM_006628 


Homo sapiens cyclic AMP phosphqprotein, 19 kD (ARPP-19), mRNA 


NM_006370 


Homo sapiens vesicle-associated soluble NSF attachment protein receptor (v- 
SNARE; homolog of S. cerevisiae VTI1) (VTT2), mRNA 


NMJ)06354 


Homo sapiens transcriptional adaptor 3 (ADA3, yeast homoloeVlike rpCAF 
histone acetylase complex) (TADA3L). mRNA 


NM 006456 


Homo sapiens sialyltransferase (STHM), mRNA 


NM_006409 


Homo sapiens actin related protein 2/3 complex, subunit 1 A (41 kD) (ARPC1 A), 
mRNA 


NMJ)06279 


Homo sapiens sialyltransferase 6 (N-acetyllacosaminide alpha 2,3- 
sialyltransferase) (SIAT6), mRNA 


NM 006142 


Homo sapiens stratifin (SFN), mRNA 


JNM__U06455 


Homo sapiens nucleolar autoantigen (55kD) similar to rat synaptonemal complex 
protein (SC65), mRNA 


NM_006414 


Homo sapiens nbonuclease P (38kD) (RPP38), mRNA 


NMJ)06413 


Homo sapiens ribonuclease P (30kD) (RPP30), mRNA 


NM_006423 


Homo sapiens Rab acceptor 1 (prenylated) (RABAC1), mRNA 


NM_006239 


Homo sapiens protein phosphatase, EF hand calcium-binding domain 2 (PPEF2) 
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mRNA 



NM 006230 



NM 006156 



^n^^^dymerase (DNA directed), delta 2, regulatory subunit (50kD) 



NM 006369 



PrCCUrSOr ° eI1 ex P ressed > developmentally down-regulated 



NM 006441 



Homo sapiens MUF1 protein (MUF1), mRNA 



* V ~ / 7 — 

Homo sapiens 5,10-methenyltetrahydrofolate synthetase (5- 
foimyltetrahydrofolate cyclo-ligase) (MTHFS), mRNA 



NM 006309 



Homo sapiens leucine rich repeat (in FLU) interacting protein 2 (LRRFTP2) 
mRNA " 



NM 006330 



NM 006344 



Homo sapiens lysophospholipase I (LYPLA1), mRNA 



NM 006395 



Homo sapien s macrophage lectin 2 (calcium dependent) (HML2), mRNA 



NM 006322 



Homo sapiens ubiquitin activating enzyme EMike protein (GS A7), mRNA 

Hnmrk cionionn m^JU - 1_ 1 J_ __„_.._• T^T^T^TZT ■. . — Z2 — 



NM 006141 



Homo sapiens spindle pole body protein (GCP3), mRNA 



Homo sapiens dynein, cytoplasmic, light intermediate polypeptide 2 (DNCLE2) 
mRNA ' 



NM 006416 



NM 006349 



Homo sapiens solute carrier family 35 (CMP-sialic acid transporter), member 1 
(SLC35A1), mRNA 



NM 006429 



Homo sapien s putative cyclin Gl interacting protein (CG1I), mRNA 



NM 006430 



Homo sapien s chaperonin containing TCP1, subunit 7 (eta) (C CT1) mRNA 



NM 006431 



NMJ)02810 



NM 006002 



NM 006068 



NM 006100 



NM 006061 



NM 006063 



NM 006076 



NM 006034 



NM 006039 



Homo sapien s chaperonin containing TCP1, subunit 4 (delta ) (CCT4) mRNA 



Homo sapien s chaperonin containing TCP1, subunit 2 (beta) (CCT2)/mRNA 



Homo sapiens proteasome (prosome, macropain) 26S subunit non-ATPase 4 
(PSMD4), mRNA ; ' ' 



Homo sapiens ubiquitin carboxyl-terminal esterase L3 (ubiquitin thiolesterase) 
(UCHL3), mRNA 



Homo sapiens toll-like receptor 6 (TLR6), mRNA 



Homo sapiens alpha2,3-sialyltransferase (ST3GALVI), mRNA 



Homo sapiens specific granule protein (28 kDa) (SGP28), mRNA 



Homo sapiens sarcomeric muscle protein (SARCOSIN), mRNA 



Homo sapiens Rev/Rex activation domain binding protein-related (RAB-R) 
mRNA h 



Homo sapiens p53-induced protein (PIG1 1), mRNA 



NM 006018 



NM 006101 



NM 006098 



NM 005895 



NM 006023 



NM 006090 



NM 005822 



NM 005827 



NM 005725 



Homo sapiens endocytic receptor (macrophage mannose receptor family) 
(KIAA0709), mRNA 



H^osapiens putative chemokine receptor; GTP-binding protein (HM74), 



Homo sapiens highly expressed in cancer, rich in leucine heptad repeats (HEC) 
mRNA " 



2 like l S ^^£ljJSA e0tide Pr0tdn ( ° P rotein )' beta Polypeptide 



Homo sapiens golgi autoantigen, golgin subfamily a, 3 (GOLGA3), mRNA 



Homo sapiens D123 gene product (D123), mRNA 



Homo sapie ns choline/ethanolaminephosphotransferase (CEPT1), mRNA 
Homo 



Homo sapien s Down syndrome critical region gene l-like 1 (DSCR1L1), mRNA 
Homo sapie ns UDP-galactose transporter related (UGTRE L1). mRNA 



Homo sapiens tetraspan 2 (TSPAN-2), mRNA 



NM 005879 



NM 005816 



Homo sapiens TRAF interacting protein (TRIP), mRNA 



NM 005843 



Homo sapiens T cell activation, increased late expression (TACTILE), mRNA 



NM 005636 



Homo sapiens signal transducing adaptor molecule (SH3 domain and ITAm' 
motif) 2 (STAM2), mRNA 



Homo sapi ens synovial sarcoma, X breakpoint 4 (SSX4), mRNA 



315 



WO 03/074654 



PCT/US03/05028 



I NMJ)05775 

NM 005785 
NM 005862 
NM 005619 
NM 005615 


Homo sapiens vinexin beta (SH3-containing adaptor molecule-1) (SCAM-1) I 
mRNA j> 

Homo sapiens hypothetical SBBI03 protein (SBB103), mRNA 

Homo sapiens stromal antigen 1 (STAG1), mRNA | 

Homo sapiens reticulon 2 (RTN2), mRNA | 

Homo sapiens nbonuclease, RNase A family, k6 (RNASE6) mRNA | 


NM 005771 
NM 005833 
NM 005687 
NM 005605 

NM 005796 
NM 005742 


Homo sapiens retinol dehvdrnupnAsp Vmmninrr n?"ntTT \ .wdtvta 1 
Homo sapiens Rab9 effector p40 (RAB9P40), mRNA | 
Homo sapiens phenylalanvl-tRNA synthetase beta-subunit (PheHB) mRNA 
Homo sapiens protein phosphatase 3 (formerly 2B), catalytic subunit, gamma 
isoform (calcineurin A gamma) (PPP3CC), mRNA 

Homo sapiens nuclear transport factor 2 (placental protein 1 5) (PP15) mRNA 1 


NM 005824 
NMJ)05861 

NM 005601 
NMJ)05831 


Homo sapiens protein disulfide isomerase-related protein (P5) mRNA 
Homo sapiens 37 kDa leucme-nch repeat (LRR) protein (P37NB), mRNA | 
Homo sapiens STIP1 homology and U-Box containing protein 1 (STUB 11 1 
mRNA * | 

Homo sapiens natural killer cell group 7 sequence (NKG7), mRNA 
Homo sapiens nuclear domain 1 0 protein (NDP52), mRNA 


NM 005511 
NM_005575 
NMJ)05794 


Homo sanien^ mplfm-A f\AT AATA\ two xt a " " * 

Homo sapiens leucyl/cysrinyl aminopeptidase (LNPEP), mRNA | 
Homo sapiens short-chain alcohol dehydrogenase family member (HEP271 
mRNA ^ * 


NM_005769 
NM 005828 


Homo sapiens carbohydrate (N-acetylglucosamine 6-0) sulfotransferase 4 
(CHST4), mRNA j 

Homo sapiens WD-repeat protein (HANI 1), mRNA | 


NMJ)05804 


Homo sapiens nuclear RNA helicase, DECD variant of DEAD box family 
(DDXL), mRNA y 


NMJ)05505 
NMJ)05760 


Homo sapiens CD36 antigen (collagen type I receptor, thrombospondin 
receptor)-like 1 (CD36L1), mRNA | 

Homo Sapiens CCAAT^-hnv-fvinrlino fran cot-it^ fiy-k-r* /7T»T""'»\ t»\ti " i 

— - — F ^nni uuA-pinoing transcnpnon iactor (CJE>r2), mRNA 


NM 005795 
NM_005720 


Homo sapiens calcitonin receptor-like (CALCRL), mRNA | 
Homo sapiens actin related protein 2/3 complex, subunit IB (41 kD) (ARPC1B), 
mRNA j 


NMJ)05876 
NM 001540 


Homo sapiens nuclear protein, marker for differentiated aortic smooth muscle 

and down-regulated with vascular injury (APEG1), mRNA 

Homo sapiens heat shock 27kD protein 1 (HSPB 1), mRNA | 


NMJ)05481 
NM 005449 


Homo sapiens thyroid hormone receptor-associated protein, 95-kD subunit 
(TRAP95) mRNA 


NM_ 005480 


Homo sapiens regulator of Fas-induced apoptosis (TOSO), mRNA | 
Homo sapiens trophinin associated protein (tastin) (TROAP) mRNA | 


NMJ)05419 

NM_005500 
NM 005400 


Homo sapiens signal transducer and activator of transcription 2 1 13kD 
(STAT2), mRNA 

Homo sapiens SUMO-1 activating enzyme subunit 1 (SAE1), mRNA | 


NM_005391 
NMJ)05494 


Homo sapiens protein kinase C, epsilon (PRKCE), mRNA ""' | 
Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 3 (PDK3) mRNA 
Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 6 (DNAJB6) 

UlI.VLN.rl. | 


NM_005466 


NMJ)05310 ; 
NM 005497 ] 
NM_005175 1 


Homo sapiens RNA polymerase H transcriptional regulation mediator (Med6 S 
cerevisiae, homolog oft HVTFD6), mRNA ' * j 
Homo sapiens growth factor receptor-bound protein 7 (GRB7), mRNA | 
Homo sapiens gap junction protein, alpha 7, 45kD (connexin 45) (GJA7) mRNA 
tiomo sapiens A 1 P synthase, H+ transporting, mitochondrial F0 complex | 
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NM_003418 


subunit c (subunit 9), isoform 1 (ATP5G1), mRNA 

Homo sapiens zinc finger protein 9 (a cellular retroviral nucleic acid binding 
protein) (ZNF9), mRNA 5 


NM_005151 


j^roo ^J^A 1 ^ 11 51)60160 protease 14 (^A-guanine transglycosylase) 


NM_005119 


Homo sapiens thyroid hormone receptor-associated protein, 150 kDa subunit 
(TRAP150), mRNA 


NM_005071 


Homo sapiens solute carrier family 1 (high affinity aspartate/glutamate 
transporter), member 6 (SLC1A6), mRNA 


NMJ)05047 


Homo sapiens proteasome (prosome, macropain) 26S subunit non-ATPase 5 
(PSMD5), mRNA 


NM 005134 


Homo sapiens protein phosphatase 4, regulatory subumt 1 (PPP4R1), mRNA 


NM_005O33 


HOT^sapiens polymyositis/scleroderma autoantigen 1 (75kD) (PMSCL1), 


NM_005025 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade I (neuroserpin) 
member 1 (SERPINI1), mRNA 


NMJ)05023 


nuiuo sapiens proiem geranyigeranyl transferase type I, beta subumt (PGGT1B) 
mRNA '* 


NM_005020 


HOTH^sapiens phosphodiesterase 1C, calmodulin-dependent (70kD) (PDE1C), 


NM_005017 
NM 005131 


Homo sapiens phosphate cytidylyltransferase 1, choline, alpha isoform 
(PCYT1 A), mRNA 

Homo sapiens nuclear matrix nrotein r>Rd fPR£\ mPWA 


NM 005101 


Homo sapiens interferon-stimulated protein, 15 kDa (ISG15), mRNA 


NM 005122 
NM .004666 
NM 004247 
NM 004704 
NM 004786 


Homo sapiens nuclear receptor subfamily 1, group I, member 3 (NR1I3), mRNA 
Homo sapiens vanin 1 (VNN1), mRNA 

Homo sapiens U5 snRNP-specific protein, 1 16 kD (U5-1 16KD) mRNA 
Homo sapiens U3 snoRNP-associated 55-kDa protein (U3-55K), mRNA 


NM 004257 
NM 004620 
NM_004604 
NMJ)04785 


Homo sapiens thioredoxm-like, 32kD (TXNL), mRNA 

Homo sapiens TGF beta receptor associated protein -1 (TRAP-1) mRNA 

Homo sapiens TNF receptor-associated factor 6 (TRAF6), mRNA 

Homo sapiens syntaxin 4A (placental) (STX4A), mRNA 

Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger) isoform 3 

regulatory factor 2 (SLC9A3R2), mRNA 


NM_004252 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 3 
regulatory factor 1 (SLC9A3R1), mRNA 


NMJ)04694 


Homo sapiens solute earner family 16 (monocarboxylic acid transporters) 
member f\ f^T C\&kG\ m PMA 


NMJ)04696 


Homo sapiens solute earner family 16 (monocarboxylic acid transporters) 
member 4 (SLC16A4), mRNA 


NMJJ04263 
NM 004868 


Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane 
domain (TM) and short cytoplasmic domain, (semaphorin) 4F (SEMA4F), 
mRNA 


NM_004844 

NM 004703 
NM_004249 
NM 004218 
NM 004676 
NM 004726 j 
NM 004881 ] 


Homo sapiens glycoprotein, synaptic 2 (GPSN2), mRNA 

Homo sapiens SH3-domain binding protein 5 (BTK-associated) (SH3BP5) 

mRNA ,y 

numo sapiens raoaprm-D (KAb jbr), mRNA 

Homo sapiens RAB28, member RAS oncogene family (RAB28), mRNA 
Homo sapiens RAB1 IB, member RAS oncogene family (RAB1 IB) mRNA 
Homo sapiens PTPN13-like, Y-linked (PRY), mRNA 

Homo sapiens RALBP1 associated Eps domain containing 2 (REPS2), mRNA 
Homo sapiens qumone oxidoreductase homolog (PIG3), mRNA 
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NM 004671 


Homo sapiens Protein inhibitor of activated STAT X fPIASX-RFTA'k rnRNA 


NM 004565 


Homo sapiens peroxisomal biogenesis factor 14 (PEX14), mRNA 


NM 004845 


Homo sapiens phosphate cvtidvlvltransferase 1 choline beta iQnfnrm 
(PCYT1B), mRNA 


NM 004563 


Homo sapiens phosphoenolpyruvate carboxykinase 2 (mitochondrial) (PCK2), 
mRNA 


NM 004800 


Homo sapiens transmembrane 9 superfamily member 2 (TM9SF2), mRNA 


NM 004556 


Homo SaDienS nuclear factor of kanna licrht nnlv-nprrf-iH** m»ri<* OT , 00 _ r» 

""r uwviva| xowivx ui jvappa ngiii puiypcpuue gene ennancer m x5-ceiis 
inhibitor, epsilon (NFKBIE), mRNA 


NM 004647 


Homo sapiens Neuro-d4 (rat) homoloff nSTRTTTM^ rnPAJA 


NMJKM546 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 2 (8kD 4 
AGGG) (NDUFB2), mRNA 


NMJW4545 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 1 (7kD 
MNLL) (NDUFB1), mRNA 


NMJ04542 


Homo sapiens NADH dehydrogenase Aibinninonp^ 1 alnha ciihrrkmr»ip»v i (Gbr\ 
B9) (NDUFA3), mRNA 


NM_004544 


Homo sapiens NADH dehydrogenase ft lhinninonp^ 1 niwhc* enViprkttiwiov m 
(42kD) (NDUFA10), mRNA 


NM 004784 


Homo sapiens NKieacetvlase/N-sulfotransferase fhenaran alnmcarnirn/i^ ^ 

r www vw»^ ahwwi A ^ 9UUVUU1KUU MOV 1 Uv yul CUX f£lUwl/OdIllIH y 1 1 J 

(NDST3), mRNA 


NM 004901 


Homo sapiens lysosomal apyrase-like 1 (LYSAL1) mRNA 


NM 004798 


Homo sapiens kinesin family member 3B (KEF3B), mRNA 


NM 004515 


Homo sapiens interleukin enhancer binding factor 2, 45kD (HF2) mRNA 


NM 004838 


Homo sapiens Homer, neuronal immediate earlv pene 1 fflrnMrro.TN mPMA 


NM 004854 


Homo sapiens HNK-1 sulfotransferase (HNK-1ST), mRNA 


NM 004488 


Homo sapiens glycoprotein V (platelet) (GP5), mRNA 


NM 004485 


Homo sapiens guanine nucleotide binding nmtpin A fmsjrkn mp\fA 


NM 004122 


Homo sapiens growth hormone secretogogue receptor (GHSR), mRNA 


NM 004479 


Homo sapiens fucosvltransferase 7 falnha C\ X\ fiirrkcxf1fr«ino-fiai-ooo\ /tjttttv 
A^iiLJ x uwuoji x li uiioxvi / ^aijjua. i xixoooyiixdixsierase ) IfUl / I 

mRNA 


NM_004438 


Homo sapiens EphA4 (EPHA4), mRNA ~* 


NM 004094 


Homo Sapiens eukarVOtic translation initiation fnrt/vr 9 011^11*11+ 1 /olnko QO/r* \ 
" r^* WAilJ voattijrvuv uaiioJauuii uixiiaLiuil laULUI Z,j oUUUnil I laipna. jOiCU ) 

(EIF2S1), mRNA 


NMJW4681 


Homo sapiens eukarvotic translation initiation fart™- 1 A v rlimmnpnmfl 
(EIF1AY), mRNA 


NM 004226 


Homo sapiens serine/threonine Innate 1 7f* rannnfncic in^iPin^ rcivi ixi\ 
mRNA 


NM_004792 


Homo sapiens oeotidvl-nrolvl isomerasp fr /VvnlrmVni-m fTi n>PTfi\ ^dxta 


NMJ)04831 


JtlOmO Sapiens C Of actor rPflllirpH for Sn1 trnncprinfinn'il or>fix7o-f^<-vM miViii«it *7 

u **h iv "o uuiaviui i^uucu xui opx uaiibvyiipuonai acnvaiion, suDunit / 
(70kD) (CRSP7), mRNA 


NM_004269 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 8 
(34kD) (CRSP8), mRNA 


NMJ)04270 


HOmO Sapiens COfactor reni lirpH for Snl trsmcrrirvtirYnal ar>ti-i7o+~i^v*-» n,,l„,„it o 
Jr AWik; ' wiovwi i^vjuxivu XUI OjJX UallowipLIOlxai aCllVaUOn, SUDUmt 7 

(33kD) (CRSP9), mRNA 


NM 004232 


Homo Sapiens STAT indiireH STAT infiiViitnr-4 /'^ , T<J4^ ml? XT A 


NM 004882 


Homo sapiens CBF1 interacting corepressor (C3R), mRNA 


NM_004198 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 6 (CHRNA6), 
mRNA 


NM 004825 


Homo sapiens chromodomain protein, Y chromosome, 2 (CDY2), mRNA 


NMJHW351 


Homo sapiens Cas-Br-M (murine) ectropic retroviral transforming sequence b 
(CBLB), mRNA 


NM 004054 


Homo sapiens complement component 3a receptor 1 (C3AR1) mRNA 
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NMJ)04899 


Homo sapiens brain and reproductive organ-expressed (TNFRSF1 A modulator) 
(BRE), mRNA 


NM_004889 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
subunit f, isoform 2 (ATP5J2), mRNA 


NM 004890 


Homo sapiens sperm associated antigen 7 (SPAG7), mRNA 


NM 004908 


Homo sapiens pre-T/NK cell associated protein (6H9A), mRNA 


NM 003406 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, zeta polypeptide (YWHAZ), mRNA 


NM_003574 


Homo sapiens VAMP (vesicle-associated membrane protein)-associated protein 
A (33kD) (VAPA), mRNA 


NM 001073 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide Bl 1 (UGT2B1 1), 
mRNA 


NM 003300 


Homo sapiens TNF receptor-associated factor 3 (TRAF3), mRNA 


NM 003297 


Homo sapiens nuclear receptor subfamily 2, group C, member 1 (NR2C1) 
mRNA 


NM 003212 


Homo sapiens teratocarcinoma-derived growth factor 1 (TDGF1), mRNA 


NM 003763 


Homo sapiens syntaxin 16 (SIX 16), mRNA 1 


NM 003955 


Homo sapiens STAT induced STAT inhibitor 3 (SSI-3), mRNA 


NM_003693 


Homo sapiens acetyl LDL receptor; SREC=scavenger receptor expressed by 
endothelial cells (SREQ, mRNA 


NM 003563 


Homo sapiens speckle-type POZ protein (SPOP), mRNA 


NM 003578 


Homo sapiens sterol O-acyltransferase 2 (SOAT2), mRNA 


NM 003099 


Homo sapiens sorting nexin 1 (SNX1), mRNA 


NM 003095 


Homo sapiens small nuclear ribonucleoprotein polypeptide F (SNRPF), mRNA 


NM_003091 


Homo sapiens small nuclear ribonucleoprotein polypeptides B and Bl CSNRPB) 
mRNA 


NM 003086 


Homo sapiens small nuclear RNA activating complex, polypeptide 4, 190kD 
(SNAPC4), mRNA 


NM_003084 


Homo sapiens small nuclear RNA activating complex, polypeptide 3, 50kD 
(SNAPC3),mRNA 


NM 003825 


Homo sapiens synaptosomal-associated protein, 23kD (SNAP23), mRNA ; 


NM_003983 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 6 (SLC7A6), mRNA 


NMJW3916 


Homo sapiens adaptor-related protein complex 1, sigma 2 subunit (AP1S2) 
mRNA 


NMJW3896 


Homo sapiens sialyltransferase 9 (CMP-NeuAc:lactosylceramide alpha-2,3- 
sialyltransferase; GM3 synthase) (SIAT9), mRNA 


NM 003769 


Homo sapiens splicing factor, arginine/serine-rich 9 (SFRS9), mRNA ! 


NM 003016 


Homo sapiens splicing factor, arginine/serine-rich 2 (SFRS2), mRNA 


NMJ)03161 


Homo sapiens nbosomal protein S6 kinase, 70kD, polypeptide 1 (RPS6KB1), 
mRNA 


NM_003708 


Homo sapiens microsomal NAD+-dependent retinol dehydrogenase 4 (RODH- 
4), mRNA 


NM 002933 


Homo sapiens ribonuclease, RNase A family, 1 (pancreatic) (RNASE1), mRNA 


NMJ)02919 


Homo sapiens regulatory factor X, 3 (influences HLA class II expression) 
(RFX3), mRNA 


NM 002865 


Homo sapiens RAB2, member RAS oncogene family (RAB2), mRNA 


NMJW2849 


Homo sapiens protein tyrosine phosphatase, receptor type, R (PTPRR), mRNA 


NM 002822 


Homo sapiens protein tyrosine kinase 9 (FIK9), mRNA 


NMJ302812 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 8 
(PSMD8), mRNA 


NM 002808 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 2 
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NM_002816 


(PSMD2), mRNA ~ ' ' 

Homo sapiens proteasome (prosome, macropain) 26S subunit non-ATPase 12 
(PSMD12), mRNA 


NMJ)02814 


Homo sapiens proteasome (prosome, macropain) 26S subunit non-ATPase 10 
(PSMD10),mRNA 


NMJ)02789 


Homo sapiens proteasome (prosome, macropain) subunit, alpha tvoe 4 
(PSMA4), mRNA ™ 


NMJW2787 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type 2 
(PSMA2), mRNA 


NMJ)00951 


Homo sapiens proline-nch Gla (G-carboxyglutamic acid) polypeptide 2 
(PRRG2), mRNA FF 


NM_000950 
NM 002750 


Homo sapiens prolme-nch Gla (G-carboxyglutamic acid) polypeptide 1 1 

(PRRG1), mRNA F * 

Homo sapiens mitogen-activated protein kinase 8 (MAPK8) mRNA ' 


NM 003981 
NM_002717 


Homo sapiens protein regulator of cytokinesis 1 (PRC1) mRNA 

Homo sapiens protem phosphatase 2 (formerly 2A), regulatory subunit B (PR 

52), alpha isoform (PPP2R2A), mRNA 


NM_002707 


numu sapiens protein pnospnatase 1 0 (formerly 2C), magnesium-dependent 1 
gamma isoform (PPM1G), mRNA 


NM 003620 


ffP™iDrmRNA tem ph ° SphataSe 1D ma S nesium - de pendent, delta isoform ! 


NMJ)03625 
NM 002698 


ML OHIO TYTfM Pin tviv^cin** f\V^ /"\ot-vVio ri ~ 4 x* i . • -t I 

xxwiiiv oapicua piuicjn tyrosine pnospnatase, receptor type, f polypeptide 
(PTPRF), interacting protein (liprin), alpha 2 (PPFIA2), mRNA j 


NM 002687 
NM 003662 
NM. 002647 

XTA AT f\f\f\ry ft y 

NM 000286 


Homo sapiens POU domain, class 2, transcription factor 2 (POU2F2) mRNA I 
Homo sapiens pinm, desmosome associated protein (PNN), mRNA j 
Homo sapiens Pirin (PIR), mRNA 

Homo sapiens phosphoinositide-3-kinase, class 3 (PIK3C3), mRNA | 


NM 002861 
NM 002567 
NM_003899 

NM 002563 


Homo sapiens peroxisomal biogenesis factor 12 (PEX12), mRNA 
Homo sapiens phosphate cytidylyltransferase 2, ethanolamine (PCYT2) mRNA 1 
Homo sapiens prostatic binding protein (PBP), mRNA | 
Homojapiens Rho guanine nucleotide exchange factor (GEF) 7 (ARHGEF7), 

Homo sapiens punnergic receptor P2Y t G-protein coupled, 1 (P2RY1) mRNA 


NM 000913 
NM_002493 


Homo sapiens opiate receptor-like 1 (OPRL1), mRNA 

Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 6 ( 1 7kD 
B17) (NDUFB6), mRNA 1 


NM_002492 \ 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 5 (1 6kD 
SGDH) (NDUFB5), mRNA j 


NMJW2489 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 4 (9kD ! 
MLRQ) (NDUFA4), mRNA 9 \ 


NM_003684 


r ,iwA ° lY^ru AJiiaac-uiierdciing serine/ ixireomne Kinase l (MKJxKl) 

mRNA 


NM 003784 

NM 002333 
NM 002285 
NM 002213 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin) ) 
member 7 (SERPINB7), mRNA I 
Homo sapiens low density lipoprotein receptor-related protein 3 (LRP3) mRNA I 
Homo sapiens lymphoid nuclear protein related to AF4 (LAF4) mRNA I 


NM 003971 
NM 002157 
NM_001521 

NM 001516 ] 


nomo sapiens mtegnn, beta 5 (ITGB5), mRNA j 
Homo sapiens sperm associated antigen 9 (SPAG9), mRNA ) 
Homo sapiens heat shock lOkD protein l (chaperonin 10) (HSPEl) mRNA | 
Homo sapiens general transcription factor IIIC, polypeptide 2 (beta subunit 
H0kD)(GTF3C2}.mRNA 

Homo sapiens general transcription factor EH, polypeptide 3 (34kD subunit) 
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(GTF2H3), mRNA 


MM 003910 


Homo sapiens maternal G10 transcript (G10), mRNA 


NM 001969 


Homo sapiens eukaryotic translation initiation factor 5 (EIF5), mRNA 


NMJ)03751 


Homo sapiens eukaryotic translation initiation factor 3, subimit 9 (eta 1 16kD) 
(EIF3S9), mRNA 


NM_003755 


Homo sapiens eukaryotic translation initiation factor 3, subunit 4 (delta 44kD) 
(EIF3S4),mRNA ' 


NM__003756 


Homo sapiens eukaryotic translation initiation factor 3, subunit 3 (gamma 40kD) 
(EIF3S3),mRNA WTOWKUj 


NMJ)01414 


Homo sapiens eukaryotic translation initiation factor 2B, subunit 1 (alpha 26kD) 
(EIF2B1), mRNA 


NM 001412 


Homo sapiens eukaryotic translation initiation factor 1A (EDF1A) mRNA 


NM 003566 


Homo sapiens early endosome antigen 1, 162kD (EEA1), mRNA 


NM 001957 


Homo sapiens endothelin receptor type A (EDNRA) ? mRNA 


NM 001936 


Homo sapiens dipeptidylpeptidase VI (DPP6), mRNA 


NM 003648 


Homo sapiens diacylglycerol kinase, delta (130kD) (DGKD), mRNA 


NM 001921 


Homo sapiens dCMP deaminase (DCTD), mRNA 


NM 003590 


Homo sapiens cullin 3 (CUL3), mRNA 


NM 003592 


Homo sapiens cullin 1 (CUL1). mRNA 


NM 001207 


Homo sapiens basic transcription factor 3 (BTF3), mRNA 


NM 001191 


Homo sapiens BCL2-like 1 (BCL2L1), mRNA 


NMJHH689 


Homo sapiens ATP synthase, H+ transporting mitochondrial FO cnmnlpy 
subunit c (subunit 9) isoform 3 (ATP5G3), mRNA | 


NMJXH688 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
subunit b, isoform 1 (ATP5F1), mRNA 


NMJ)03664 


Homo sapiens adaptor-related protein complex 3, beta 1 subunit (AP3B1) 
mRNA 


NM_058168 


Homo sapiens gene differentially expressed in prostate (GDEP), mRNA 


NM 058222 


Homo sapiens tectonn beta ( TBCTB), mRNA 


NMJ)58192 


Homo sapiens ribosomal large subunit pseudouridine synthase C like (RLUCL) 
mRNA h 


NM 058190 


Homo sapiens chromosome 21 open reading frame 70 (C21orf70) mRNA 


NM 058189 


Homo sapiens chromosome 21 open reading frame 69 (C21orf69) mRNA 


NM_ 058186 


Homo sapiens chromosome 21 open reading frame 1 1 (C21orfl 1), mRNA 


NM 058184 


Homo sapiens chromosome 21 open reading frame 42 (C21orf42) mRNA 


NM 058182 


Homo sapiens chromosome 21 open reading frame 51 (C21orf51XrnRNA 


NM 058180 


Homo sapiens chromosome 21 open reading frame 58 (C21orf58), mRNA 


NM 058173 


Homo sapiens small breast epithelial mucin (LOCI 18430), mRNA 


NM__058172 


Homo sapiens capillary morphogenesis protein 2 (CMG2), mRNA 


NM 017884 


Homo sapiens PIN2-mteracting protein 1 (PINX1V mRNA 


NM_054021 


Homo sapiens G protein-coupled receptor 101 (GPR101), mRNA 


NM 053280 


Homo sapiens h-Shippo 1 (LOCI 13746), mRNA 


NM 003449 


Homo sapiens tripartite motif-containing 26 (TR1M26), mRNA 


NM 052939 


Homo sapiens Fc receptor-like protein 3 (FCRH3), mRNA 


NM_052938 


Homo sapiens Fc receptor-like protein 1 (FCRH1), mRNA 


NM 052872 


Homo sapiens mterleukin 17F (BL17F), mRNA 


NM 024011 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 1, mRNA 


NMJ03621 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 10 
mRNA 


NM 033537 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 9, mRNA 


NM 033536 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 8, mRNA 


NM 033534 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 7, mRNA 



321 



WO 03/074654 



PCT/US03/05028 



NM 033532 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 6 mRNA 


NM 033531 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 5 mRNA 


NM 033529 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 4 mRNA 


NM 033528 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 3, mRNA 


NM 033527 


Homo sapiens cell division cycle 2-hke 2 (CDC2L2), transcript variant 2 mRNA 


NM 006629 


Homo sapiens zinc finger protein 271 (ZNF271), mRNA 


NM 015294 


Homo sapiens tripartite motif-containing 37 (TKJM37), mRNA 


NM 033132 


Homo sapiens zinc family member 5 protein (ZIC5), mRNA 


NM 033108 


Homo sapiens heat shock transcription factor 2-like (LOC86614) mRNA 


NM 033106 


Homo sapiens galanin-like peptide precursor (LOC85569), mRNA 


NM 033105 


Homo sapiens beta cysteine string protein (LOC85479), mRNA 


NM 033104 


Homo sapiens stonin 2 (LOC85439), mRNA 


NM 033102 


Homo sapiens prostein protein (LOC85414), mRNA 


NMJ)03823 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcript variant M68E, mRNA 


NM 006470 


Homo sapiens tripartite motif-containing 16 (TRIM16), mRNA 


NM 032606 


Homo sapiens calcyphosine (LOC84698), mRNA 


NM 032595 


Homo sapiens neurabin II (LOC84687), mRNA 


NM 032584 


Homo sapiens zinc finger protein 347 (ZNF347), mRNA 


NM_032576 


Homo sapiens lipopolysaccaride-specific response 5-like protein (LOC84663), 
mRNA 


NMJ)32518 


Homo sapiens collagen-like Alzheimer amyloid plaque component precursor 
(LOC84570), mRNA 


NM 032509 


Homo sapiens RNA binding protein (LOC84549), mRNA 


NM 032484 


Homo sapiens hypothetical protein (LOC84514), mRNA 


NM 032389 


Homo sapiens zinc finger protein 289, ID1 regulated (ZNF289), mRNA 


NM 031918 


Homo sapiens Kruppel-hke factor 16 (KLF16), mRNA 


NM 031463 


Homo sapiens steroid dehydrogenase-like (LOC83693), mRNA 


NM 031461 


Homo sapiens CocoaCrisp (LOC83690), mRNA 


NM_031417 


Homo sapiens MAP/microtubule affinity-regulating kinase like 1 (MARKL1) 
mRNA 


NM 030791 


Homo sapiens sphingosine-1 -phosphatase (LOC81537), mRNA 


NMJ)24670 


Homo sapiens suppressor of variegation 3-9 (Drosophila) homolog 2; 
hypothetical protein FLJ23414 (SUV39H2), mRNA 


NMJ)03414 


Homo sapiens zmc finger protein 267 (ZNF267), transcript variant 498723 
mRNA 


NMJ)23945 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 5 
(MS4A5), mRNA 


NM_023014 


Homo sapiens hypothetical protein similar to preferentially expressed antigen of 
melanoma (LOC65 122), mRNA 


NMJ>23013 


Homo sapiens hypothetical protein similar to preferentially expressed antigen of 
melanoma (LOC65 121), mRNA 


NMJ)22357 


Homo sapiens putative metallopeptidase (family Ml 9) (LOC64180) mRNA 


NM 022355 


Homo sapiens putative dipeptidase (LOC64174), mRNA 


NM 022353 


Homo sapiens putative sialoglycoprotease type 2 (LOC64172), mRNA 


NM_022345 


Homo sapiens uterine-derived 14 kDa protein (LOC64150), mRNA 


NM 022343 


Homo sapiens 17kD fetal brain protein (LOC64148), mRNA 


NMJJ22340 


Homo sapiens FYVE-finger-containing Rab5 effector protein rabenosyn-5 
(LOC64145), mRNA 


NM_021932 


Homo sapiens hypothetical protein from EUROMAGE 1987170 (LOC60626), 
mRNA 


NM 021931 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 35 (DDX35), 
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mRNA 


NM 021632 


Homo sapiens zinc-finger protein ZBRK1 (ZBRK1), mRNA 


NM 021630 


Homo sapiens PDZ-LIM protein mystique (LOC59346), mRNA 


NM 019591 


Homo sapiens zinc finger protein 26 (KOX 20) (ZNF26), mRNA 


NM 018675 


Homo sapiens zinc finger protein 302 (ZNF302), mRNA 


NMJ21226 


Homo sapiens hypothetical protein from clones 23549 and 23762 0.0058504} 
mRNA V * 


NM021211 


Homo sapiens transposon-derived Busterl transposase-like protein (LOC58486} 
mRNA V h 


NM 021186 


Homo sapiens zona pellucida glycoprotein 4 (ZP4), mRNA 


NM 020903 


Homo sapiens ubiquitin-specific processing protease (LOC57663), mRNA 


NM 020666 


Homo sapiens CDC-like kinase 4 fCLK4), mRNA 


NM 020421 


Homo sapiens hypothetical protein (LOC57143), mRNA 


NM 020140 


Homo sapiens putative 47 kDa protein (LOC56899), mRNA 


NMJ) 16305 


Homo sapiens synovial sarcoma translocation gene on chromosome 18-like 2 
(SS18L2),mRNA 


NM 016417 


Homo sapiens clone FLB4739 (LOC51218), mRNA 


NM 020467 


Homo sapiens hypothetical protein from clone 643 (LOC57228) mRNA 


NM 020389 


Homo sapiens putative capacitative calcium channel (trp7), mRNA 


NM 020385 


Homo sapiens XPMC2 protein (LOC57109), mRNA 


NM 020381 


Homo sapiens candidate tumor suppressor protein (LOC57107), mRNA 


NM 020372 


Homo sapiens organic cation transporter (LOC57100), mRNA 


NM 020158 


Homo sapiens exosome component Rrp46 (RRP46), mRNA 


NMJ)20147 


Homo sapiens hypothetical protein from EUROIMAGE 51 1235 (LOC569061 
mRNA V ; ' 


NM 020154 


Homo sapiens chromosome 11 hypothetical protein ORF3 (LOC56851) mRNA 


NM_019613 


Homo sapiens hypothetical protein 628 (LOC56270), mRNA 


NM_019059 


Homo sapiens 6.2 kd protein (LOC54543), mRNA 


NM 019037 


Homo sapiens exosome component Rrp41 (FLJ20591), mRNA 


NM 018579 


Homo sapiens mitochondrial solute carrier (LOC51312), mRNA 


NM 018485 


Homo sapiens G protein-coupled receptor C5L2 (LOC55868), mRNA 


NM_018479 


Homo sapiens uncharactenzed hypothalamus protein HCDASE (LOC55862) 
mRNA h 


NM 018447 1 


Homo sapiens 30 kDa protein (LOC55831), mRNA 


NM 018443 


Homo sapiens zinc finger protein 302 (ZNF302), mRNA 


NM 018430 


Homo sapiens hypothetical protein (LOC55815), mRNA 


NM 018402 


Homo sapiens interleukin 26 (EL26), mRNA 


NM 017692 


Homo sapiens aprataxin (APTX), mRNA 


NM018171 


Homo sapiens hypothetical protein FIJI 0659 (FLJ10659), mRNA 


NM 017530 


Homo sapiens hypothetical protein LOC55565 (LOC55565), mRNA 


NM_013385 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains 4 (PSCD4) 
mRNA 


NM 016651 


Homo sapiens heptacellular carcinoma novel gene-3 protein (LOC51339} 
mRNA 


NM 016955 


Homo sapiens soluble liver antigen/liver pancreas antigen (LOC51091), mRNA 


NM 016422 


Homo sapiens C3HC4-like zinc finger protein (ZFP26), mRNA 


\T\ jr ni £f OA 

JNM_0165zU 


Homo sapiens hepatocellular carcinoma-associated antigen 59 (LOC51759), 
mRNA ^ ' i 


NM 016275 


Homo sapiens selenoprotein T (LOC51714), mRNA 


NM 016242 


Homo sapiens endomucin-2 (LOC5 1 705), mRNA 


NM 016233 


Homo sapiens peptidylargmine deiminase type m (LOC51702) mRNA 


NM 016209 


Homo sapiens unknown (LOC51693), mRNA 
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NM 016140 


Homo sapiens brain specific protein (LOC51673), mRNA 


NM 016107 


Homo sapiens zinc finger RNA binding protein (ZFR), mRNA 


NM 016098 


Homo sapiens HSPC040 protein (LOC51660), mRNA 


NM 016095 


Homo sapiens HSPC037 protein (LOC51659), mRNA 


NMJH6086 


Homo sapiens map kinase phosphatase-like protein MK-STYX (LOC51657), 
mRNA 


NM 016061 


Homo sapiens CGI-127 protein (LOC51646), mRNA 


NM 016039 


Homo sapiens CGI-99 protein (LOC51637), mRNA 


NM 016029 


Homo sapiens CGI-86 protein (LOC5 1 635), mRNA 1 


NM 016024 


Homo sapiens CGI-79 protein (LOC5 1634), mRNA 


NM 016019 


Homo sapiens CGI-74 protein (LOC51631), mRNA 


NM 015964 


Homo sapiens brain specific protein (LOC51673), mRNA 


NM 015939 


Homo sapiens CGI-09 protein (LOC51605), mRNA 


NM 016647 


Homo sapiens mesenchymal stem cell protein DSCD75 (LOC51337), mRNA 


NM 016646 


Homo sapiens mesenchymal stem cell protein DSCD28 (LOC5 1336), mRNA 


NM 016632 


Homo sapiens ARF protein (LOC51326), mRNA 


NM 016629 


Homo sapiens hypothetical protein (LOC5 1 323), mRNA 


NM 016627 


Homo sapiens hypothetical protein (LOC51321), mRNA 


NM 016626 


Homo sapiens hypothetical protein (LOC51320), mRNA 


NM 016618 


Homo sapiens hypothetical protein (LOC5 1315), mRNA 


NM 016616 


Homo sapiens NM23-H8 (LOC51314), mRNA 


NM 016613 


Homo sapiens AD021 protein (LOC51313), mRNA 


NM 016612 


Homo sapiens mitochondrial solute carrier (LOC51312), mRNA 


NM 016594 


Homo sapiens FK506 binding protein precursor (LOC5 1303), mRNA 


NM 016562 


Homo sapiens toll-like receptor 7 (TLR7), mRNA 


NM 016546 


Homo sapiens complement Clr-like proteinase precursor, (LOC51279), mRNA 


NMJ) 16534 


Homo sapiens apoptosis-related protein PNAS-1 (LOC51275), mRNA 


NM 016521 


Homo sapiens E2F-like protein (LOC51270), mRNA 


NM 016511 


Homo sapiens C-type lectin-like receptor- 1 (LOC51267), mRNA 


NM 016509 


Homo sapiens C-type lectin-like receptor-2 (LOC51266), mRNA 


NM 016496 


Homo sapiens hypothetical protein (LOC51257), mRNA 


NM .016494 


Homo sapiens hypothetical protein (LOC51255), mRNA 


NM 016484 


Homo sapiens hypothetical protein (LOC51248), mRNA 


NM 016471 


Homo sapiens hypothetical protein (LOC51242), mRNA 


NM 016467 


Homo sapiens hypothetical protein (LOC51240), mRNA 


NM 016454 


Homo sapiens hypothetical protein (LOC51234), mRNA 


NMJH6429 


Homo sapiens COPZ2 for nonclathrin coat protein zeta-COP (LOC51226), 
mRNA 


NM_016383 


Homo sapiens HOM-TES-85 tumor antigen (LOC51213), mRNA 


NM 016380 


Homo sapiens diferentiation-related protein difl3 (LOC51212), mRNA 


NM 016364 


Homo sapiens protein phosphatase (LOC51207), mRNA 


NM 016339 


Homo sapiens Link guanine nucleotide exchange factor II (LOC5 1 195), mRNA 


NM 016338 


Homo sapiens Ran binding protein 1 1 (LOC5 1 194), mRNA 


NM 016331 


Homo sapiens zinc finger protein ANC 2H01 (LOC51 193), mRNA 


NMJH6311 


Homo sapiens ATPase inhibitor precursor (LOC51 189), mRNA 


NM_016256 


Homo sapiens N-acetylglucosamine-l-phosphodiester alpha-N- 
acetylglucosaminidase (LOC51172), mRNA 


NMJH6223 


Homo sapiens protein kinase C and casein kinase substrate in neurons 3 
(PACSIN3),mRNA 


NM 016202 


Homo sapiens LDL induced EC protein (LOC51 157), mRNA 


NMJH6175 


Homo sapiens truncated calcium binding protein (LOC51 149), mRNA 


NM 016162 


Homo sapiens candidate tumor suppressor p33 ING1 homolog (LOC51147), 
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mRNA 


NM 016158 


Homo sapiens erythrocyte transmembrane protein (LOC5 1 145), mRNA 


NM 016142 


Homo sapiens steroid dehydrogenase homolog (LOC51 144), mRNA 


NM 016141 


Homo sapiens dynein light chain-A (LOC51143), mRNA 


NM 016125 


Homo sapiens PTD016 protein (LOC51 136), mRNA 


NM 016121 


Homo sapiens NY-REN-45 antigen (LOC5 1133), mRNA 


NM 016102 


Homo sapiens tripartite motif-containing 17 (TRJM17), mRNA 


NM 016038 


Homo sapiens CGI-97 protein (LOC5 1119), mRNA 


NM 016035 


Homo sapiens CGI-92 protein (LOC5 1117), mRNA 1 


NM 016026 


Homo sapiens CGI-82 protein (LOC51 109), mRNA 


NM 016010 


Homo sapiens CGI-62 protein (LOC51101), mRNA 


NM 016001 


Homo sapiens CGI-48 protein (LOC51096), mRNA 


NM 015996 


Homo sapiens CGI-40 protein (LOC51092), mRNA 


NM 015978 


Homo sapiens putative protein-tyrosine kinase (LOC5 1086), mRNA 


NM 015962 


Homo sapiens CGI-35 protein (LOC51077), mRNA 


NM 015960 


Homo sapiens CGI-32 protein (LOC51076), mRNA 


NM 015957 


Homo sapiens CGI-29 protein (LOC51074), mRNA 


NM 015954 


Homo sapiens CGI-26 protein (LOC51071), mRNA 


NMJU5917 


Homo sapiens glutathione S-transferase subunit 13 homolog (LOC51064), 
mRNA 


NM 015913 


Homo sapiens hypothetical protein (LOC51060), mRNA 


NM 015912 


Homo sapiens hypothetical protein (LOC51059), mRNA 


NM 015911 


Homo sapiens hypothetical protein (LOC51058), mRNA 


NM 015907 


Homo sapiens leucine aminopeptidase (LOC5 1056), mRNA 


NM 015883 


Homo sapiens clone 1900 unknown protein (LOC51049), mRNA 


NM 015872 


Homo sapiens kruppel-related zinc finger protein hcKrox (LOC51043) mRNA 


NM 015871 


Homo sapiens zinc finger protein (LOC5 1042), mRNA 


NM 016072 


Homo sapiens CGI-141 protein (LOC51026). mRNA 


NM 016068 


Homo sapiens CGI-135 protein (LOC51024), mRNA 


NM_0 16053 


Homo sapiens CGI-1 16 protein (LOC51019), mRNA 


NMJ) 16046 


Homo sapiens homolog of yeast exosomal core protein CSL4 (CSL4), mRNA 


NM 016042 


Homo sapiens exosome component Rrp40 (RRP40), mRNA 


NM 015944 


Homo sapiens CGI-14 protein (LOC51005), mRNA 


NM 016060 


Homo sapiens CGI-125 protein (LOC5 1003), mRNA 


NM_016482 


Homo sapiens hepatocellular carcinoma-associated antigen 59 (LOC51759} 
mRNA 


NM 014681 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 34 (DDX34), 
mRNA 


NMJM4415 


Homo sapiens zinc finger protein (ZNF-U69274), mRNA 


NMO 14579 


Homo sapiens zinc transporter (Z1F2). mRNA 


NM__0 14347 


Homo sapiens zinc finger protein (ZF5128), mRNA 


NMJ)07146 


Homo sapiens zmc finger protein 161 (ZNF161), mRNA 


NM 006626 


Homo sapiens zinc finger protein with interaction domain (ZID) mRNA 


NM_006336 


Homo sapiens ZYG homolog (ZYG), mRNA 


NMJ)06138 


Homo sapiens membrane-sDanninff 4-domains suhfamilv A mpmKpr ^ 
(hematopoietic cell-specific) (MS4A3), mRNA 


NM 005741 


Homo sapiens zinc finger protein 263 (ZNF263), mRNA 


NMJ)00227 


Homo sapiens laminin, alpha 3 (nicein (150kD), kalinin (165kD), BM600 
(1 50kD), epilegrin) (LAMA3), mRNA 


NM_000423 


Homo sapiens keratin 2A (epidermal ichthyosis bullosa of Siemens) (KRT2A), 
mRNA V 


NM 000659 ! 


Homo sapiens autoimmune regulator (automimmune polyendocrinopathy 
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candidiasis ectodermal dystrophy) (AIRE), transcript variant 3, mRNA 


NM_000658 


Homo sapiens autoimmune regulator (automimmune polyendocrinopathy 
candidiasis ectodermal dystrophy) (AIRE), transcript variant AIRE-2, mRNA 


NMJJ00383 


Homo sapiens autoimmune regulator (automimmune polyendocrinopathy 
candidiasis ectodermal dystrophy) (AIRE), transcript variant AIRE-1 mRNA 


NM 003451 


Homo sapiens zinc finger protein 177 (ZNF177), mRNA 


NM 003419 


Homo sapiens zinc finger protein 345 (ZNF345), mRNA 


*V TH JT AAA JAM 

NMJ)03407 


Homo sapiens zinc finger protein 36, C3H type, homolog (mouse) (ZFP36), 
mRNA 


NMJKH519 


Homo sapiens BRF1 homolog, subunit of RNA polymerase HI transcription 
initiation factor IHB (S.cerevisiae) (BRF1), mRNA 


xt\ x f\f\t\ 1 r* »-j 

NM_000l57 


Homo sapiens glucosidase, beta; acid (includes glucosylceramidase) (GBA), 
mRNA 


MM 057178 


Homo sapiens fring (LOCI 17584), mRNA 


NM_057177 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) chromosome region, 
candidate 19 (ALS2CR1 9), mRNA 


NM 058178 


Homo sapiens neuronal pentraxm receptor (NPTXR), transcript variant 2, mRNA 


NM 014293 


Homo sapiens neuronal pentraxm receptor (NPTXR), transcript variant 1, mRNA 


NM 012223 


Homo sapiens myosin IB (MYOIB), mRNA 


NMJ) 15277 


Homo sapiens neural precursor cell expressed, developmental^ down-regulated 
4-hke (NEDD4L), mRNA 


NM 015074 


Homo sapiens kinesm family member IB (KIF1B), mRNA 


NMJ)32591 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 7 
(SLC9A7),mRNA 


NM 014208 


Homo sapiens dentin sialophosphoprotein (DSPP), mRNA 


NMJU4693 


Homo sapiens endothelin converting enzyme 2 (ECE2), mRNA 


NMJ)05461 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog B 
(avian) (MAFB), mRNA 


NM_030761 


Homo sapiens wingless-type MMTV integration site family, member 4 (WNT4), 
mRNA 


NM_032642 


Homo sapiens wingless-type MMTV integration site family, member 5B 
(WNT5B), transcript variant 1, mRNA 


NMJ)30775 


Homo sapiens wingless-type MMTV integration site family, member 5B 
(WNT5B), transcript variant 2, mRNA 


NMJ)03392 


Homo sapiens wingless-type MMTV integration site family, member 5A 
(WNT5A), mRNA 


NM_057168 


Homo sapiens wingless-type MMTV integration site family, member 16 
(WNT16), transcript variant 1, mRNA 


NMJ) 16087 


Homo sapiens wingless-type MMTV integration site family, member 16 
(WNT16), transcript variant 2, mRNA 


NM_0l2l0l 


Homo sapiens tripartite motif-containing 29 (TRIM29), transcript variant 1, 
mRNA 


NM_058l93 


Homo sapiens tripartite motif-containing 29 (TRIM29), transcript variant 2, 
mRNA 


NM 000983 


Homo sapiens ribosomal protein L22 (RPL22), mRNA 


NM 058248 


Homo sapiens DNase II-like acid DNase (DLAD), transcript variant 2 mRNA 


rNiVA KJz. IZjj 


womo sapiens DNase II-like acid DNase (DLAD), transcnpt variant 1 mRNA 


NM 058175 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2a', 
mRNA 


NM_058174 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2a, 
mRNA 


NM 001849 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2, 
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IUKJnA 


J/NIYl UujJIZ 


Homo sapiens thiosulfate sulfiuiransferase (rhodanese) (TST) mRNA 


INIYI l/ZU / J 1 


Homo sapiens dioxin receptor repressor (AHRR), mRNA 1 


"NJA/f ACOA/fO 


Homo sapiens stresscopin (SPC), mRNA 


INIYI UDZoJ4 


Homo sapiens WD repeat domain 7 (WDR7), transcript variant 2, mRNA 


NM 015285 


Homo sapiens WD repeat domain 7 (WDR7), transcript variant 1, mRNA 


XTAyf AAACA'7 


Homo sapiens fructose- 1,6-bisphosphatase 1 (FBPl),rnRNA 


NM 002581 


Homo sapiens pregnancy-associated plasma protein A (PAPPA), mRNA 


NM 000968 


Homo sapiens ribosomal protein L4 (RPL4), mRNA 


NM 005061 


Homo sapiens nbosomal protein L3-Iike (RPL3L), mRNA 


NM_030811 


Homo sapiens mitochondrial nbosomal protein S26 (MRPS26), nuclear gene 
encoding mitochondrial protein, mRNA 


NM__022497 


Homo sapiens mitochondrial nbosomal protein S25 (MRPS25), nuclear gene 
encoding mitochondrial protein, mRNA 


fNJVMJ!):>U23 


Homo sapiens zinc finger protein homologous to Zfp91 in mouse (ZFP91), 
mRNA 


INiVL UDZOiiO 


Homo sapiens WD repeat domain 6 (WDR6), transcript variant 2, mRNA 


lNlvl UjZoZj 


Homo sapiens WD repeat domain 6 (WDR6), transcript variant 3, mRNA 


XTA/f A<0001 
XNM VOZoZi 


Homo sapiens WD repeat domain 5 (WDR5), transcript variant 2, mRNA 


NM 017588 


Homo sapiens WD repeat domain 5 (WDR5), transcript variant 1, mRNA 




Homo sapiens WD repeat domain 10 fWDRlO), transcript variant 4, mRNA 


NM 052989 


Homo sapiens WD repeat domain 10 fWDRlO), transcript variant 2, mRNA 


NM 052985 


Homo sapiens WD repeat domain 10 (WDR10), transcript variant 1, mRNA 


NM 018262 


Homo sapiens WD repeat domain 10 fWDRlO), transcript variant 3, mRNA 


NMJ)31902 


Homo sapiens mitochondrial ribosomal protein S5 (MRPS5), nuclear gene 
encoding mitochondrial protein, mRNA 


NMJH5969 


Homo sapiens mitochondrial nbosomal protein S17 (MRPS 17), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_0 16065 


Homo sapiens mitochondrial nbosomal protein S16 (MRPS 16), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_031280 


Homo sapiens mitochondrial nbosomal protein S15 (MRPS 15), nuclear gene 
encoding mitochondrial protein, mRNA 


NMJ)22839 


Homo sapiens mitochondrial nbosomal protein SI 1 (MRPS1 1), nuclear gene 
encoding mitochondrial protein, mRNA 


NMJ) 16034 


Homo sapiens mitochondrial nbosomal protein S2 (MRPS2), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_0 16070 


Homo sapiens mitochondrial nbosomal protein S23 (MRPS23), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_020191 


Homo sapiens mitochondrial nbosomal protein S22 (MRPS22), nuclear gene 
encoding mitochondrial protein, mRNA 


NM__018135 


Homo sapiens mitochondrial nbosomal protein S18A (MRPS 18 A), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 021996 


Homo sapiens Forssman glycolipid synthetase (FS), mRNA 


NMJ352815 


Homo sapiens immediate early response 3 (EER3), transcript variant long, 
mRNA 


NM_003897 


Homo sapiens immediate early response 3 (DBR3), transcript variant short, 
mRNA 


NM 053013 


Homo sapiens enolase 3, fbeta, muscle) (EN03), transcript variant 2, mRNA 


NM 001976 


Homo sapiens enolase 3, (beta, muscle) (EN03), transcript variant 1, mRNA 


NMJM8368 


Homo sapiens CTD (carboxy-terminal domain, RNA polymerase n, polypeptide 
A) phosphatase, subunit 1 (CTDP1), transcript variant FCPlb, mRNA 


NM 004715 


Homo sapiens CTD (carboxy-terminal domain, RNA polymerase II, polypeptide 
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NM 015719 

NM 000093 
NM 001256 

1NM UU400I 

NM_037370 


A) phosphatase, subunit 1 (CTDP1), transcript variant FCPla, mRNA 
Homo sapiens collagen, type V, alpha 3 (COL5 A3), mRNA 
Homo sapiens collagen, type V, alpha 2 (COL5A2), mRNA 
Homo sapiens collagen, type V, alpha 1 (COL5A1), mRNA 
Homo sapiens cell division cycle 27 (CDC27), mRNA 

Homo sapiens CDC23 (cell division cycle 23, yeast, homolog) (CDC23), mRNA 
Homosapiens cyclm D-type bmding-protein 1 (CCNDBP1), transcript variant 2, 


NM 019592 


Homo sapiens cyclin D-type binding-protein 1 (CCNDBP1), transcript variant 1 
mRNA 

Homo sapiens ring finger protein 20 (RNF20), mRNA 


JNM 003386 
NM_001959 


Homo sapiens zonadhesin (ZAN), mRNA 

Homo sapiens eukaryotic translation elongation factor 1 beta 2 (EEF1B2), 
transcript variant 1 , mRNA 


NMJ)21121 
NM 006778 


Homo sapiens eukaryotic translation elongation factor 1 beta 2 (EEF1B2), 
transcript variant 2, mRNA 

Homo sapiens ring finger protein 9 (RNF9), transcript variant 1 , mRNA 


NM 052828 
NMJ)07028 

NG 000019 
NM 052952 
NM 000989 
NM 000978 
NM 000985 


Homo sapiens ring finger protein 9 (RNF9), transcript variant 2, mRNA 
Homo sapiens tripartite motif-containing 3 1 (TRIM31), transcript variant 1 
mRNA 

Homo sapiens chorionic gonadotropin beta region (CGB@) on chromosome 19 
Homo sapiens disrupted in renal carcinoma 1 (DIRC1) mRNA 
Homo sapiens nbosomal protein L30 (RPL30), mRNA 
Homo sapiens ribosomal protein L23 (RPL23), mRNA 
Homo sapiens ribosomal protein L17 (RPL17), mRNA 


NM 017809 
NM 030943 

"MA/f mofKi 
iNJVi VZZxJJO 

NM 014762 
NM_023922 


Homo sapiens protocadhenn 18 (PCDH18), mRNA 

Homo sapiens nuclear RNA export factor 2 (NXF2), transcript variant 1 mRNA 
Homo sapiens amnionless protein (AMN), mRNA 

Homo sapiens nuclear RNA export factor 2 (NXF2), transcript variant 2, mRNA 
Homo sapiens 24-dehydrocholesterol reductase (DHCR24) mRNA 
Homo sapiens taste receptor, type 2, member 14 (TAS2R14), mRNA 


NM_023921 
INJYl {JzjyZ\) 
NM 023919 


Homo sapiens taste receptor, type 2, member 10 (TAS2R10), mRNA 
Homo sapiens taste receptor, type 2, member 13 (TAS2R13) 9 mRNA 
Homo sapiens taste receptor, type 2, member 7 (TAS2R7), mRNA 


NM_023918 
NM 023917 
NMJJ22100 


Homo sapiens taste receptor, type 2, member 8 (TAS2R8), mRNA 
Homo sapiens taste receptor, type 2, member 9 (TAS2R9), mRNA 

Homo SaDi ens mitochondrial rifinsntnal rvrn+<»i« Q 1 /I A/fDDC 1 /i\ 

uupvuo Huiuvuuiim iai iiuubuiiidi protein o in ^JVLKxo 14 ), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_022169 

NM_ 018031 
NM 012333 
NM 014586 


Homo sapiens ATP-bindmg cassette, sub-family G (WHITE), member 4 
(ABCG4), mRNA 

Homo sapiens WD repeat domain 6 (WDR6), transcript variant 1, mRNA 
Homo sapiens c-myc binding protein (MYCBP), mRNA 


NM 014296 
NM 006615 
NMJ)05807 

NM_004467 


Homo sapiens hormonallv imrpcmlfitpH "NTpn-accrw-Mofwi n«nea nxr r\Tv\ „d\ta 
- — w r' nvitimuauy upic^mdicu xNcu-dssociaieQ Kinase (riUJNJs>j, niKJNA 

Homo sapiens calpain 7 (CAPN7), mRNA 

Homo sapiens calpam 9 CnCL-4) (CAPN9), mRNA 

Homo sapiens proteoglycan 4, (megakaryocyte stimulating factor, articular 

6upcruciai zone protein, camptoaactyly, arthropathy, coxa vara, pericarditis 

syndrome) (PRG4), mRNA 


NMJ)03391 
NM 002995 


Homo sapiens fibnnogen-like l (FGLl), mRNA 

Homo sapiens wingless-type MMTV integration site family member 2 (WNT2) 
mRNA * 

Homo sapiens small inducible cytokine subfamily C, member l (lymphotactin) 
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(SCYCl),mRNA 


NM 002477 


Homo sapiens myosin, light polypeptide 5, regulatory (MYL5), mRNA 


NMJ)58253 


Homo sapiens ribosomal protein S6 kinase, 52kD, polypeptide 1 (RPS6KC1) 
mRNA 


NM 000623 


Homo sapiens bradykinin receptor B2 (BDKRB2), mRNA 


NM_000424 


Homo sapiens keratin 5 (epidermolysis bullosa simplex, Dowling- 
Meara/KobnerAVeber-Cockayne types) (KRT5), mRNA 


NM 002272 


Homo sapiens keratin 4 (KRT4), mRNA 


NM 057088 


Homo sapiens keratin 3 (KRT3), mRNA 


NM 006121 


Homo sapiens keratin 1 (epidermolytic hyperkeratosis) (KRT1), mRNA 


NM 057182 


Homo sapiens cyclin El (CCNE1), transcript variant 2, mRNA 


NM 001238 


Homo sapiens cyclin El (CCNE1), transcript variant 1, mRNA 


NM 054029 


Homo sapiens chromosome 8 open reading frame 14 (C8orfl4), mRNA 


NM 054017 


Homo sapiens chromosome 8 open reading frame 12 (C8orfl2), mRNA 


NM_052936 


Homo sapiens AUT-like 2, cysteine endopeptidase (S. cerevisiae) (AUTL2), 
mRNA 


NM 004926 


Homo sapiens zinc finger protein 36, C3H type-like 1 (ZFP36L1), mRNA 


NM 006887 


Homo sapiens zinc finger protein 36, C3H type-like 2 (ZFP36L2), mRNA 


NM 015355 


Homo sapiens joined to JAZF1 (JJAZ1), mRNA 


NMJJ05642 


Homo sapiens TAF7 RNA polymerase n, TATA box binding protein (TBP)- 
associated factor, 55 kD (TAF7), mRNA ! 


NM 032685 


Homo sapiens hypothetical protein MGC13005 (MGC13005), mRNA 


NMJ)32656 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 37 (DDX37), 
mRNA 


NM 031919 


Homo sapiens cystatin and DUF19 domain containing 1 (CSDUFD1), mRNA 


NM 031475 


Homo sapiens espin (ESPN), mRNA 


NM 024101 


Homo sapiens melanophilin (MLPH), mRNA 


NM 002597 


Homo sapiens phosducin (PDC), transcript variant Phd, mRNA 


NM_021201 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 7 
(MS4A7), mRNA 


NM 020634 


Homo sapiens growth differentiation factor 3 (GDF3), mRNA 


NM 020185 


Homo sapiens mitogen-activated protein kinase phosphatase x (MKPX), mRNA 


NMJ)02897 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS1), transcript variant scr2, mRNA 


NM 016839 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS1), transcript variant MSSP-2, mRNA 


NMJH6838 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS1), transcript variant MSSP-1, mRNA 


NM 016837 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS1), transcript variant MSSP-3, mRNA 


NMJU6836 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS1), transcript variant YC1, mRNA 


NM_016941 


Homo sapiens delta-like 3 (Drosophila) (DLL3), mRNA 


NM 016335 


Homo sapiens proline dehydrogenase (oxidase) 1 (PRODH), mRNA 


NM 014122 


Homo sapiens PRO0245 protein (PRO0245), mRNA 


NM 015344 


Homo sapiens leptin receptor overlapping transcript-like 1 (LEPROTL1), mRNA 


NM 014450 


Homo sapiens SHP2 interacting transmembrane adaptor (SIT), mRNA 


NM_007159 


Homo sapiens sarcolemma associated protein (SLMAP), mRNA 


NM 005974 


Homo sapiens proline dehydrogenase (oxidase) 1 (PRODH), mRNA 


NMJ)04974 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 2 (KCNA2), mRNA 


NM 003195 


Homo sapiens transcription elongation factor A (SH), 2 (TCEA2), mRNA 
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NM 001010 


Homo sapiens ribosomal protein S6 (RPS6), mRNA 


NM 000981 


Homo sapiens ribosomal protein L19 (RPL19), mRNA 


NM 003378 


Homo sapiens VGF nerve growth factor inducible (VGF), mRNA 


NM 001612 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 1, mRNA 


NMJ)20115 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 11, 
mRNA 


NM 020114 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 9, mRNA 


NM 020113 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 8, mRNA 


NM 020112 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 7, mRNA 


NM 020111 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 6, mRNA 


NM_020110 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 10, 
mRNA 


NM 020109 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 5, mRNA 


NM 020108 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 4, mRNA 


NM 020107 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 3, mRNA 


NM 020069 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 2, mRNA 


NM 022909 


Homo sapiens centromere protein H (CENPH), mRNA 


NM 021734 


Homo sapiens solute carrier family 25 (mitochondrial deoxynucleotide carrier), 
member 1 9 (SLC25A19), mRNA 


NM 021259 


Homo sapiens transmembrane protein 8 (five membrane-spanning domains) 
(TMEM8), mRNA 


NM 020139 


Homo sapiens oxidoreductase UCPA (LOC56898), mRNA 


NM_015975 


Homo sapiens TAF9-like RNA polymerase II, TATA box binding protein 
(TBP)-associated factor, 3 1 kD (TAF9L), mRNA 


NM 013271 


Homo sapiens proprotein convertase subtilisin/kexin type 1 inhibitor (PCSK1N), 
mRNA 


NM 000904 


Homo sapiens NAD(P)H dehydrogenase, quinone 2 (NQ02), mRNA 


NM 000903 


Homo sapiens NAD(P)H dehydrogenase, quinone 1 (NOOl), mRNA 


NM 002959 


Homo sapiens sortilin 1 (SORT1), mRNA 

* i cl 


NMJ)57170 


Homo sapiens G protein-coupled receptor kinase-interactor 2 (GIT2), transcript 
variant 2, mRNA 


NM_057169 


Homo sapiens G protein-coupled receptor kinase-interactor 2 (GIT2), transcript 
variant 1, mRNA 


NM 057161 


Homo sapiens testis intracellular mediator protein (PEAS), mRNA 


NM 057167 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript variant 5, mRNA 


NM 057166 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript variant 4, mRNA 


NMJ)57165 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript variant 3, mRNA 


NM 057164 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript variant 2, mRNA 


NMJH4776 


Homo sapiens G protein-coupled receptor kinase-interactor 2 (GIT2), transcript 
variant 3, mRNA 


NMJW4369 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript variant 1, mRNA 


NM_001183 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 
subunit 1 (ATP6S1), mRNA 


NM 000675 


Homo sapiens adenosine A2a receptor (ADORA2A), mRNA 


NM 033027 


Homo sapiens AXIN1 up-regulated (AXUD1), mRNA 


NM 002539 


Homo sapiens ornithine decarboxylase 1 (ODC1), mRNA 


NMJ)58004 


Homo sapiens phosphatidylinositol 4-kinase, catalytic, alpha polypeptide 
(PIK4CA), transcript variant 2, mRNA 


NM 000992 


Homo sapiens ribosomal protein L29 (RPL29), mRNA 


NMJ)00984 


Homo sapiens ribosomal protein L23a (RPL23A), mRNA 


NM 001289 


Homo sapiens chloride intracellular channel 2 (CLIC2), mRNA | 


NM 018648 


Homo sapiens nucleolar protein family A, member 3 (H/ACA small nucleolar 
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RNPs) (NOLA3), mRNA 


NM 021947 


Homo sapiens serine racemase (SRR), mRNA 


NM 016579 


Homo sapiens 8D6 antigen (8D6A), mRNA 


NM 006849 


Homo sapiens protein disulfide isomerase, pancreatic (PDIP), mRNA 


NM_002650 


Homo sapiens phosphatidylinositol 4-kinase, catalytic, alpha polypeptide 
(PIK4CA), transcript variant 1, mRNA 


NM 000988 


Homo sapiens ribosomal protein L27 (RPL27), mRNA 


NM 000987 


Homo sapiens ribosomal protein L26 (RPL26), mRNA 


NM 000986 


Homo sapiens ribosomal protein L24 (RPL24), mRNA 


NM 031964 


Homo sapiens keratin associated protein 17.1 (KAP17.1), mRNA 


NM 000420 


Homo sapiens Kell blood group (KEL), mRNA 


NM_052841 


Homo sapiens serine/threonine kinase 22C (spermiogenesis associated) 
(STK22C), mRNA 


NM 017647 


Homo sapiens FtsJ homolog 3 (E. coli) (FTSJ3), mRNA 


NM 001845 


Homo sapiens collagen, type IV, alpha 1 (COL4A1), mRNA 


NM 016508 


Homo sapiens cyclin-dependent kinase-like 3 (CDKL3), mRNA 


NM 001261 


Homo saniens cvclrn -dependent kinase 9 (CX)C,1 -related kinase^ ffDTCQ^ ttVRTsJA 


NMJB3131 


Homo sapiens wingless-type MMTV integration site family, member 3 A 
(WNT3A) mRNA 


NM 030753 


Homo sapiens wingless-type MMTV integration site family, member 3 (WNT3), 
mRNA 


NM 003396 


Homo sapiens wingless-type MMTV integration site family, member 15 
(WNT15), mRNA 


NMJ)04626 


Homo sapiens wingless-type MMTV integration site family, member 1 1 
(WNT1 1), mRNA 


NM 057176 


Homo sapiens barttin (BSND), mRNA 


NM 012079 


Homo saniens diacvlplvcerol O-acvl transferase homnlop 1 f moused fDCrATl^ 
mRNA 


NM 005490 


Homo sapiens SH2 domain-containing 3A (SH2D3A), mRNA 


NMJ)32563 


Homo sapiens epidermal differentiation complex protein like protein (LEP16), 
mRNA 


NM 014914 


Homo sapiens centaurin, gamma 2 (CENTG2), mRNA 


NM 014161 


Homo sapiens mitochondrial ribosomal protein LI 8 (MRPL18), mRNA 


NM 004895 


Homo saDiens cold autoinilammatorv svndrome 1 (CIASl^ mRNA 


NMJ)00086 


Homo sapiens ceroid-lipofuscinosis, neuronal 3, juvenile (Batten, Spielmeyer- 
Voet diseaseUCLN3 , ) mRNA 


NM 033341 


Homo sapiens baculoviral IAP repeat-containing 8 (BIRC8), mRNA 


NM 054013 


jliuhhj oa|/idio iiiaiiiJiuoj i ^aiuiia-j. uupiuidii ucwi^-ii" 
acetvlplucosarmrivltrarisfprasp isnpn7vme 13 fiVrC-r A T4T^ trail serint variant 2 
mRNA 


NM_000449 


Homo sapiens reeulatorv factor X 5 (influences HLA class II expression^ 
(RFX5), mRNA 


NMJ)54025 


Homo sapiens beta-l,3-glucuronyltransferase 1 (glucuronosyltransferase P) 
(B3GAT1), transcript variant 2, mRNA 


NM 002628 


Homo sapiens profilin 2 (PFN2), transcript variant 2, mRNA 


NM 053024 


Homo sapiens profilin 2 (PFN2), transcript variant 1, mRNA 


NM 003930 


Homo sapiens src family associated phosphoprotein 2 (SCAP2), mRNA 


NMJH4018 


Homo sapiens mitochondrial ribosomal protein S28 (MRPS28), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_0 15971 


Homo sapiens mitochondrial ribosomal protein S7 (MRPS7), nuclear gene 
encoding mitochondrial protein, mRNA 


NM„032476 


Homo sapiens mitochondrial ribosomal protein S6 (MRPS6), nuclear gene 
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encoaing mitocnononai protein, niKJNA 


NM018141 


Homo sapiens mitochondrial ribosomal protein SIO (MRPSIO), nuclear gene 
encoding imtocnonariai protein, niKiN A 


NM_014046 


Homo sapiens mitochondrial ribosomal protein S18B (MRPS18B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 006513 


Homo sapiens seryl-tRNA synthetase (SARS), mRNA 


INIVI uZllDJ 


Homo sapiens cadherm 19, type 2 (CDH19), mRNA 


NM_033664 


Homo sapiens cadherin 1 1, type 2, OB-cadherin (osteoblast) (CDH1 1), transcript 
variant z, mKJNA 


NMJ)01797 


Homo sapiens cadherin 1 1, type 2, OB-cadherin (osteoblast) (CDH11), transcript 
variant 1 , mRNA 




Homo sapiens collagen, type IV, alpha 5 (Alport syndrome) (COL4A5), 
transcript variant j, mKJNA 


NM_033380 


Homo sapiens collagen, type IV, alpha 5 (Alport syndrome) (COL4A5), 
transcnpt variant z, mKJNA 


"MM 00040^ 


Homo sapiens collagen, type IV, alpha 5 (Alport syndrome) (COL4A5), 
transcript variant 1, mRNA 


INlYl uuuui/z 


Homo sapiens collagen, type IV, alpha 4 (COL4A4), mRNA 


NM 033184 


Homo sapiens keratin associated protein 2.4 (KAP2.4), mRNA 




Homo sapiens mitochondrial ribosomal protein S24 (MRPS24), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 001006 


Homo sapiens ribosomal protein S3A (RPS3A), mRNA 


XTXyf A 1 O/f 1 1 

rslM_Ulz41 1 


Homo sapiens protein tyrosine phosphatase, non-receptor type 22 (lymphoid) 
(PTPN22), transcript variant 2, mRNA 


XTA/f A1 ^Q<*7 

iNM.__Uljyo/ 


Homo sapiens protein tyrosine phosphatase, non-receptor type 22 (lymphoid) 
(PTPN22), transcript variant 1, mRNA 


"MTV/T A A £3 1 A 


Homo sapiens aminopeptidase puromycin sensitive (NPEPPS), mRNA 


NM 033335 


Homo sapiens nuclear receptor subfamily 6, group A, member 1 (NR6A1), 
transcript variant 3, mRNA 




Homo sapiens nuclear receptor subfamily 6, group A, member 1 (NR6A1), 
transcript variant 1 , mRNA 


"MM AAlzlSQ 


Homo sapiens nuclear receptor subfamily 6, group A, member 1 (NR6A1), 
uanscnpi variant z, rriKJN a 


1n1VJL__UU 1 OvO 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 2 

^ADt-AZ ) y mKiN A 


N!M 0099 R4 


nomo sapiens Keratin, nair, oasic, o (monilethrix J (K^lrLtJo), mRNA 




nomo sapiens Keratin, nair, oasic, j (JnJ\Ij±djJ, mKJNA 


NM 009789 


nomo sapiens Keraim, nair, oasic, 5 (JsJKl rlbJ ), mKJNA 


NM O^IOn 


nomo sapiens Keratin, nair, oasic, z (JsJvIxIdzj, mKJNA 


NM 009981 


nomo sapiens Keraim, nair, oasic, 1 ^ivK 1 JrLts I ) y rnKJN A 


NM 0T3045 


nomo sapiens Keraim, nair, oasic, 4 (JsJxinJD4^, mKJNA 


NM 00101 1 

1.1 1VX VU 1 V 1 1 


nomo sapiens noosomai protein o / ^KJro / mKJNA 


NM 000QRO 


nomo sapiens noosomai protein JLloa (K-rJLioAj, mKJNA 


NM 000979 


Homo sapiens ribosomal protein LI 8 (RPL18), mRNA 


NM 000097 


Homo sapiens ribosomal protein LI 3 (RPL13), transcript variant 1, mRNA 


NM 033951 


nomo sapiens noosomai protein jli j {JstL/Ij ), transenpt van ant z, mKJNA 


NM 000976 


Homo sapiens ribosomal protein LI 2 (RPL12), mRNA 


NM 000975 


Homo sapiens ribosomal protein LI 1 (RPL1 1), mRNA 


NM 000894 


Homo sapiens luteinizing hormone beta polypeptide (LHB), mRNA 


NMJ)05082 


Homo sapiens zinc finger protein 147 (estrogen-responsive finger protein) 
(ZNF147), mRNA 


NM_003549 


Homo sapiens hyaluronoglucosaminidase 3 (HYAL3), mRNA 
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XTA yf An 1 01 

NM_0J3lol 


I Homo sapiens cannabmoid receptor 1 (brain) (CNR1), transcript variant 3, 
mRNA 


NLMJUOOlo 


Homo sapiens genomic type I (acidic) hair keratin gene cluster (KRTHA.1@) on 
chromosome 17 




Homo sapiens ATP-bindmg cassette, sub-family C (CFTR/MRP), member 1 1 
(ABCC11), mRNA 


\TN/f AA/CQAO 


Homo sapiens secretagogin (SECRET), mRNA 


JLN1YI UUOZUI 


Homo sapiens PCTAIRE protein kinase 1 (PCTK1), transcript variant 1, mRNA 


Tsnvyr ao^aig 


Homo sapiens PCTAIRE protein kinase 1 (PCTK1), transcript variant 3, mRNA 


\T\/f AOQA1 0 
IN1VL UjoUIo 


Homo sapiens PCTAIRE protem kinase 1 (PCTK1), transcript variant 2, mRNA 


\Tn AAAA11 


Homo sapiens genomic protocadherin gamma cluster (PCDHG@) on 
chromosome 5 


iNivi UUIUZJ 


Homo sapiens ribosomal protein S20 (RPS20), mRNA 


NM 004451 


Homo sapiens estrogen-related receptor alpha (ESRRA), mRNA 


NM 005755 


Homo sapiens Epstein-Barr virus induced gene 3 (EBI3Y mRNA 


XTA yf A A 1A1 f 

iNM 001015 


womo sapiens ribosomal protein S 1 1 (RPS 1 1 ), mRNA 


XTA /f AA/CA^O 

NM 006923 


Homo sapiens stromal cell-derived factor 2 (SDF2), mRNA 


NM 000394 


Homo sapiens crystallin, alpha A (CRYAA), mRNA 


NM_00376l 


Homosapiens vesicle-associated membrane protein 8 (endobrevin) (VAMP8), 


XTA X AO 1 f\ C C\ 

NM 031958 


Homo sapiens keratin associated protem 3.1 (KRTAP3.1), mRNA 


NM 031957 


Homo sapiens keratin associated protein 1.5 (KRTAP1.5), mRNA 


NM_004776 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
5 (B4GALT5), mRNA 


NM_030587 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
2 (B4GALT2), transcript variant 1, mRNA 


NMJ)03780 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
2 (B4GALT2), transcript variant 2, mRNA 


NMJ)04391 I 


Homo sapiens cytochrome P450, subfamily VIIIB (sterol 12-alpha-hydroxylase) 
polypeptide 1 (CYP8B1), mRNA 


XTA /f AAATOf 

NM__000785 


Homo sapiens cytochrome P450, subfamily XXVUB (25-hydroxyvitamin D-l- 
alpha-hydroxylase), polypeptide 1 (CYP27B1), mitochondrial protem encoded 
by nuclear gene, mRNA 


XTA /f (\n 1 /I 1 n 

NM__UJ1419 


Homo sapiens molecule possessing ankyrin repeats induced by 
lipopolysaccharide (MAIL), homolog of mouse (MAIL), mRNA 


NM 000961 


Homo sapiens prostaglandin 12 (prostacyclin) synthase (PTGIS), mRNA 


NM 003293 


Homo sapiens tryptase, alpha (TPS1), mRNA 


NM 016630 


Homo sapiens acid cluster protein 33 (ACP33), mRNA 


NM 014458 


Homo sapiens Kelch motif containing protein (AB026190), mRNA 


XTA vf AA^iA^ 

NM 007207 


Homo sapiens dual specificity phosphatase 10 (DUSP10), mRNA 


NM_030660 


Homo sapiens Machado- Joseph disease (spinocerebellar ataxia 3, 
olivopontocerebellar ataxia 3, autosomal dominant, ataxin 3) (MJD), transcript 
variant 2, mRNA 


NM 022055 


Homo sapiens potassium channel, subfamily K, member 12 (KCNK12), mRNA 


XTA >T f\*\ 1 inr 

NM 02H75 


Homo sapiens hepcidm antimicrobial peptide (HAMP), mRNA 


NM 018666 


Homo sapiens sarcoma antigen (SAGE), mRNA 


NM 016532 


nomo sapiens aJsjr tor skeletal muscle and kidney enriched inositol 
phosphatase (LOC5 1 763), mRNA 


NM_015987 


Homo sapiens heme binding protein 1 (HEBP1), mRNA 1 


NM 014079 


Homo sapiens Kruppel-like factor 15 (KLF15), mRNA 


NM^O 14759 
- 


Homo sapiens phytanoyl-CoA hydroxylase interacting protein (PHYHIP), 
mRNA 
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NM 002590 


Homo sapiens protocadherin 8 (PCDH8), transcript variant 1, mRNA 


NM 004826 


Homo sapiens endothelin converting enzyme-like 1 (ECEL1), mRNA 


NM 004420 


Homo sapiens dual specificity phosphatase 8 (DUSP8), mRNA 


NM 001012 


Homo sapiens ribosomal protein S8 (RPS8), mRNA 


NM 002595 


Homo sapiens PCTAIRE protein kinase 2 (PCTK2), mRNA 


NM 001395 


Homo sapiens dual specificity phosphatase 9 (DUSP9), mRNA 


NM_003887 


Homo sapiens development and differentiation enhancing factor 2 (DDEF2), 
mRNA 


NM 001446 


Homo sapiens fatty acid binding protein 7, brain (FABP7), mRNA 


NM 001259 


Homo sapiens cyclin-dependent kinase 6 (CDK6), mRNA 


NM 001760 


Homo sapiens cyclin D3 (CCND3), mRNA 


NM 001759 


Homo sapiens cyclin D2 (CCND2), mRNA 


NM 001237 


Homo sapiens cyclin A2 (CCNA2), mRNA 


NM 057158 


Homo sapiens dual specificity phosphatase 4 (DUSP4) transcript variant 2, 
mRNA 


NMJ)01394 


Homo sapiens dual specificity phosphatase 4 (DUSP4), transcript variant 1, 
mRNA 


NM_052988 


Homo sapiens cyclin-dependent kinase (CDC2-like) 10 (CDK10), transcript 
variant 3, mRNA 


NM 052987 


Homo sapiens cyclin-dependent kinase (CDC2-like) 10 (CDK10), transcript 
variant 2, mRNA 


NM 057160 


Homo sapiens artemin (ARTN), transcript variant 3, mRNA 


NM 057091 


Homo sapiens artemin (ARTN), transcript variant 2, mRNA 


NM 057090 


Homo sapiens artemin (ARTN), transcript variant 4, mRNA 


NM 003976 


Homo sapiens artemin (ARTN), transcript variant 1, mRNA 


NM 000050 


Homo sapiens argininosuccinate synthetase (ASS), transcript variant 1; mRNA 


NM 054012 


Homo sapiens argininosuccinate synthetase (ASS), transcript variant 2, mRNA 


NM 053286 


Homo sapiens aquaporin 6, kidney specific (AQP6), transcript variant 2, mRNA 


NM 001652 


Homo sapiens aquaporin 6, kidney specific (AQP6), transcript variant 1, mRNA 


NM_053032 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 8, 
mRNA 


NMJ)53031 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 7, 
mRNA 


NM 053030 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 5, 
mRNA 


NM_053029 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 4, 
mRNA 


NM_053028 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 3B, 
mRNA 


NM_053027 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 3 A, 
mRNA 


NM 053026 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 2, 
mRNA 


NM 053025 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 1, 
mRNA 


NMJH6497 


Homo sapiens mitochondrial ribosomal protein 64 (MRP64), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 024026 


Homo sapiens mitochondrial ribosomal protein 63 (MRP63), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_021821 


Homo sapiens mitochondrial ribosomal protein S35 (MRPS35), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 005965 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 6, 
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NM 016640 
NM_053035 


mRNA 

Homo sapiens mitochondrial ribosomal protein S30 (MRPS30) mRNA 

Homo sapiens mitochondrial ribosomal protein S33 (MRPS33), transcript variant 

2, nuclear gene encoding mitochondrial protein, mRNA 


NMJ) 16071 


Homo sapiens mitochondrial ribosomal protein S33 (MRPS33), transcript variant 
1 , nuclear gene encoding mitochondrial protein, mRNA 


NM_03l90l 


Homo sapiens mitochondrial ribosomal protein S21 (MRPS21), transcript variant 
1, nuclear gene encoding mitochondrial protein, mRNA 


NMJH8997 


Homo sapiens mitochondrial ribosomal protein S21 (MRPS21), transcript variant 
2, nuclear gene encoding mitochondrial protein, mRNA 


NM_033363 


Homo sapiens mitochondrial ribosomal protein S12 (MRPS12), transcript variant 
3, nuclear gene encoding mitochondrial protein, mRNA 


NM_033362 

XTTV iT AO 1 1 A A 

NM 021144 


Homo sapiens mitochondrial ribosomal protein S12 (MRPS12), transcript variant 

2, nuclear gene encoding mitochondrial protein, mRNA 

Homo sapiens PC4 and SFRS1 interacting protein 1 (PSIP1) mRNA 


NM 052953 
NM 033207 


Homo sapiens hypothetical protein LRP15 (LRP15), mRNA 
Homo sapiens transmembrane protein HTMP 10 (HTMP10) mRNA 


NM 030649 


Homo sapiens centaurin beta 5 (CENTOS mRNA 


NMJ)23936 


Homo sapiens mitochondrial ribosomal protein S34 (MRPS34), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_021107 


Homo sapiens mitochondrial ribosomal protein S12 (MRPS12), transcript variant 
1 , nuclear gene encoding mitochondrial protein, mRNA 


NM 014322 
NM 001260 


Homo sapiens opsm 3 (encephalopsin, panopsin) (OPN3), mRNA 


NMJW3674 


Homo sapiens cyclm-dependent kinase 8 (CDK8), mRNA 

Homo sapiens cyclm-dependent kinase (CDC2-like) 10 (CDK10), transcript 

variant l,mRNA 


NM 057094 


Homo sapiens crystalhn, beta A2 (CRYBA2), transcript variant 3 mRNA 


NM 057093 


Homo sapiens crystallin, beta A2 (CRYBA2), transcript variant 2, mRNA 


NM 052984 


Homo sapiens cyclm-dependent kinase 4 (CDK4), transcript variant 2 mRNA 


NMJW0075 


Homo sapiens cyclm-dependent kinase 4 (CDK4), transcript variant 1 mRNA 


NM 052827 


Homo sapiens cyclm-dependent kinase 2 (CDK2), transcript variant 2, mRNA 


NM 001798 


Homo sapiens cyclm-dependent kinase 2 (CDK2), transcript variant 1 , mRNA 


NM_006522 


Homo sapiens wingless-type MMTV integration site family, member 6 (WNT6), 
mRNA 


NM_005430 


Homo sapiens wingless-type MMTV integration site family, member 1 (WNT1), 
mRNA 


NMJJ03394 


Homo sapiens wingless-type MMTV integration site family, member 10B 
(WNT10B), mRNA 


NM_025216 


Homo sapiens wingless-type MMTV integration site family, member 10A 
(WNT10A), mRNA 


NM_005370 


Homo sapiens mel transforming oncogene (derived from cell line NK14)- RAB8 
homolog (MEL), mRNA 


NM 033100 


Homo sapiens MT-protocadherin (KIAA1775), mRNA 


NM 005086 


Homo sapiens sarcospan (Kras oncogene-associated gene) (SSPN) mRNA 


NM 003737 


Homo sapiens protocadherin 16 (PCDH16), mRNA 


NM 018153 


Homo sapiens tumor endothelial marker 8 (TEM8), transcript variant 3 mRNA 


NM 051014 


nomo sapiens tumor endothelial marker 8 (TEM8), transcnpt variant 2 mRNA 


NMJ305929 


Homo sapiens antigen p97 (melanoma associated) identified by monoclonal 
antibodies 133.2 and 96.5 (MFI2), transcript variant 1, mRNA 


NM 033316 


Homo sapiens antigen p97 (melanoma associated) identified by monoclonal 
antibodies 133.2 and 96.5 (MFI2), transcript variant 2, mRNA 


NM 001002 


Homo sapiens ribosomal protein, large, P0 (RPLP0), transcript variant 1 mRNA 
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NM 053275 


Homo sapiens nbosomal protein, large, P0 (RPLP0), transcript variant 2, mRNA 


NM 054034 


Homo sapiens fibronectin 1 (FN1), transcript variant 2, mRNA 


NM 002026 


Homo sapiens fibronectin 1 (FN1), transcript variant 1, mRNA 


NM 004460 


Homo sapiens fibroblast activation protein, alpha (FAP), mRNA 


NMJ)00783 


Homo sapiens cytochrome P450, subfamily XXVTA, polypeptide 1 (CYP26A1), 
transcript variant 1 , mRNA 


NM 057157 


Homo sapiens cytochrome P450, subfamily XXVIA, polypeptide 1 (CYP26A1), 
transcript variant 2, mRNA 


NM 032211 


Homo sapiens lysyl oxidase-like 4 (LOXL4), mRNA 


NM_003395 


Homo sapiens wingless-type MMTV integration site family, member 14 
(WNT14), mRNA 


NMJ)33101 


Homo sapiens lectin, galactoside-binding, soluble, 12 (galectin 12) (LGALS12), 
mRNA 


NMJ)32611 


Homo sapiens protein tyrosine phosphatase type IVA, member 3 (PTP4A3), 
transcript variant 1 , mRNA 


NMJ)07079 


Homo sapiens protein tyrosine phosphatase type IVA, member 3 (PTP4A3), 
transcript variant 2, mRNA 


NM 032208 


Homo sapiens tumor endothelial marker 8 (TEM8), transcript variant 1, mRNA 


NM_014644 


Homo sapiens phosphodiesterase 4D interacting protein (myomegalin) 
(PDE4DIP), mRNA 


NMJ)06551 


Homo sapiens lipophilin B (uteroglobin family member), prostatein-like 
(LPHB), mRNA 


NM 012280 


Homo sapiens FtsJ homolog 1 (E. coli) (FTSJ1), mRNA 


NM 005209 


Homo sapiens crystallin, beta A2 (CRYBA2), transcript variant 1, mRNA 


NM 007346 


Homo sapiens opioid growth factor receptor (OGFR), mRNA 


NM 006552 


Homo sapiens lipophilin A (uteroglobin family member) (LPHA). mRNA 


NM 015965 


Homo sapiens cell death-regulatory protein GRIM 19 (GRIM 19), rnRNA 


NM 014275 


Homo sapiens mannosyl (alpha- 1,3 ^-glycoprotein beta-l,4-N- 
acetylglucosaminyltransferase, isoenzyme B (MGAT4B), transcript variant 1, 
mRNA 


NMJMH872 


Homo sapiens carboxypeptidase B2 (plasma, carboxypeptidase U) (CPB2), 
transcript variant 1, mRNA 


NMJJ16413 


Homo sapiens carboxypeptidase B2 (plasma, carboxypeptidase U) (CPB2), 
transcript variant 2, mRNA 


NMJ)04632 


Homo sapiens death associated protein 3 (DAP3), transcript variant 2, nuclear 
gene encoding mitochondrial protein, mRNA 


NM 033657 


Homo sapiens death associated protein 3 (DAP3), transcript variant 1, nuclear 
gene encoding mitochondrial protein, mRNA 


NMJM266 


Homo sapiens carboxylesterase 1 (monocyte/macrophage serine esterase 1) 
(CESl),mRNA 


NMJ)04287 


Homo sapiens golgi SNAP receptor complex member 2 (GOSR2), transcript 
variant A, mRNA 


NM_054022 


Homo sapiens golgi SNAP receptor complex member 2 (GOSR2), transcript 
variant B, mRNA 


NM 002906 


Homo sapiens radixin (RDX), mRNA 


NM 001004 


Homo sapiens ribosomal protein, large P2 (RPLP2), mRNA 


NM 001003 


Homo sapiens ribosomal protein, large, PI (RPLP1), mRNA 


NMJ) 18644 


Homo sapiens beta-l,3-glucuronyltransferase 1 (glucuronosyltransferase P) 
(B3GAT1), transcript variant 1, mRNA 


NMJ)22145 


Homo sapiens leucine zipper protein FKSG14 (FKSG14), mRNA 


NM 013363 


Homo sapiens procollagen C-endopeptidase enhancer 2 (PCOLCE2), mRNA 


NM 033119 


Homo sapiens naked cuticle homolog 1 (Drosophila) (NKD1), mRNA 
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NMJ)20439 


Homo sapiens calcium/calmodulin-dependent protein kinase IG (CAMK1G) 
mRNA 


NM 032158 


Homo sapiens NOL1R2 protein (NOL1R2), mRNA j 


NM 022470 


Homo sapiens p53 target zinc finger protein (WIG1), mRNA 


NM 018044 


Homo sapiens NOL1R protein (NOL1R), mRNA 


NM 016262 


Homo sapiens epsilon-tubulin (LOC5 1 175), mRNA 


NM 014239 


Homo sapiens eukaryotic translation initiation factor 2B, subunit 2 (beta, 39kD) 
(EIF2B2), mRNA 


NM 002308 


Homo sapiens lectin, galactoside-binding, soluble, 9 (galectin 9) (LGALS9), 
transcript variant short, mRNA 


NM_009587 


Homo sapiens lectin, galactoside-binding, soluble, 9 (galectin 9) (LGALS9), 
transcript variant long, mRNA 


NM 001187 


Homo sapiens B melanoma antigen (BAGE), mRNA 


NMJ)22162 


Homo sapiens caspase recruitment domain family, member 15 (CARD15) 
mRNA 


NM 014733 


Homo sapiens endosome-associated FYVE-domain protein (ENDOFIN), mRNA 


NM 013393 


Homo sapiens FtsJ homolog 2 (E. coli) (FTSJ2), mRNA 


NM 006440 


Homo sapiens thioredoxin reductase beta (TR), mRNA 


NM 005863 


Homo sapiens neuroepithelial cell transforming gene 1 (NET1), mRNA 


NM 002119 


Homo sapiens major histocompatibility complex, class II, DO alpha (HLA- 
DOA), mRNA 


NMJ)21908 


Homo sapiens suppression of tumorigenicity 7 (ST7), transcript variant b 
mRNA 


NM 018412 


Homo sapiens suppression of tumorigenicity 7 (ST7), transcript variant a, mRNA 


NM 054020 


Homo sapiens putative ion channel protein CATSPER2 (CATSPER2) mRNA 


NM 053281 


Homo sapiens dachshund homolog 2 (Drosophila) (DACH2), mRNA 


NM 031439 


Homo sapiens SOX7 transcription factor (SOX7), mRNA 


NM 030796 


Homo sapiens hypothetical protein DKFZp564K0822 (DKFZP564K0822) 
mRNA 


NM_025117 


Homo sapiens hypothetical protein FIJI 1871 (FLJ1 1871), mRNA 


NM 014893 


Homo sapiens KIAA0951 protein (KIAA0951), mRNA 


NMJ)00113 


Homo sapiens dystonia 1, torsion (autosomal dominant; torsin A) (DYT1) 
mRNA 


NM 053055 


Homo sapiens C-termmal modulator protein (CTMP), mRNA 


NM 021212 


Homo sapiens HCF-bmding transcription factor Zhangfei (ZF), mRNA 


NM 007237 


Homo sapiens SP140 nuclear body protein (SP140), mRNA 


NMJW6368 


Homo sapiens cAMP responsive element binding protein 3 (luman) (CREB3), 
mRNA 


NM_O05759 


Homo sapiens abl-interactor 12 (SH3 -containing protein) (AIP-1), mRNA 


NM 052966 


Homo sapiens chromosome 1 open reading frame 24 (Clorf24), mRNA 


NM 013247 


Homo sapiens protease, serine, 25 (PRSS25), mRNA 


NMJ)03017 


Homo sapiens splicing factor, arginme/serine-rich 3 (SFRS3), mRNA 


NM 006289 


Homo sapiens talin 1 (TLN1), mRNA 


NM_000970 


Homo sapiens ribosomal protein L6 (RPL6), mRNA 


NM 003973 


Homo sapiens ribosomal protein L14 (RPL14), mRNA 


NMJ)01361 


Homo sapiens dihydroorotate dehydrogenase (DHODH), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 021248 


Homo sapiens cadherin-like 22 (CDH22), mRNA 


NM 033224 


Homo sapiens purine-rich element binding protein B (PURB), mRNA 


NM 005859 


Homo sapiens purine-rich element binding protein A (PURA), mRNA 


NM 005022 


Homo sapiens profilin 1 (PFN1), mRNA 


NM 017481 


Homo sapiens ubiquilin 3 (UBQLN3), mRNA 
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NM 013444 


Homo sapiens ubiquilin 2 (UBQLN2), mRNA 


NM 053067 


Homo sapiens ubiquilin 1 (UBQLN1), transcript variant 2, mRNA 


NM 013438 


Homo sapiens ubiquilin 1 (UBQLN1), transcript variant 1, mRNA 


NM 032115 


Homo sapiens potassium channel, subfamily K, member 16 (KCNK16), mRNA 


NM 053284 


Homo sapiens WAP, FS, Ig, KU, and NTR-containing protein (WFIKKN), 
mRNA 


NM 053278 


Homo sapiens G protein-coupled receptor 102 (GPR102), mRNA 


NM 053276 


Homo sapiens vitrin (VIT), mRNA 


NM 032649 


Homo sapiens glutamate carboxypeptidase-like protein 2 (CPGL2), mRNA 


NM 053012 


Homo sapiens hypothetical protein (LOCI 14137), mRNA 


NM 003268 


Homo sapiens toll-like receptor 5 (TLR5), mRNA 


NM 053005 


Homo sapiens HCCA2 protein (HCCA2), mRNA 


NM 052889 


Homo sapiens CARD only protein (COP), mRNA 


NM 024740 


Homo sapiens disrupted in bipolar disorder 1 (DIBD1), mRNA 


NM 015721 


Homo sapiens gem (nuclear organelle) associated protein 4 (GEMIN4), mRNA 


NM 003730 


Homo sapiens ribonuclease 6 precursor (RNASE6PL), mRNA 


NM 030916 


Homo sapiens Ig superfamily receptor LN1R (LNIR), mRNA 


NMJ>22358 


Homo sapiens potassium channel, subfamily K, member 15 (TASK-5) 
(KCNK15), mRNA 


NM 022576 


Homo sapiens phosducin (PDC), transcript variant PhLOPl, mRNA 


NM 018269 


Homo sapiens SIPL protein (SJPL), mRNA 


NM 015915 


Homo sapiens spastic paraplegia 3 A (autosomal dominant) (SPG3A), mRNA 


NM 053036 


Homo sapiens G protein-coupled receptor 74 (GPR74), mRNA 


NM 053016 


Homo sapiens paralemmin 2 (PALM2), mRNA 


NMJ)53057 


Homo sapiens hypothetical protein (LOCI 14138), mRNA 


NMJ)52838 


Homo sapiens septin 1 (SEPT1), mRNA 


NM__032034 


Homo sapiens solute carrier family 4, sodium bicarbonate transporter-like, 
member 1 1 (SLC4A11), mRNA 


NM 031899 


Homo sapiens golgi phosphoprotein 5 (GOLPH5), mRNA 


NM 018448 


Homo sapiens TBP-interacting protein (TIP120A), mRNA 


NM 016952 


Homo sapiens cell adhesion molecule-related/down-regulated by oncogenes 
(CDON), mRNA 


NM 053050 


Homo sapiens mitochondrial ribosomal protein L53 (MRPL53), mRNA 


NM 053045 


Homo sapiens hypothetical protein MGC14327 (MGC14327), mRNA 


NM 017680 


Homo sapiens asporin (LRR class 1) (ASPN), mRNA 


NM_003914 


Homo sapiens cyclin Al (CCNA1), mRNA 


NM 032387 


Homo sapiens protein kinase, lysine deficient 4 (PRKWNK4), mRNA 


NM_0 19093 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide A3 (UGT1 A3), 
mRNA 


NMJ)21027 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide A9 (UGT1 A9), 
mRNA 


NMJ) 19076 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide A8 (UGT1 A8), 
mRNA 


NMJ)00463 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide Al (UGT1A1), 
mRNA 


NM 016608 


Homo sapiens ALEX1 protein (ALEX1), mRNA 


NM 016607 


Homo sapiens ALEX3 protein (ALEX3), mRNA 


NM 014860 


Homo sapiens SPTF-associated factor 65 gamma (STAF65 (gamma)), mRNA 


NM_014782 


Homo sapiens armadillo repeat protein ALEX2 (ALEX2), mRNA 


NMJXH072 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide A6 (UGT1 A6), 
mRNA 


NM 000405 


Homo sapiens GM2 ganglioside activator protein (GM2A), mRNA 
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NM 001975 


Homo sapiens enolase 2, (gamma, neuronal) (EN02), mRNA 


NM 001428 


Homo sapiens enolase 1, (alpha) (ENOl), mRNA 


NM 052836 


Homo sapiens cadherin related 23 (CDH23), transcript variant 2, mRNA 


NM 022124 


Homo sapiens cadherin related 23 (CDH23), transcript variant 1, mRNA 


NM 004063 


Homo sapiens cadherin 17, LI cadherin (liver-intestine) (CDH17), mRNA 


NM 004062 


Homo sapiens cadherin 16, KSP-cadherin (CDH16), mRNA 


NM 004933 


Homo sapiens cadherin 15, M-cadherin (myotubule) (CDH15), mRNA 


NM 001257 


Homo sapiens cadherin 13, H-cadherin (heart) (CDH13), mRNA 


NMJ)52819 


Homo sapiens caspase recruitment domain protein 14 (CARD 14), transcript 
variant 2, mRNA 


NMJ)24110 


Homo sapiens caspase recruitment domain protein 14 (CARD 14), transcript 
variant 1, mRNA 


NM 032415 


Homo sapiens caspase recruitment domain family, member 1 1 (CARD 1 1) 
mRNA 


NM 014466 


Homo sapiens tektin 2 (testicular) (TEKT2), mRNA 


NM_053006 


Homo sapiens serine/threonine kinase 22B (spermiogenesis associated) 
(STK22B), mRNA 


NM 012083 


Homo sapiens frequently rearranged in advanced T-cell lvmohomas 2 (TRAT21 
mRNA 


NMJ)06922 


Homo sapiens sodium channel, voltage-gated, tvne III aloha Dolvoentide 
(SCN3A), mRNA 


NMJW5347 


Homo sapiens heat shock 70kD protein 5 (glucose-regulated protein, 78kD) 
(HSPA5), mRNA 


NM 003777 


Homo sapiens dynein, axonemal, heavy polypeptide 1 1 (DNAH1 1), mRNA 


NM_013282 


Homo sapiens ubiquitin-like, containing PHD and RING finger domains, 1 
(UHRF1), mRNA 


NM 020886 


Homo sapiens ubiquitin specific protease 28 (USP28). mRNA 


NM_020843 


Homo sapiens zinc finger protein 291 (ZNF291), mRNA 


NM 024529 


Homo sapiens chromosome 1 open reading frame 28 (Clorf28), mRNA 


NM 053003 


Homo sapiens SIGLEC-like 1 (SIGLECL1), mRNA 


NM 033329 


Homo sapiens SIGLEC-like 1 (SIGLECL1), mRNA 


NM 015101 


Homo sapiens chromosome 1 open reading frame 17 (Clorfl7), mRNA 


NM 032551 


Homo sapiens G protein-coupled receptor 54 (GPR54), mRNA 


NM 031898 


Homo sapiens tektin 3 (TEKT3), mRNA 


NM_025191 


Homo sapiens chromosome 1 open reading frame 22 (Clorf22), mRNA 


NM 022755 


Homo sapiens chromosome 9 open reading frame 12 (C9orfl2), mRNA 


NM 021104 


Homo sapiens ribosomal protein L41 (RPL41), mRNA 


NM 017847 


Homo sapiens chromosome 1 open reading frame 27 (Clorf27), mRNA 


NM 017673 


Homo sapiens chromosome 1 open reading frame 26 (Clorf26), mRNA 


NM 016000 


Homo sapiens mitochondrial CCA-adding tRNA-nucleotidyltransferase 
(MtCCA), mRNA 


NMJH5989 


Homo sapiens cysteine sulfuric acid decarboxylase-related protein 2 (CSAD), 
mRNA 


NM 014654 


Homo sapiens syndecan 3 (N-syndecan) (SDC3), mRNA 


NM_014837 


Homo sapiens chromosome 1 open reading frame 16 (Clorfl6), mRNA 


NM 007179 


Homo sapiens insulin-like 6 (INSL6), mRNA 


NM 005478 


Homo sapiens insulin-like 5 (INSL5), mRNA 1 


NM 053000 


Homo sapiens TIGA1 (TIGA1), mRNA 


NM 052940 


Homo sapiens hypothetical protein MGC8974 (MGC8974), mRNA 


NM 052830 


Homo sapiens gamma-glutamyltransferase-like 3 (GGTL3), mRNA 


NM 053002 


Homo sapiens no opposite paired repeat protein (NOPAR), mRNA 


NM 052998 


Homo sapiens ornithine decarboxylase-like protein (ODC-p), mRNA 
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"NM fK7QQ/C 


Homo sapiens PR domain containing 7 (PRDM7), mRNA 


NM 0S?00^ 
iNivi \jjzjyyo 


Homo sapiens Usher syndrome 3A (USH3 A), mRNA 


NM Afl71 in 

1NIY1 VU / III/ 


Homo sapiens telomerase-associated protein 1 (TEP1), mRNA 




Homo sapiens WD repeat domain 9 (WDR9), transcript variant 2, mRNA 




Homo sapiens WD repeat domain 9 (WDR9), transcript variant 1, mRNA 


NM 017818 


Homo sapiens WD repeat domain 8 fWDR8), mRNA 




Homo sapiens WD repeat domain 4 (WDR4), transcript variant 3, mRNA 


NM 033661 


Homo sapiens WD repeat domain 4 (WDR4), transcript variant 2, mRNA 


iNiVL uioooy 


Homo sapiens WD repeat domain 4 (WDR4), transcript variant 1, mRNA 


INM VL/OOJ 


Homo sapiens WD repeat domain 1 3 (WDR1 3), mRNA 


NM 052837 


Homo sapiens secretory carrier membrane protein 3 (SCAMP3), transcript 
variant 2, mRNA 


NM_005698 


Homo sapiens secretory carrier membrane protein 3 (SCAMP3), transcript 
variant 1, mRNA 


XTN/T AAC^m 


iiomo sapiens secretory carrier membrane protein 2 (SCAMP2) mRNA 


XTA/T AA/IO/T/T 

JNM_UU4ooo 


Homo sapiens secretory earner membrane protein 1 (SCAMPI), transcript 1 
variant 1, mRNA 




Homo sapiens secretory carrier membrane protein 1 (SCAMPI), transcript 
variant 2, mRNA 


xjM ACOOI 1 
1N1V1 UjZoII 


Homo sapiens ret finger protem 2 (RFP2), transcript variant 2, mRNA 


XTTV/T flfK7Qft 


Homo sapiens ret finger protem 2 (RFP2), transcript variant 1, mRNA 


T\JM AC9017 
INIVi UjZol / 


Homo sapiens midline 2 (MID2), transcript variant 2, mRNA 


iNivi VLZZlO 


Homo sapiens midline 2 (3VD0D2), transcript variant 1, mRNA 


iNlVl \J\J\J/yo 


Homo sapiens dopamine receptor D5 (DRD5), mRNA 


"NTN/T nnA7Q/i 
INJYl UUU/1/4 


Homo sapiens dopamine receptor Dl (DRD1), mRNA 


"MM AAA7Q/C 
iNivi uuu/yo 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant a, mRNA 


XTA/i Aoi/:/ca 
iNivlUJJOOj 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant e, mRNA 


NM 033660 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant d, mRNA 


JNM UJiOjy 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant c, mRNA 


XTTV4" A11ACO 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant b, mRNA 


NM 004934 


Homo sapiens cadherin 18, type 2 (CDH18), mRNA 


XTA/T AA/IA£1 


Homo sapiens cadherin 12, type 2 (N-cadherin 2) (CDH12), mRNA 


NM 030622 


Homo sapiens cytochrome P450, subfamily IIS, polypeptide 1 (CYP2S1), 
mRNA 


JNM 052831 


Homo sapiens dJ55C23.6 gene (dJ55C23.6), mRNA 


InM_052816 


Homo sapiens tripartite motif-containing 3 1 (TRDVI3 1), transcript variant 2, 
mRNA 


NMJ)528l2 


Homo sapiens tripartite motif-containing 15 (TRIM 15), transcript variant 2, 
mRNA 


JNM UjzJOD 


Homo sapiens transglutaminase Z (TGM7), mRNA 


INM \jolyjl 


Homo sapiens putative nuclear protem (NAAR1), mRNA 


INM UDZoM 


Homo sapiens similar to RhoGAP (GT650), mRNA 


JNM_0i3229 


Homo sapiens tripartite motif-containing 15 (TR1M15), transcript variant 1, 
mRNA 


XTTV/T A1 0 1 A1 


Homo sapiens leucme-rich repeat-containing 5 (LRRC5), mRNA 


JNM UI4o/y 


Homo sapiens G protein-coupled receptor 105 (GPR105), mRNA 


NMJ)00797 


HomO SaDiens doTiarrvmp re*rf*r\trir TV1 /TYD TVT\ ml? XT A 


NM 006596 


Homo sapiens polymerase (DNA directed), theta (POLQ), mRNA 


NM_052972 


Homo sapiens leucme-rich alpha-2-glycoprotein (LRG), mRNA 


NM 052967 


Homo sapiens mas-related G protein-coupled MRG (MRG), mRNA 


NM 052963 


Homo sapiens mitochondrial topoisomerase I (TOP1MT), mRNA 


NM 052962 


Homo sapiens class H cytokine receptor (IL22RA2), mRNA 
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NM 052961 


Homo sapiens solute carrier family 26, member 8 (SLC26A8) mRNA 


NM 052958 


Homo sapiens vestibule-1 protein (VEST1), mRNA 


NM 052954 


Homo sapiens cysteine and tyrosine-rich protein 1 (CYYR1), mRNA 


NM 052949 


Homo sapiens RAS guanyl releasmg protein 4 (RASGRP4), mRNA 


NM 052934 


Homo sapiens solute carrier family 26, member 9 (SLC26A9), mRNA 


NM 052933 


Homo sapiens testis specific, 13 (TSGA13), mRNA 


NMJ)52932 


Homo sapiens pro-oncosis receptor inducing membrane injury gene (PORTMINl 
mRNA 


NMJ)52891 


Homo sapiens peptidoglycan recognition protein-I-alpha precursor 
(PGLYRPIalpha), mRNA 


NM 052888 


Homo sapiens KIAA0563-related gene (LOCI 14659), mRNA 


NM 052887 


Homo sapiens Toll-interleukin 1 receptor (TTR) domain-containing adapter 
protein (TIRAP), mRNA 


NM 052886 


Homo sapiens mal, T-cell differentiation protein 2 (MAL2) mRNA 


NM 052882 


Homo sapiens zinc finger, imprinted 3 (ZM3), mRNA 


NM 052880 


Homo sapiens hypothetical protein MGC17330 (MGC17330), mRNA 


NM 052875 


Homo sapiens hypothetical protein MGC10485 (MGC10485), mRNA 


NM 052874 


Homo sapiens syntaxinlB2 (STX1B2), mRNA ! 


NM 052863 


Homo sapiens putative cytokine high in normal-1 (HIN-1) mRNA 


NM 052862 


Homo sapiens hypothetical protein MGC21854 (MGC21854), mRNA 


NM 052861 


Homo sapiens hypothetical protein MGC21675 (MGC21675), mRNA 


NM 052853 


Homo sapiens hypothetical protein MGC20727 (MGC20727) mRNA 


NM 052848 


Homo sapiens hypothetical protein MGC20255 (MGC20255), mRNA 


NM 052845 


Homo sapiens hypothetical protein MGC20496 (MGC20496), mRNA 


NM 052842 


Homo sapiens BCL2-hke 12 (proline rich) (BCL2L12), mRNA 


NM 052818 


Homo sapiens hypothetical gene CG018 (CG018), mRNA 


NM_032514 


Homo sapiens microtubule-associated protein 1 light chain 3 alpha 
(MAP1LC3A), mRNA 


NMJ)22829 


Homo sapiens solute carrier family 13 (sodium-dependent dicarboxylate 
transporter), member 3 (SLC13A3), mRNA 


NM 018835 


Homo sapiens olfactory receptor, family 1, subfamily K, member 1 (OR1K1) 
mRNA 


NMJ)06750 


Homo sapiens syntrophm, beta 2 (dystrophin-associated protein Al, 59kD, basic 
component 2) (SNTB2), mRNA 


NM 033641 


Homo sapiens collagen, type IV, alpha 6 (COL4A6), transcript variant B, mRNA 


NM 001847 


Homo sapiens collagen, type IV, alpha 6 (COL4A6), transcript variant A, mRNA 


NM 004359 


Homo sapiens cell division cycle 34 (CDC34), mRNA 


NM_033493 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 9, mRNA 


NMJ)33492 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 8, mRNA 


NM_033491 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 7, mRNA 


NMJ)33490 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 6, mRNA 


NM_033489 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 5, mRNA 


NM_033488 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 4, mRNA 


NM_033487 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 3, mRNA 


NM 033486 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1) 
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transcript variant 2, mRNA 


NM.001787 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 1 , mRNA 


NM_005983 


Homo sapiens S-phase kinase-associated protein 2 (p45) (SKP2), transcript 
variant 1, mRNA 


NMJ)32637 


Homo sapiens S-phase kinase-associated protein 2 (p45) (SKP2), transcript 
variant 2, mRNA 


NM 021968 


Homo sapiens H4 histone family, member E (H4FE), mRNA 


NM 002748 


Homo sapiens mitogen-activated protein kinase 6 (MAPK6), mRNA 


NM 003527 


Homo sapiens H2B histone family, member N (H2BFN), mRNA 


NM 001000 


Homo sapiens ribosomal protein L39 (RPL39), mRNA 


NM 000999 


Homo sapiens ribosomal protein L38 (RPL38), mRNA 


NM 000998 


Homo sapiens ribosomal protein L37a (RPL37A), mRNA 


NM 000997 


Homo sapiens ribosomal protein L37 (RPL37), mRNA 


NM 022054 


Homo sapiens potassium channel, subfamily K, member 13 (KCNK13) mRNA 


NM_021161 


Homo sapiens potassium channel, subfamily K, member 10 (TREK-2} 
(KCNK10), mRNA 


NM 003944 


Homo sapiens selenium binding protein 1 (SELENBP1) mRNA 


NM 033649 


Homo sapiens fibroblast growth factor 18 (FGF18), transcript variant 2 mRNA 


NM 004114 


Homo sapiens fibroblast growth factor 13 (FGF13), transcript variant 1A, mRNA 


NM 033642 


Homo sapiens fibroblast growth factor 13 (FGF13), transcript variant IB mRNA 


NM 016279 


Homo sapiens cadhenn 9, type 2 (Tl-cadherin) (CDH9), mRNA 


NM 001796 


Homo sapiens cadherin 8, type 2 (CDH8), mRNA 


NM 031891 


Homo sapiens cadhenn 20, type 2 (CDH20), mRNA 


NM 006727 


Homo sapiens cadhenn 10, type 2 (T2-cadherin) (CDH10), mRNA 


NM 033671 


Homo sapiens cychn B3 (CCNB3), transcript variant 2, mRNA 


NM_033670 


Homo sapiens cyclin B3 (CCNB3), transcript variant 1, mRNA 


NM_033379 


Homo sapiens cell division cycle 2, Gl to S and G2 to M (CDC2), transcript ! 
variant 2, mRNA 


NM_001786 


Homo sapiens cell division cycle 2, Gl to S and G2 to M (CDC2), transcript 
variant 1, mRNA 


NM 004361 


Homo sapiens cadhenn 7, type 2 (CDH7), transcript variant b, mRNA 


NM 033646 


Homo sapiens cadherin 7, type 2 (CDH7), transcript variant a, mRNA 


NM_017734 


Homo sapiens palmdelphin (PALMD), mRNA 


NM 052832 


Homo sapiens solute carrier family 26, member 7 (SLC26A7), mRNA 


NM 018718 


Homo sapiens testis specific, 14 (TSGA14), mRNA 


NM 015935 


Homo sapiens CGI-01 protein (CGI-01), mRNA 


NM 033120 


Homo sapiens naked cuticle homolog 2 (Drosophila) (NKD2), mRNA 


NM 033031 


Homo sapiens cyclm B3 (CCNB3), transcript variant 3, mRNA 


NM J) 12068 


Homo sapiens activating transcription factor 5 (ATF5), mRNA 


NM 019617 


Homo sapiens CA11 (LOC56287), mRNA 


NM 018398 


Homo sapiens calcium channel, voltage-dependent, alpha 2/delta 3 subunit 
(CACNA2D3), mRNA 


NM 018319 


Homo sapiens tyrosyl-DNA phodphodiesterase (TOPI), mRNA 


NM 014404 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 5 ' 
(CACNG5), mRNA 


XnV>f A 1/1 A AC 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 4 
(CACNG4), mRNA 


NM 012114 


Homo sapiens caspase 14, apoptosis-related cysteine protease (CASP14) mRNA 


NM 006985 


Homo sapiens nuclear pore complex interacting protein (NPIP ) mRNA 


NM 006816 


Homo sapiens chromosome 5 open reading frame 8 (C5orf8), mRNA 


NM 006539 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 3 
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(CACNG3), mRNA 


x tk m r\r\ a *s Aft 

NM 004347 


Homo sapiens caspase 5, apoptosis-related cysteine protease (CASP5), mRNA 


NM 003862 


Homo sapiens fibroblast growth factor 18 (FGF18), transcript variant 1 mRNA 


NM 020770 


Homo sapiens cingulin (KIAA1319), mRNA 


NM 030778 


Homo sapiens hypothetical protein PR01331 (PR01331), mRNA 


NM 004927 


Homo sapiens mitochondrial ribosomal protein L49 (MRPL49), mRNA 


NM 031962 


Homo sapiens keratin associated protein 9.3 (KRTAP9.3), mRNA 


NM 031961 


Homo sapiens keratin associated protein 9.2 (KRTAP9.2), mRNA 


NM_033456 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant E, mRNA 


NM 031854 


Homo sapiens keratin associated protein 4.12 (KRTAP4.12), mRNA 


NMJ)33455 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant D, mRNA 


NM_033348 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant B, mRNA 


NM_033347 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant A, mRNA 


NM 033191 


Homo sapiens keratin associated protein 9.4 (KAP9.4), mRNA 


NM 033061 


Homo sapiens keratin associated protein 4.7 (KAP4.7), mRNA 


NM 033188 


Homo sapiens keratin associated protein 4.5 (KAP4.5), mRNA 


NM 033062 


Homo sapiens keratin associated protein 4.2 (KAP4.2), mRNA 


NM 033059 


Homo sapiens keratin associated protein 4. 14 (KAP4. 14), mRNA 


NM 033060 


Homo sapiens keratin associated protein 4.10 (KAP4. 1 0), mRNA 1 


NM 033643 


Homo sapiens ribosomal protein L36 (RPL36), transcript variant 1, mRNA 


NM 015414 


Homo sapiens ribosomal protein L36 (RPL36), transcript variant 2, mRNA 


NM 007209 


Homo sapiens ribosomal protein L35 (RPL35), mRNA 


NM_000996 


Homo sapiens ribosomal protein L35a (RPL35A), mRNA 


NM_033637 


Homo sapiens beta-transducin repeat containing (BTRC), transcript variant 1, 
mRNA 


NM 033345 


Homo sapiens regulator of G-protein signalling 8 (RGS8), mRNA 


NM 033543 


Homo sapiens hypothetical protein R29 124 1 (R29124 1), mRNA 1 


NM 033186 


Homo sapiens keratin associated protein 4.13 (KAP4.13), mRNA 


NM 033050 


Homo sapiens G protein-coupled receptor 91 (GPR91), mRNA 


NM 032728 


Homo sapiens hypothetical protein MGC12921 (MGC12921), mRNA 1 


NM 032910 


Homo sapiens hypothetical protein MGC14136 (MGC14136), mRNA 


NM 032857 


Homo sapiens mitochondrial ribosomal protein L56 (MRPL56), mRNA 


NM 032640 


Homo sapiens hypothetical protein MGC10526 (MGC10526), mRNA 


NM 032560 


Homo sapiens MSTP033 protein (MSTP033), mRNA 


NM 032524 


Homo sapiens keratin associated protein 4.4 (KRTAP4.4), mRNA 


NM 032351 


Homo sapiens mitochondrial ribosomal protein L45 (MRPL45), mRNA 


NM 031963 


Homo sapiens keratin associated protein 9.8 (KRTAP9.8), mRNA 


NM 031432 


Homo sapiens uridine-cytidine kinase 1 (UCK1), mRNA 


NM 031289 


Homo sapiens hypothetical protein MGC3 146 (MGC3146), mRNA 


NM 031269 


Homo sapiens PR01386 protein (PR01386), mRNA 


NM 030975 


Homo sapiens keratin associated protein 9.9 (KRTAP9.9), mRNA 


NMJ)30817 


Homo sapiens hypothetical protein DKFZp434F0318 (DKF2T434F0318), 
mRNA 


NM 017970 


Homo sapiens hypothetical protein FLJ10008 (FLJ10008), mRNA 


NM 024510 


Homo sapiens hypothetical protein MGC4368 (MGC4368), mRNA 


NM 024325 


Homo sapiens hypothetical protein MGC10715 (MGC10715), mRNA 


NM 023914 


Homo sapiens G protein-coupled receptor 86 (GPR86), mRNA 


NM 022915 


Homo sapiens mitochondrial ribosomal protein L44 (MRPL44), mRNA 
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NMJ)22469 


Homo sapiens hypothetical protein FLJ21 195 similar to protein related to DAC 
and cerberus (FLJ21 195), mRNA 


NM 022344 


Homo sapiens protein kinase Njmu-Rl (NJMU-R1), mRNA 


NM 002924 


Homo sapiens regulator of G-protein signalling 7 (RGS7), mRNA 


NM_020402 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 10 (CHRNA10), 
mRNA 


MM 015420 


Homo sapiens DKFZP564O0463 protein (DKFZP564O0463), mRNA 


JNM U10355 


Homo sapiens hqp0256 protein (LOC51202), mRNA 


XTA K AOAnA 

JNM 020370 


Homo sapiens G protein-coupled receptor 84 (GPR84), mRNA 


JNM 019016 


Homo sapiens hypothetical protein (FU20261), mRNA 


NM 017872 


Homo sapiens hypothetical protein FLJ20546 (FLJ20546), mRNA 


NM 018373 


Homo sapiens hypothetical protein FIJI 1271 (FLJ1 1271), mRNA 


NM 018277 


Homo sapiens hypothetical protein FIJI 0932 (FIJI 0932). mRNA 


NM 018242 


Homo sapiens Hypothetical protein FLJ10847 (FLJ10847), mRNA 


NM 016055 


Homo sapiens mitochondrial ribosomal protein L48 (MRPL48) mRNA 


NM 016468 


Homo sapiens hypothetical protein (LOC51241), mRNA 


XTX X A1 /4/\rvrv 

NM 014099 


Homo sapiens PR01768 protein (PR01768), mRNA 


XTlVjf A1 An/: A 

JNM 014964 


Homo sapiens KIAA1065 protein (KIAA1065), mRNA 


NM 014859 


Homo sapiens KIAA0672 gene product (KIAA0672), mRNA 


NM 014174 


Homo sapiens HSPC144 protein (HSPC144), mRNA 


NM 014156 


Homo sapiens DKFZP564O0463 protein (DKFZP564O0463), mRNA 


NM 015544 


Homo sapiens DKFZP564K1964 protein (DKFZP564K1964), mRNA 


NM 015681 


Homo sapiens B9 protein (B9), mRNA 


NMJH2301 


Homo sapiens atrophin-1 interacting protein 1; activin receptor interacting 
protein 1 (KIAA0705), mRNA 


NM 006856 


Homo sapiens activating transcription factor 7 (ATF7), mRNA 


NM_005714 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant C, mRNA 


NM 005756 


Homo sapiens G protein-coupled receptor 64 (GPR64), mRNA 


NM 005267 


Homo sapiens gap junction protein, alpha 8, 50kD fconnexin 50) (GJA8), mRNA 


NM 003457 


Homo sapiens zinc finger protein 207 (ZNF207), mRNA 


NMJW3184 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase H, B, 1 50kD (TAF2B), mRNA 


NM_003079 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily e, member 1 (SMARCE1), mRNA 


NMJ)02815 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase 1 1 
(PSMD1 1), mRNA 


NM_002577 


Homo sapiens p21 (CDKNlA)-activated kinase 2 (PAK2), mRNA 


NM 003867 


Homo sapiens fibroblast growth factor 17 (FGF17), mRNA 


NM 003885 


Homo sapiens cyclin-dependent kinase 5, regulatory subunit 1 (p35) (CDK5R1), 
mRNA 


NMJ)03939 


Homo sapiens beta-transducin repeat containing (BTRC), transcript variant 2, 
mRNA | 


NM 001208 


Homo sapiens basic transcription factor 3, like 1 (BTF3L1), mRNA j 


NMJ)33500 


Homo sapiens hexokinase 1 (HK1), transcript variant 5, nuclear gene encoding 
mitochondrial protein, mRNA 




Homo sapiens hexokinase 1 (HK1), transcript variant 4, nuclear gene encoding 
mitochondrial protein, mRNA 


NM_033497 


Homo sapiens hexokinase 1 (HK1), transcript variant 3, nuclear gene encoding 
mitochondrial protein, mRNA 


NM_033496 


Homo sapiens hexokinase 1 (HK1), transcript variant 2, nuclear gene encoding 
mitochondrial protein, mRNA 
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VTA K 1 £1 Af\ 

JNM_033640 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 6 
mRNA 


NMJ)33636 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 5 
mRNA 


"VTA Jt O <^ r 

NM_033635 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 4 
mRNA 9 


NM__033634 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 3 
mRNA ' 


NM_033633 


Homo sapiens SCAN domam-contammg 2 (SCAND2), transcript variant 2, 
mRNA 


NM_022050 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 1, 
mRNA 


NM 033467 


Homo sapiens membrane metallo-endopeptidase-like 2 (MMEL2) mRNA 


JNM 032409 


Homo sapiens PTEN induced putative kinase 1 (PINK1) mRNA 


NM 013267 


Homo sapiens breast cell glutaminase (GA), mRNA 


NM 004729 


Homo sapiens Ac-like transposable element f ALTE) mRNA 


NM 004192 


Homo sapiens acetylserotonm O-methyltransferase-like (ASMTL) mRNA 


NMJ)02115 


Homo sapiens hexokinase 3 (white cell) (HK3), nuclear gene encoding 
mitochondrial protein, mRNA 


XTH & AAA 1 on 

NM_000188 


Homo sapiens hexokinase 1 (HK1), transcript variant 1, nuclear gene encoding 
mitochondrial protein, mRNA 


JNM_UU4 lis 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 21 (DDX21), 
mRNA 


JNM UzZ14o 


Homo sapiens cytokine receptor-like factor 2 (CRLF2), mRNA 


JNM UZzJi/ 


Homo sapiens RAB38, member RAS oncogene family (RAB38), mRNA 


JNM U 16428 


Homo sapiens NESH protein (NESH), mRNA 


NM 016227 


Homo sapiens chromosome 1 open readmg frame 9 (Clorf9) 4 mRNA 


NM 014283 


Homo sapiens chromosome 1 open reading frame 9 (Clorf9), mRNA 


NM 018475 


Homo sapiens TPA regulated locus (TPARL), mRNA 


JNM 020461 


Homo sapiens gamma-tubulin complex component (GCP6), mRNA 


MM 030934 


Homo sapiens chromosome 1 open reading frame 25 (Clorf25V mRNA 


XTAyf AO Ami 

INM 030933 


Homo sapiens chromosome 1 open reading frame 14 (Clorfl4) mRNA 


NM 030769 


Homo sapiens chromosome 1 open reading frame 13 (Clorfl3) mRNA 


NM 016604 


Homo sapiens chromosome 5 open reading frame 7 (C5orf7), mRNA 


NM 016605 


Homo sapiens chromosome 5 open reading frame 6 (C5orf6), mRNA 


NM_016603 


Homo sapiens chromosome 5 open reading frame 5 (C5orf5) 4 mRNA 


NM 014144 


Homo sapiens chromosome 1 1 open reading frame 21 (CI lorf21) mRNA 


NM_033508 


Homo sapiens glucokinase (hexokinase 4, maturity onset diabetes of the young 
2) (GCK), transcript variant 3, nuclear gene encoding mitochondrial protein 
mRNA F 


NMJ)33507 


Homo sapiens glucokinase (hexokinase 4, maturity onset diabetes of the young 
2) (GCK), transcript variant 2, nuclear gene encoding mitochondrial protein 
mRNA 


\n AT AAA 4 

NM_000162 


Homo sapiens glucokinase (hexokinase 4, maturity onset diabetes of the young 
2) (GCK), transcript variant 1, nuclear gene encoding mitochondrial protein 
mRNA j 


NM 025241 


x-luiuu oapiciib ujD-A. aomain-coniaming l (UJdAJjI), mRNA 


NM_002098 


Homo sapiens guanylate cyclase activator IB (retina) (GUCA1B), mRNA 


NM 003137 


Homo sapiens SFRS protein kinase 1 (SRPK1), mRNA 


NM_003064 


Homo sapiens secretory leukocyte protease inhibitor (antileukoproteinase) 
(SLPD,mRNA 


NM 033484 


Homo sapiens F-box only protein 4 (FBX04), transcript variant 2, mRNA 
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NM 012176 


Homo sapiens F-box only protein 4 (FBX04), transcript variant 1, mRNA 


NMJ)00400 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 2 (xeroderma pigmentosum D) (ERCC2), mRNA 


NM 014266 


Homo sapiens DNAX-activation protein 10 (DAP 10), mRNA 


NM 002821 


Homo sapiens PTK7 protein tyrosine kinase 7 (PTK7), mRNA 


NMJ)33502 


Homo sapiens transcriptional regulating protein 132 (TReP-132), transcript 
variant 1, mRNA 


NMO33501 


Homo sapiens transcriptional regulating protein 132 (TReP-132), transcript 
variant 2, mRNA 


NMJH8415 


Homo sapiens transcriptional regulating protein 132 (TReP-132), transcript 
variant 3, mRNA 


NM 000994 


Homo sapiens ribosomal protein L32 (RPL32), mRNA 


NMJ)33437 


Homo sapiens phosphodiesterase 5A, cGMP-specific (PDE5A), transcript variant 
3, mRNA 


NM_033431 


Homo sapiens phosphodiesterase 5A, cGMP-specific (PDE5A). transcript variant 
4, mRNA 


NMJB3430 


Homo sapiens phosphodiesterase 5A, cGMP-specific (PDE5A), transcript variant 
2, mRNA 


NMJ)01083 


Homo sapiens phosphodiesterase 5 A, cGMP-specific (PDE5A), transcript variant 
l,mRNA 


NM 000189 


Homo sapiens hexokinase 2 (HK2), mRNA 


NM 033185 


Homo sapiens keratin associated protein 3.3 (KAP3.3), mRNA 


NM 031959 


Homo sapiens keratin associated protein 3.2 (KRTAP3.2), mRNA 1 


NM 033481 


Homo sapiens F-box only protein 9 (FBX09), transcript variant 3, mRNA 


NM 033480 


Homo sapiens F-box only protein 9 (FBX09), transcript variant 2, mRNA 


NM_ 012347 


Homo sapiens F-box only protein 9 (FBX09), transcript variant 1, mRNA 


NM 033506 


Homo sapiens F-box onlv protein 24 (FBX024), transcript variant 1, mRNA 


NM 012172 


Homo sapiens F-box only protein 24 (FBX024), transcript variant 2, mRNA 


NM_012179 


Homo sapiens F-box only protein 7 (FBX07), mRNA 


NM 018438 


Homo sapiens F-box only protein 6 (FBX06), mRNA 


NM 012177 


Homo sapiens F-box only protein 5 (FBX05), mRNA 


NM 032145 


Homo sapiens F-box protein 30 (FBXO30), mRNA 


NMJ)03813 


Homo sapiens a disintegrin and metalloproteinase domain 21 (ADAM2H 
mRNA h 


NM__003814 


Homo sapiens a disintegrin and metalloproteinase domain 20 (ADAM20) 
mRNA h 


NM 015698 


Homo sapiens T54 protein (T54), mRNA 


NM 033222 


Homo sapiens PC4 and SFRS1 interacting protein 2 (PSIP2), mRNA 


NM 002887 


Homo sapiens arginyl-tRNA synthetase (RARS), mRNA 


NM 033084 


Homo sapiens Fanconi anemia, complementation group D2 (FANCD2) mRNA 


NM 014005 


Homo sapiens protocadherin alpha 9 (PCDHA9), transcript variant 2, mRNA 


NM 018902 


Homo sapiens protocadherin alpha 1 1 (PCDHA1 1), transcript variant 1, mRNA 


NMJ)31882 


Homo sapiens protocadherin alpha subfamily C, 1 (PCDHAC1), transcript 
variant 2, mRNA 


NM 018898 


Homo sapiens protocadherin alpha subfamily C, 1 (PCDHAC1), transcript 
variant 1, mRNA 


NM_031883 


Homo sapiens protocadherin alpha subfamily C, 2 (PCDHAC2), transcript 
variant 2, mRNA 


NM__0 18899 


Homo sapiens protocadherin alpha subfamily C, 2 (PCDHAC2), transcript 
variant 1, mRNA 


NM 019119 


Homo sapiens protocadherin beta 9 (PCDHB9), mRNA 


NM 018916 


Homo sapiens protocadherin gamma subfamily A, 3 (PCDHGA3), transcript 
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variant 1, mRNA 


NM 032704 


Homo sapiens tubulin alpha 6 (TUBA6), mRNA 


NM_032407 


Homo sapiens protocadherin gamma subfamily C, 5 (PCDHGC5), transcript 
variant 2, mRNA 


NM_0 18929 


Homo sapiens protocadherin gamma subfamily C, 5 (PCDHGC5), transcript 
variant 1, mRNA 


NM_032406 


Homo sapiens protocadherin gamma subfamily C, 4 (PCDHGC4), transcript 
variant 2, mRNA 


NMJU8928 


Homo sapiens protocadherin gamma subfamily C, 4 (PCDHGC4), transcript 
variant 1, mRNA 


NMJB2101 


Homo sapiens protocadherin gamma subfamily B, 7 (PCDHGB7), transcript 
variant 2, mRNA 


NM_018927 


Homo sapiens protocadherin gamma subfamily B, 7 (PCDHGB7), transcript 
variant l,mRNA 


NMJ)32099 


Homo sapiens protocadherin gamma subfamily B, 5 (PCDHGB5), transcript 
variant 2, mRNA 


NMJU8925 


Homo sapiens protocadherin gamma subfamily B, 5 (PCDHGB5), transcript 
variant 1, mRNA 


NM_032100 


Homo sapiens protocadherin gamma subfamily B, 6 (PCDHGB6), transcript 
variant 2, mRNA 


NM_018926 


Homo sapiens protocadherin gamma subfamily B, 6 (PCDHGB6), transcript 
variant 1, mRNA 


NM_032097 


Homo sapiens protocadherin gamma subfamily B, 3 (PCDHGB3), transcript 
variant 2, mRNA 


NM_0 18924 


Homo sapiens protocadherin gamma subfamily B, 3 (PCDHGB3), transcript 
variant 1, mRNA 


NMJB2096 


Homo sapiens protocadherin gamma subfamily B, 2 (PCDHGB2), transcript 
variant 2, mRNA 


NMJ) 18923 


Homo sapiens protocadherin gamma subfamily B, 2 (PCDHGB2), transcript 
variant 1, mRNA 


NMJ)32095 


Homo sapiens protocadherin gamma subfamily B, 1 (PCDHGB1), transcript 
variant 2, mRNA 


NM_018922 


Homo sapiens protocadherin gamma subfamily B, 1 (PCDHGB1), transcript 
variant 1, mRNA 


NM 032089 


Homo sapiens protocadherin gamma subfamily A, 9 (PCDHGA9), transcript 
variant 2, mRNA 


NM_018921 


Homo sapiens protocadherin gamma subfamily A, 9 (PCDHGA9), transcript 
variant 1, mRNA 


NM_032088 


Homo sapiens protocadherin gamma subfamily A, 8 (PCDHGA8), transcript 
variant 1, mRNA 


NMJH4004 


Homo sapiens protocadherin gamma subfamily A, 8 (PCDHGA8), transcript 
variant 2, mRNA 


NM 032853 


Homo sapiens hypothetical protein FLJ14868 (FLJ14868), mRNA 


NM 032589 


Homo sapiens Down syndrome critical region gene 8 (DSCR8), mRNA 


NM_032087 


Homo sapiens protocadherin gamma subfamily A, 7 (PCDHGA7), transcript 
variant 2, mRNA 


NMJH8920 


Homo sapiens protocadherin gamma subfamily A, 7 (PCDHGA7), transcript 
variant 1, mRNA 


NMJ)32086 


Homo sapiens protocadherin gamma subfamily A, 6 (PCDHGA6), transcript 
variant 2, mRNA 


NMJH8919 


Homo sapiens protocadherin gamma subfamily A, 6 (PCDHGA6), transcript 
variant 1, mRNA 
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NMJO2054 


Homo sapiens protocadherm gamma subfamily A, 5 (PCDHGA5) transcript 
variant 2, mRNA v 


NM_018918 


Homo sapiens protocadherm gamma subfamily A, 5 (PCDHGA5) transcript 
variant 1, mRNA * 


NM_032053 


Homo sapiens protocadherm gamma subfamily A, 4 (PCDHGA4) transcript 
variant 2, mRNA F 


NM018917 


Homo sapiens protocadherm gamma subfamily A, 4 (PCDHGA4) transcript 
variant 1, mRNA 9 


NM_032011 


Homo sapiens protocadherm gamma subfamily A, 3 (PCDHGA3), transcript 
variant 2, mRNA y 


NM_032009 


Homo sapiens protocadherm gamma subfamily A, 2 (PCDHGA2) transcript 
variant 2, mRNA 


NMJH8915 


Homo sapiens protocadherin gamma subfamily A, 2 (PCDHGA2) transcript 
variant 1, mRNA 


NM 031993 


Homo sapiens protocadherm gamma subfamily A, 1 (PCDHGA1) transcript 
variant 2, mRNA 


NM_032092 


Homo sapiens protocadherm gamma subfamily A, 1 1 (PCDHGA1 1) transcript 
variant 3, rnRNA " 


NMJH8912 


Homo sapiens protocadherm gamma subfamily A, 1 (PCDHGA1) transcript 
variant 1, mRNA 


NMJB2091 


Homo sapiens protocadherm gamma subfamily A, 1 1 (PCDHGA1 1), transcript 
variant 2, mRNA 


NMJH8914 


Homo sapiens protocadherm gamma subfamily A, 1 1 (PCDHGA1 1), transcript 
variant 1, mRNA K 


NM 032090 


Homo sapiens protocadherm gamma subfamily A, 10 (PCDHGA10) transcript 
variant 2, mRNA v 


NM_018913 

NM 019120 
NM_0 18940 
NM 018939 
NM 015669 

NM 018937 
NM 018936 
NM 013340 
NM 020957 
NM 018935 


Homo sapiens protocadherin gamma subfamily A, 10 (PCDHGA10) transcript 

variant 1, mRNA " ' v 

Homo sapiens protocadherm beta 8 (PCDHB8), mRNA 

Homo sapiens protocadherin beta 7 (PCDHB7), mRNA 

Homo sapiens protocadherin beta 6 (PCDHB6), mRNA 

Homo sapiens protocadherin beta 5 (PCDHB5), mRNA 

Homo sapiens protocadherm beta 4 (PCDHB4), mRNA 

Homo sapiens protocadherin beta 3 (PCDHB3), mRNA 

Homo sapiens protocadherm beta 2 (TCDHB2), mRNA 

Homo sapiens protocadherm beta 1 (PCDHB 1 ), mRNA 

Homo sapiens protocadherm beta 16 (PCDHB16), mRNA 

Homo sapiens protocadherin beta 15 (PCDHB15), mRNA 


NM 018934 
NM 018933 
NM 018932 
NM 018931 
NM 018930 
NM 031857 
NM 031856 
NM 018911 

NM 018910 
NM 031501 
NM 018908 
NM 031500 
NM 018907 1 


Homo sapiens protocadherin beta 14 (PCDHB14), mRNA 
Homo sapiens protocadherm beta 13 (PCDHB13) mRNA 
Homo sapiens protocadherin beta 1 2 fPCDHB 1 2), mRNA 
Homo sapiens protocadherm beta 1 1 (PCDHB1 1), mRNA 
Homo sapiens protocadherm beta 10 (PCDHB10), mRNA 
Homo sapiens protocadherm alpha 9 (PCDHA9), transcript variant 1 mRNA 
Homo sapiens protocadherm alpha 8 (PCDHA8), transcript variant 2, mRNA 
Homo sapiens protocadherm alpha 8 (PCDHA8), transcript variant 1, mRNA 
Homo sapiens protocadherm alpha 7 (PCDHA7), transcript variant 2, mRNA 
Homo sapiens protocadherm alpha 7 (PCDHA7), transcript variant 1, mRNA 
Homo sapiens protocadherm alpha 5 (PCDHA5), transcript variant 2 mRNA 
Homo sapiens protocadherin alpha 5 (PCDHA5), transcript variant 1 mRNA 
Homo sapiens protocadherin alpha 4 (PCDHA4), transcript variant 2 mRNA 
domo sapiens protocadherm alpha 4 (PCDHA4), transcript variant 1 mRNA 
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NM 031497 


Homo sapiens protocadherin alpha 3 (PCDHA3), transcript variant 2, mRNA 


NM 018906 


Homo sapiens protocadherin alpha 3 (PCDHA3), transcript variant 1 , mRNA 


NM 031496 


Homo sapiens protocadherin alpha 2 (PCDHA2), transcript variant 3, mRNA 


NM 031495 

X ill JL V *J X *r %S 


Homo sapiens protocadherin alpha 2 (PCDHA2), transcript variant 2, mRNA 


NM 018905 


Homo sapiens protocadherin alpha 2 (PCDHA2), transcript variant 1, mRNA 


NM 031411 


Homo sapiens protocadherin alpha 1 (PCDHA1), transcript variant 3, mRNA 


NM 031410 


Homo sapiens protocadherin alpha 1 (PCDHA1), transcript variant 2, mRNA 


NM 018900 


Homo sapiens protocadherin alpha I (PCDHA1), transcript variant 1, mRNA 


NM 031865 


Homo sapiens protocadherin alpha 13 (PCDHA13), transcript variant 2, mRNA 

XXIM11V J^lVilJ ^ViUVHUIIMUi MIRIAM. V /> -i- 1 — 


NM 018904 


Homo sapiens protocadherin alpha 13 (PCDHA13), transcript variant 1, mRNA 


NM 031849 


Homo sapiens protocadherin alpha 6 (PCDHA6), transcript variant 3, mRNA 


NM 031864 


Homo sapiens protocadherin alpha 12 (PCDHA12), transcript variant 2, mRNA 


NM 031848 


Homo sapiens protocadherin alpha 6 (PCDHA6), transcript variant 2, mRNA 


NM 018903 


Homo sapiens protocadherin alpha 12 (PCDHA12), transcript variant 1, mRNA 


NM 031861 


Homo sapiens protocadherin alpha 1 1 (PCDHA1 1), transcript variant 2, mRNA 


NM 018909 


Homo sapiens protocadherin alpha 6 (PCDHA6), transcript variant 1, mRNA 


NM 031860 


Homo sapiens protocadherin alpha 10 (PCDHA10), transcript variant 3, mRNA 


NM 031859 


Homo sapiens protocadherin alpha 10 (PCDHA10), transcript variant 2, mRNA 




Homo Rani en <? nrotocadherin aloha 10 fPCDHAlO^ transcript variant 1. mRNA 

XXlslXXVs OOfJlV/llO |sl M/VClVIXXwt XXI 0117110 XV ^JL VJL/AJU X X V J , UUligwl^yv ruiiuuv Ay «*XA- VX 1 * *. 


NM 015429 


Homo sapiens DKFZP586L2024 protein (NESHBP), mRNA 


XTNyT OH/1Q1 


xiomo sapiens soiuxe camer iamny zj, ^luiioonunuriai ucuxicry, ixiciiiucr 10 
f^!TP9^A1$fi mPNA 


JN1VI_Uj Ih^Hz. 


JTIOITjO bapiCIlb Ul dill UCil IllCIllUlaJlC piUlvlll l \i-> V^JLYlx Lj y iiu\xvr\. 


IN lVt_U J v / OZ 


XJr\mr\ cqtmptic Vwacin Vip1iY_lr\rm_hf»l i y Hftmnin rontainiTlcy P.1flQ<3 ft ^ fRHT T1"R"3 1 
XlvxIIl/ bapicilb Uaolv IlGxlA"ltJU|J~IiClxA UAJiiiaiii V/VSiuaiiiiiig, viaoo J ^uiiijixu J j, 

mRNA 


NM 023035 

INlYl^vZ< J \J J J 


ffnmn <?anien<? calcium channel volta&e-deoendent P/O tvoe alnha 1 A subunit 

XX V/i i Ivy OUf/lvllO VUlwlUlll V/11CU1X1V1, V VlVtX^V UVjyvllUVUVj X / \^ *-Jr |/Vj UX^SAilt- X x I* <-s lux 1 v 

(CACNA1 A), transcript variant 2, mRNA 


NM 014487 


Homo sapiens nucleolar cysteine-rich protein (HSA6591), mRNA 


NM 025239 


Homo sapiens programmed death ligand 2 (PDL2), mRNA 


NM 024859 

1 N 1VX U£<"UJ J 


Homo sapiens hypothetical protein FLJ21687 (FLJ21687), mRNA 


NM 000575 


Homo sapiens interleulrin 1 alnha (ILIA). mRNA 


NM 005348 

l^ixYA \J\J -J J*TLJ 


Homo sapiens heat shock 90kD protein 1 alpha (HSPCA). mRNA 


NM 006900 

1 i XYX \J\J\jy\J\J 


Homo sapiens interferon alnha 13 (IFNA13Y mRNA 


NM 023067 


Homo sapiens forkhead transcription factor FOXL2 (BPES), mRNA 


NM 022552 


Homo sapiens DNA (cytosine-5-)-methyltransferase 3 alpha (DNMT3A), mRNA 


NM 022346 


Homo <sanien<; chromosome condensation protein G fHCAP-G\ mRNA 


NM 022119 


Homo sapiens protease, serine, 22 (PRSS22), mRNA 


NM 097069 


Rnmn caniens PRX/knotted 1 homeoho* 2 fP!CNOX2^ mRNA 


NM 


ffnmn snniens D"PAD-hox nrotein THAGF^ mRNA 


NM 004614 

INIYI U WHO 1 *t 


UnmA canipnc trivmiHinp VinpQe 9 mitncVionHrial rTTC2^ mRNA 

XXUillU odpiCIlo Lily 111! VJ 111 v> lSJllaoC' Zr, Ilil L\J viUJi J.VX1 Idi ^xxvx/y, m-ivx i/i 


IN 1VL_UZ v -) 4 0 


U/\ry-»r\ ponipTi c cr»li iff* r» QTripr "fciTYiil^/ 1 7 or\Hinm_/^ pnPTiri ptrf moroamf* nnocnnaf"P 
JtlOmU oaUiClIo oUlULC UaixlCI laJIiliy 1 / ^oULllUlil-vxcpc/xivit«iii. uiuigtunu piiuspiiatv 

nnfraTicnnrtp^ mpmlipr fi CST P1 7A^T\ mT^NA 
L/UU allopUI LCl^, xilv/J.iiU&i v/ ^OxvV^l / r\\J J y llixvx x ix 


NM 090100 


Unmn cQnipn? cnlntp rarrier fjamilv 17 ^^nHiiim-Henendent inorpanin nhosnhate 

ilUxXlv oilUiCllo owl Lilts voxxlCI. IdllUXY X. l loUvlllilxl Ub Lf ^IXU Vll t 111V/X gtXIXXV/ ^XXV/OLyilCXkV^ 

rntmncmnrter^ member 7 CST PI 7A7^ mRNA 


NM 020 ni 


Urtmn canipnQ rnromo^omp 1 nnpn rpaHirny rramp 6 ( Clorf6) mRNA 


NM 017444 


Homo sapiens chromatin accessibility complex 1 (CHRAC1), mRNA 


NM 016260 


Homo sapiens zinc finger protein, subfamily 1 A, 2 (Helios) (ZNFN1 A2), mRNA 


NM 015510 


Homo sapiens DKFZP566O084 protein (DKFZp566O084), mRNA 


NM 014433 


Homo sapiens rhabdoid tumor deletion region gene 1 (RTDR1), mRNA 


NM 014312 


Homo sapiens cortical thymocyte receptor (X. laevis CTX) like (CTXL), mRNA 


NM 004539 


Homo sapiens asparaginyl-tRNA synthetase (NARS), mRNA 


NM 013284 


Homo sapiens polymerase (DNA directed), mu (POLM), mRNA 
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NM 013274 


Homo sapiens polymerase (DNA directed), lambda (POLL), mRNA 


NM 003235 


Homo sapiens thyroglobulin (TG), mRNA 


NM 001963 


Homo sapiens epidermal growth factor (beta-urogastrone) (EGF), mRNA 


NM 007158 


Homo sapiens NRAS-related gene (D1S155E), mRNA 


NM 007000 


Homo sapiens uroplakin 1 A (UPK1 A), mRNA 


NM 006947 


Homo sapiens signal recognition particle 72kD (SRP72), mRNA 


NM 006892 


Homo sapiens DNA (cytosine-5-)-methyltransferase 3 beta (DNMT3B), mRNA 


NM 006760 


Homo sapiens uroplakin 2 (UPK2), mRNA 


NM 006691 


Homo sapiens extracellular link domain-containing 1 (XLKD1), mRNA 


NM_006572 


Homo sapiens guanine nucleotide binding protein (G protein), alpha 13 
(GNA13), mRNA 


NM 006494 


Homo sapiens Ets2 repressor factor (ERF), mRNA 


NM 006352 


Homo sapiens zinc finger protein 238 (ZNF238), mRNA 


NM 006082 


Homo sapiens tubulin, alpha, ubiquitous (K-ALPHA-1), mRNA 


NM_005084 


Homo sapiens phospholipase A2, group VII (platelet-activating factor 
acetylhydrolase, plasma) (PLA2G7), mRNA 


NM 004999 


Homo sapiens myosin VI (MY06), mRNA 


NM 004937 


Homo saniens cvstinosis nenhronathic fCTNS^ mRNA 


NM_004212 


Homo sapiens solute carrier family 28 (sodium-coupled nucleoside transporter), 
member 2 (SLC28A2^ mRNA 


NM_004555 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 
denendent 3 fNFATC3^ mRNA 


NM_004554 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 
deoendent 4 rNFATC4 > ) mRNA 


NM 000695 


Homo saniens aldehvde dehvdrnp"enflsp 3 farrrilv mpmhpr R2 ( AT DW3R9^ 

mRNA 


NM 000373 


TTomn <5anipn<? uridine monrvnhnQWhatp cvntTipta<sp forntatp nhoQnhnrihnQvl 

llUillU aapiWw ULL1UL11& lllVJillJUlll/OUilults o J*-* LUG Laov lUlulalt L/llvJolJllUl 1U Uo VI 

transferase and orotidine-5 '-decarboxylase) (UMPS), mRNA 


NM 003332 

1 ~ ITX \J\J ~J ~J *J 


Homo ^anipns ' 1' V"RO nrntpin tvro^inp lHna«;p HinHincr nrntpin rT VROTVP^ 

XX\Jlll\J OClJJlUllD X X XWJ piUKfiH lyUJollIU XVUldOC' iJlXlKXXH^ ^>lUlt/lll ^JL X XWJXJX J 7 

mRNA 


NM 000367 


TTnmo saniens thinnnrinp Svmptlivlrransfprasp f TP K/tT^ rrfRTtf A 


NM 001250 


Homo sanipns tumor nperosis faetor rpppntnr snnprfamilv mpmhpr S 

(TNFRSF5), mRNA 


NM 002880 


Homo saniens v-raf-1 murine leukemia viral oncogene hnmolop 1 fRAFI^ 

mRNA 


NM 003978 


Homo saniens nroline-serine-threonine nhosnhatase interacting nrotein 1 
(PSTPP1), mRNA 


NM 003627 


Homo saniens nrostate cancer overexDressed eene 1 fPOVH mRNA 


NM 002557 


Homo saniens ovi ductal elvcoorotein 1 1201cD frnucin 9 ovi ducting fOVCfPl^ 

mRNA 


NM 002541 


Homo saniens oxoplutarate faloha-lcetofflutarate^ dehvdrntrpnasp flinnamiHe^ 
(OGDH),mRNA 


NM 000406 


Homo saniens ffonadotronin-releasinff hormone recentor ( GNRHR^ mRNA 


NM 001979 


Homo saniens enoxide hydrolase 2. cvtoolasmic flBPHX2 > l mRNA 


NM 001761 


Homo sapiens cyclin F (CCNF), mRNA 


NMJ)01190 


Homo sapiens branched chain aminotransferase 2, mitochondrial (BCAT2), 
mRNA 


NM 000485 


Homo sapiens adenine phosphoribosyltransferase (APRT), mRNA 


NM 033514 


Homo sapiens pinch-2 (LOC96626), mRNA 


NM 033495 


Homo sapiens KIAA1309 protein (KIAA1309), mRNA 


NM 022436 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 5 (sterolin 
l)(ABCG5),mRNA 
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NM 016333 


Homo sapiens serine/arginine repetitive matrix 2 (SRRM2), mRNA 


NM 012412 


Homo sapiens histone H2A.F/Z variant (H2AV), mRNA 


NMJ)01897 


Homo sapiens chondroitin sulfate proteoglycan 4 (melanoma-associated) 
(CSPG4),mRNA 


NM 031420 


Homo sapiens mitochondrial ribosomal protein L9 (MRPL9), mRNA 


NM 020393 


Homo sapiens hypothetical protein SBBI67 (LOC57115), mRNA 


NM 015956 


Homo sapiens mitochondrial ribosomal protein L4 (MRPL4), mRNA 


NM 004537 


Homo sapiens nucleosome assembly protein l-like 1 (NAP1L1), mRNA 


NM 033504 


Homo sapiens CAC-1 (CAC-1), mRNA 


NM 033503 


Homo sapiens Bcl-2 modifying factor (BMF), mRNA 


NM 022059 


Homo sapiens chemokine (C-X-C motif) ligand 16 (CXCL16), mRNA 


NM 022048 


Homo sapiens casein kinase 1, gamma 1 (CSNK1G1), mRNA 


NM 019009 


Homo sapiens Toll-interacting protein (TOLLIP), mRNA 


NM 018058 


Homo sapiens cartilage acidic protein 1 (CRTAC1), mRNA 


NMJH7443 


Homo sapiens polymerase (DNA directed), epsilon 3 <j>17 subunit) (POLE3), 
mRNA 


NM 007359 


Homo sapiens MLN51 protein (MLN51), mRNA 


NM 030956 


Homo sapiens toll-like receptor 10 (TLR10), mRNA 


NM 020653 


Homo sapiens zinc finger protein 287 (ZNF287), mRNA 


NM 020652 


Homo sapiens zinc finger protein 286 (ZNF286), mRNA 


NM_020365 


Homo sapiens eukaryotic translation initiation factor 2B, subunit 3 (gamma 
58kD) (EIF2B3), mRNA 


NM 013432 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
inhibitor-like 2 (NFKBIL2), mRNA 


NMJ)03740 


Homo sapiens potassium channel, subfamily K, member 5 (TASK-2) (KCNK5), 
mRNA 


NM_033311 


Homo sapiens potassium mwardly-rectifying channel, subfamily K, member 4 
(KCNK4), transcript variant 3, mRNA 


NMJ)33310 


Homo sapiens potassium inwardly-rectifying channel, subfamily K, member 4 
(KCNK4), transcript variant 2, mRNA 


NM_016611 


Homo sapiens potassium mwardly-rectifying channel, subfamily K, member 4 
(KCNK4), transcript variant 1, mRNA 


NMJB3360 


Homo sapiens v-Ki-ras2 Kirsten rat sarcoma 2 viral oncogene homolog 
(KRAS2), transcript variant a, mRNA 


NM 004985 


Homo sapiens v-Ki-ras2 Kirsten rat sarcoma 2 viral oncogene homolog 
(KRAS2), transcript variant b, mRNA 


NM 022442 


Homo sapiens ubiquitin-conjugating enzyme E2 variant 1 (UBE2V1), transcript 
variant 3, mRNA 


NM__021988 


Homo sapiens ubiquitin-conjugating enzyme E2 variant 1 (UBE2V1), transcript ! 
variant 1, mRNA 


NMJ)03349 


Homo sapiens ubiquitin-conjugating enzyme E2 variant 1 (UBE2V1), transcript 
variant 2, mRNA 


NM_003546 


Homo sapiens H4 histone family, member K (H4FK), mRNA 


NM 003541 


Homo sapiens H4 histone family, member D (H4FD), mRNA 


NM_003536 


Homo sapiens H3 histone family, member K (H3FK), mRNA 


NM 003535 


Homo sapiens H3 histone family, member J (H3FJ), mRNA 


NM 003533 


Homo sapiens H3 histone family, member F (H3FF), mRNA 


NM 003521 


Homo sapiens H2B histone family, member E (H2BFE), mRNA 


NM_003520 


Homo sapiens H2B histone family, member D (H2BFD), mRNA 


NM 003519 


Homo sapiens H2B histone family, member C (H2BFC), mRNA 


NM 003514 


Homo sapiens H2A histone family, member N (H2AFN), mRNA 


NM 003511 


Homo sapiens H2A histone family, member I (H2AFI), mRNA 
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NM 005322 


Homo sapiens HI histone family, member 5 (H1F5), mRNA 


NM 021066 


Homo sapiens H2A histone family, member E (H2AFE), mRNA ] 


NM 003510 


Homo sapiens H2A histone family, member D (H2AFD), mRNA 


NM 003509 


Homo sapiens H2A histone family, member C (H2AFC), mRNA 


NMJ)33358 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant E, mRNA 


NMJ33357 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant D, mRNA 


NM 033356 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant C, mRNA 


NMJB3355 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant B, mRNA 


NMJ)01228 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant A, mRNA 


NM_033340 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 
variant beta, mRNA 


NM 033339 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 
variant gamma, mRNA 


NM_033338 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 
variant delta, mRNA 


NM_001227 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 
variant alpha, mRNA 


NM_001005 


Homo sapiens ribosomal protein S3 (RPS3), mRNA 


NM 006013 


Homo sapiens ribosomal protein L10 (RPL10), mRNA 


NM 013368 


Homo sapiens RPA-binding trans-activator (RBT1), mRNA 


NM 002286 


Homo sapiens lymphocyte-activation gene 3 (LAG3), mRNA 


NM 005546 


Homo sapiens JL2-inducible T-cell kinase (ITK), mRNA 


NM 005538 


Homo sapiens inhibin, beta C QNHBC), mRNA 


NM_033257 


Homo sapiens DiGeorge syndrome critical region gene 6 like (DGCR6L) 
mRNA 


NM 001917 


Homo sapiens D-amino-acid oxidase (DAO), mRNA 


NMJMH629 


Homo sapiens arachidonate 5-lipoxygenase-activating protein (ALOX5AP), 
mRNA 


NM 000024 


Homo sapiens adrenergic, beta-2-, receptor, surface (ADRJB2), mRNA 


NM 000683 


Homo sapiens adrenergic, alpha-2C-, receptor (ADRA2C), mRNA 


NM 000682 


Homo sapiens adrenergic, alpha-2B-, receptor (ADRA2B), mRNA 


NM 000681 


Homo sapiens adrenergic, alpha-2A-, receptor (ADRA2A), mRNA 


NM 006179 


Homo sapiens neurotrophin 5 (neurotrophin 4/5) (NTF5), mRNA 


NM_033277 


Homo sapiens lacritin (LACRT), mRNA 


NMJ)22128 


Homo sapiens ribokinase (RBSK), mRNA 


NM 004823 


Homo sapiens potassium channel, subfamily K, member 6 (TWIK-2) (KCNK6), 
mRNA 


NMJ)02246 


Homo sapiens potassium channel, subfamily K, member 3 (TASK-1) (KCNK3), 
mRNA 


NMJ)32405 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
D, mRNA 


NMJ)32404 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
C, mRNA 


NM_032401 ; 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
B,mRNA 


NM_024022 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
A, mRNA 
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MM 016234 


Homo sapiens fatty-acid-Coenzyme A ligase, lons-chain 5 (FACl 5"* nVRNA 


NMJ06883 


Homo sapiens short stature homeobox (SHOX), transcript variant SHOXb 
mRNA 


NM_000451 


Homo sapiens short stature homeobox (SHOX), transcript variant SHOXa 
mRNA 


NM_006476 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex 
subunit g (ATP5L), mRNA ' J 


NM_006356 


Homo sapiens ATP synthase. H+ transporting, mitochondrial F0 comnlex 
subunit d (ATP5H), mRNA 


NM 024683 


Homo sapiens hypothetical protein FLJ22729 (FU22729), mRNA 


NM 033468 


Homo sapiens zinc finger protein 257 (ZNF257), mRNA 


NM_033453 


Homo sapiens inosine triohoSDhatase ('nucleoside trinhn<mhfltp nvrnnlirKfniiatoc#»\ 
* kj^ji lukHow yiiuvi^uoiub u. i L/iiuo uiidLw uyiuijiiUoyxitii3.se) 

(ITPA), mRNA ' 


NM 032144 


Homo sapiens RAB6C, member RAS oncoeene familv CR ARfiO mRNA 


NM 031296 


Homo sapiens RAB33B, member RAS oncogene family (RAB33B) mRNA 


NM.022570 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, superfamily member 12 (CLECSF12), mRNA 


NM 022825 


Homo sapiens porcupine (MG61), mRNA 


NM 022449 


Homo sapiens RAB17, member RAS oncogene familv fRAB17i mRNA 


NM 016322 


Homo sapiens RAB14, member RAS oncogene family (RAB14), mRNA 


NM 006331 


Homo sapiens C2f protein (C2F), mRNA 


NM_007066 


Homo sapiens protein kinase (cAMP-dependent, catalytic) inhibitor gamma 
(PKIG), mRNA 


NM_002732 


Homo sapiens protein kinase. cAMP-derjendent catalvtir cmmma fPPir accv\ 

tr axuauliw, wiuiu VXIUI^JXL, vCllCUjr Ills, ^dl 111 lid ^ F fx IS. f~\ \ ,\J( J, 

mRNA 


NM_005055 


Homo sapiens receptor-associated protein of the svnanse 43kD (R APSTsft 
transcript variant 1, mRNA 


NM_032645 


Homo sapiens receptor-associated protein of the synapse, 43kD (RAPSN), 
transcript variant 2, mRNA 


NM 033305 


Homo sapiens chorea acanthocytosis (CHAC), transcript variant A mRNA 


NM_015186 


Homo sapiens chorea acanthocytosis (CHAC), transcript variant B, mRNA 


NM 004624 


Homo sapiens vasoactive intestinal peptide receptor 1 (VTPR1) mRNA 


NM 030967 


Homo sapiens keratin associated protein 1.1 (KRTAP1.1), mRNA 


NM 015696 


Homo sapiens weaklv similar to glutathione peroxidase 2 (CI 6RVi nVRMA 


NM 031885 


Homo sapiens Bardet-Biedl syndrome 2 (BBS2), mRNA 


NM 030966 


Homo sapiens keratin associated nrotein 1 1 ffCRTAPI Xi mT?>JA 


NM_007083 


Homo sapiens nudix (nucleoside diohosohate linked mnietv Wtvrtf» rnnHf £ 
(NUDT6), mRNA 


NM.013317 


Homo sapiens lung type-I cell membrane-associated glycoprotein (Tl A-2), 
transcript variant 1, mRNA 


NM_006474 


Homo sapiens lung type-I cell membrane-associated glycoprotein (Tl A-2), 
transcript variant 2, mRNA 


NM 006275 


Homo sapiens splicing factor, arginine/serine-rich 6 (SFRS6), mRNA 


NM 016041 


Homo sapiens CGI-101 nrotein (F-LAN-H mRNA 


NM_001954 


Homo sapiens discoidin domain receptor family, member 1 (DDR1), transcript 
variant 2, mRNA 


NM_0 13994 


Homo sapiens discoidin domain receptor family, member 1 (DDR1), transcript 
variant 3, mRNA 


NM_0 13993 


Homo sapiens discoidin domain receptor family, member 1 (DDR1), transcript 
variant 1, mRNA 


NM_022117 


Homo sapiens cutaneous T-cell lymphoma-associated tumor antigen se20-4; 
differentially expressed nucleolar TGF-betal target protein (DENTT) (SE20-4), 
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mRNA 


NM 003048 


Homo sapiens solute carrier family 9 (sodiiim/hydrogea exchanger), isoform 2 
(SLC9A2), mRNA 


NM 001971 


Homo sapiens elastase 1, pancreatic (ELA1), mRNA 


NM 033412 


Homo saniens hvDothetical orotein similar to CG7943 fMGC 1483 6^ mRNA 


NM 033420 


Homo saniens hvDothetical nrotein MGC4022 rR32184 3^ mRNA 


NM 033408 


Homo saniens hvoothetical orotein MBC3205 fMBC3205^ mRNA 


NMJ) 14395 


Homo saniens dual adaotor of nhosnhotvrosine and 3-nhn^mhninrwitiHpQ 
(DAPP1), mRNA 


NM 003918 


Homo sapiens glycogenin 2 (GYG2), mRNA 


NM 001502 


Homo saniens &lvcoorotein 2 ( 7vmopen fyranule memHrane^ fGP9 1 mRMA 


NM 006362 


Homo sapiens nuclear RNA export factor 1 (NXF1), mRNA 


NM 033155 


Homo sapiens nuclear RNA export factor 5 (NXF5), transcript variant 5, mRNA 


NM 033154 


Homo saniens nuclear RNA exnort factor *5 nvDTFS i tran«;rrint variant A mPMA 


NM 033153 


Homo saniens nuclear RNA exnort factor 5 fNXF^ i tran sprint van* ant ^ mRMA 


NM 033152 


Homo sapiens nuclear RNA export factor 5 (NXF5), transcript variant 2, mRNA 


NM 032946 

XiXYX \J—f £**r^\J 


xxuxxiu oapicixa liUUICal xvTNr\ CApuiL IdLlUI J ^INvvrJ ^, IXttnSCTipi. Vail an I 1, ITuxINA. 


NM 0220S2 

X^XVX \J jL*Z,\J U 


xxuiliu oapicilb IlUl/lCai x\xN.rt CApori IaCLOr J \riJ\JT j ^, nilvlN/v 


NM 02180R 


xxuiiiu bapiens uur -iN-aceiyi-aipna-x^-gaiaciosaniine.poiypepnue jn- 
acetylgalactosaminyltransferase 9 (GalNAc-T9) (GALNT9), mRNA 


NM 017840 

X ^XVX U 1 / <J"V/ 


XiUiuu ictpxcilb IlUlU^XxUIltUial IlUOoUITial piOlCxn JU 1 0 ^iVxivtr Lj 1 0 )y JJlivlNA 


NM_017417 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 

apptvlcTalartn^aTn-invltrnnQfi^racf* R ^^Y^^1MA^'_T , R^ fCrA 1 ('bTT&\ mP*MA 


NM 004261 


Homo sapiens 15 kDa selenoprotein (SEP 15), mRNA 


NM 021998 


xxuiiiu bdpiciio z.1110 linger protein o ^v^ivjLrj\i j ^z^iNroj, mi\JN/\ 


NM_004570 


Homo sapiens phosphoinositide-3 -kinase, class 2, gamma polypeptide 

\r xxVjv^^vj^, iiixviN/\ 


NM_002646 


Homo sapiens phosphoinositide-3 -kinase, class 2, beta polypeptide (PIK3C2B), 

mRNA 


NM_004598 


Homo sapiens sparc/osteonectin, cwcv and kazal-like domains proteoglycan 


NM_033135 


Homo sapiens spinal cord-derived growth factor-B (SCDGF-B), transcript 

•\ro-ri' o-n f 0 mPMA 
Vd-llcUlL IIlxvIN/\ 


NM OJUOR 


nomo sapiens spinai coro-aenvea growin iactor-Jo jpv^JJvjrJr -t> ), transcript 
variant l,mRNA 


TsTM (YVX'KA.ts 
xNlVl UjjjHO 


nomo sapiens Done morpnogeneuc proxem receptor, type li ^serme/tnreonine 
kinase) (13MPR2), transcript variant 2, mRNA 


"NTM 001904 


Homo sapiens bone morphogenetic protein receptor, type II (serine/threonine 
kinase) (BMPR2), transcript variant l, mRNA 


xNlVx uUj«/jj 


xiomo sapiens £>/\ii-associatea protein j \siJ\it\rj), itlkina 


NM 005467 


Homo sapiens N-acetylated alpha-linked acidic dipeptidase 2 (NAALAD2), 


>JM 

INIY1_UUJ 


jtiomo sapiens anngen laentiiieo oy monocionai anuooay ivixvi^ L/A-z ^JVlUAz^, 
mRNA 


1N1V1 l/UZji'tJ 


nomo sapiens potassium cnannei, suoramny iv, memoer i wxiv-ij (xvCNlvi^, 
mRNA 


NM_005247 


Homo sapiens fibroblast growth factor 3 (murine mammary tumor virus 
integration site (v-int-2) oncogene homolog) (FGF3), mRNA 


NM 002006 


Homo sapiens fibroblast growth factor 2 (basic) (FGF2), mRNA 


NM 000647 


Homo sapiens chemokine (C-C motif) receptor 2 (CCR2), transcript variant A, 
mRNA 


NM 032047 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 
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5 (B3GNT5), mRNA 


NMJM4256 


Homo sapiens UDP-GlcNAc:betaGaI beta-l^-N-acetylglucosarninyltransferase 
3 (B3GNT3), mRNA 


NM 015904 


Homo sapiens translation initiation factor IF2 (IF2), mRNA 


NM 005326 


Homo sapiens hvdroxvacvl elutathinn** hvdmlacf* /tia/tp\ mP>j a 


NM_013445 


Homo sapiens glutamate decarboxylase 1 (brain, 67kD) (GAD1), transcript 
variant GAD25, mRNA 


NM 033173 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5\ transcrint variant 5 mPTvJA 


NM_033172 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5) transcrint variant 4 mRNA 


NMJ)33171 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide" 
5 (B3GALT5} transcrint variant 1 nVRNA 


NM_033170 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT51 transcrint variant 2 mRNA 


NM_033169 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
3 (B 3 GALT3\ transcrint variant 4 nVRNA 


NMJ)33168 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
3 (B3GALT3) transcrint variant ^ mPNA 


NM 033167 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 

3 fB3GALT31 tramrrint variant 9 mPWA 
^ \- LJ ~' VJ - r * J - j x ~> )i u cuiounpi Valid III nlKJNwnL 


NM_003781 


Homo sapiens UDP-Gal:betaGIcNAc beta 1,3-galactosyltransferase, polypeptide 
3 (B3GALT3) transcrint variant 1 rrTRMA 


NMJ)03782 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
4 (B3GALT41 mRNA 


NM 003783 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
2 fB3GAL,T2^ nVRNA 


NMJ)04631 


Homo sapiens low density lipoprotein receptor-related protein 8, apolipoprotein 

e recentor fl\RPJft tran<;rrint variant 1 ml? XT A 
w Avv^piui ^j-»j.xj; oy, UailaLlipi Valiant 1, IlJJKJN/V 


NM 033300 


aa r luw luw ucii^jiy upupruiem recepior-reiatea protein o, apolipoprotein 

e recentor (LRP8^ transcrint variant 9 mPMA 
vvv r "'" i ^xjiv*. u u aiiow. iu i vol loll I £* % IIUVLN/V 


NM_0 17522 


HOlllO Sapiens low den*?itv linonrfltpin rprerxtrsr r#*1?a+*i/1 nrrt+ai'ti © ^j.^* 

""r 1 "" iv/vv uwioiLy iipupiuiciinci/cpior-reiaieQ proxem o, apolipoprotein 
e receptor (LRP8), transcrint variant 3 mRNA 


NM 033323 


Homo sapiens sodium bicarbonate transporter 4 (NBC4), transcript variant b, 
mRNA 


NM 033337 


Homo sapiens caveolin 3 (CAV3), transcript variant 1, mRNA 


NM 001234 


Homo sapiens caveolin 3 (CAV3^ transorint variant 9 mPMA 


NM 001233 


Homo sapiens caveolin 2 (CAV2), mRNA 


NM 001753 


Homo sam'ens cavpnlin 1 pavf»nla«=» -rwwjw-ti oivri /paui\ ra r>\T a 

■"■wmv oayi^iiD ^avcuiiil i, 1/aVCUlac prOiem, ZZKXJ ^V/AV 1), mKJNA I 


NMJ)33291 


Homo sapiens midlme 1 (Opitz/BBB syndrome) (MIDI), transcript variant 2, i 
mRNA 


NM_033290 


Homo sapiens midlme 1 (Opitz/BBB syndrome) (MIDI), transcript variant 3, 
mRNA 


NMJ)33274 


Homo sapiens a disintegrin and metalloproteinase domain 19 (meltrin beta) 

(ADAM 19^ tran srrint variant 9 mPMA 


NM_023038 


Homo sapiens a disintegrin and metalloproteinase domain 19 (meltrin beta) 
(ADAM19), transcript variant 1, mRNA 


NM_033308 


Homo sapiens ATP-bindmg cassette, sub-family A (ABC1), member 7 
(ABCA7), transcript variant 2, mRNA 


NMJ)19112 


Homo sapiens ATP-bindmg cassette, sub-family A (ABC1), member 7 
(ABCA7), transcript variant 1 , mRNA 


NM 002609 1 Homo sapiens platelet-derived growth factor receptor, beta polypeptide 
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(PDGFRB), mRNA 


NMJ)06206 


Homo sapiens platelet-derived growth factor receptor, alpha polypeptide 
(PDGFRA), mRNA 


NM_033016 


Homo sapiens platelet-derived growth factor beta polypeptide (simian sarcoma 
viral (v-sis) oncogene homolog) (PDGFB), transcript variant 2, mRNA 


NM 000678 


Homo sapiens adrenergic, alpha-ID-, receptor (ADRA1D), mRNA 


NM 000679 


Homo sapiens adrenergic, alpha- IB-, receptor (ADRA1B), mRNA 


NM 002675 


Homo sapiens promyelocytic leukemia (PML), transcript variant 6, mRNA 


NM 033250 


Homo sapiens promyelocytic leukemia (PML), transcript variant 1 1, mRNA 


NM 033249 


Homo sapiens promyelocytic leukemia (PML), transcript variant 10, mRNA 


NM 033247 


Homo sapiens promyelocytic leukemia (PML), transcript variant 8, mRNA 


NM 033246 


Homo sapiens promyelocytic leukemia (PML), transcript variant 7, mRNA 


NM 033245 


Homo sapiens promyelocytic leukemia (PML), transcript variant 12, mRNA 


NM 033244 


Homo sapiens promyelocytic leukemia (PML), transcript variant 5, mRNA 


NM 033242 


Homo sapiens promyelocytic leukemia (PML), transcript variant 3, mRNA 


NM 033240 


Homo sapiens promyelocytic leukemia (PML), transcript variant 2, mRNA 


NM 033239 


Homo sapiens promyelocytic leukemia (PML), transcript variant 9, mRNA 


NM 033238 


Homo sapiens promyelocytic leukemia (PML) transcriot variant 1 mRNA 


NM_033304 


Homo sapiens adrenergic. alpha- 1A-. receDtor fADRAl transmit variant A 
mRNA 


NM_033303 


Homo sapiens adrenergic, alpha- 1A-, receptor (ADRAIA^ transcriDt variant 2 \ 
mRNA 


NM_033302 


Homo sapiens adrenergic, alpha- 1A-, receptor (ADRAIA} transcrint variant 3 
mRNA 


NM 033279 


Homo sapiens ring finger protein 22 (RNF22), transcript variant gamma mRNA 


NM 033278 


Homo sapiens ring finger protein 22 (RNF22), transcript variant beta, mRNA 


NM 000737 


Homo sapiens chorionic gonadotropin, beta polypeptide (CGB), mRNA 


NM_033295 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase) (CASP1), transcript variant epsilon, mRNA, 


NMJ)33294 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase) (CASP1), transcript variant delta, mRNA 


NM_033293 


Homo sapiens caspase 1, apoptosis-related cvsteine t>ro tease fmterlenkin 1 hptn 
convertase) (CASP1), transcript variant gamma, mRNA 


NM_033292 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase) (C ASP 1 ), transcript variant alpha, mRNA 


NM__001223 


Homo sapiens caspase 1. apoptosis-related cvsteine protease f interleukin 1 beta 
convertase) (CASP1), transcript variant beta, mRNA 


NM 006771 


Homo sapiens keratin, hair, acidic, 8 (KRTHA8), mRNA 


NM 002280 


Homo sapiens keratin, hair, acidic, 5 (KRTHA5), mRNA 


NMJ)00526 


Homo sapiens keratin 14 (epidermolysis bullosa simplex, Dowling-Meara, 
Koebner) (KRT14), mRNA 


NM 033301 


Homo sapiens ribosomal protein L8 (RPL8), transcript variant 2, mRNA 


NM 000973 


Homo sapiens ribosomal protein L8 (RPL8), transcript variant 1 . mRNA 


NM 000661 


Homo sapiens ribosomal protein L9 (RPL9), mRNA 


NM 007104 


Homo sapiens ribosomal protein LlOa (RPL10A), mRNA 


NM 033255 


Homo sapiens epithelial stromal interaction 1 (breast) (EPSTI1), mRNA 


NM_021196 


Homo sapiens sodium bicarbonate transporter 4 (NBC4), transcript variant a, 
mRNA 


NM 032241 


Homo sapiens ribosomal protein L10 (RPL10), mRNA 


NM_030955 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 12 (ADAMTS12), mRNA 


NM 030765 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosarninyltrarisferase 
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4 (B3GNT4), mRNA 


NM 014670 


Homo sapiens basic leucine-zipper protein BZAP45 (BZAP45), mRNA 


NM 013379 


Homo sapiens dipeptidylpeptidase 7 (DPP7), mRNA 


NM 006458 


Homo sapiens ring finger protein 22 (RNF22), transcript variant alpha mRNA 


NM 006057 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5), transcript variant 1, mRNA 


NMJ)00648 


Homo sapiens chemokine (C-C motif) receptor 2 (CCR2), transcript variant B, 
mRNA 


NM 000381 


Homo sapiens midline 1 (Opitz/BBB syndrome) (MIDI), transcript variant 1 
mRNA 


NMJ»2645 


Homo sapiens phosphoinositide-3 -kinase, class 2, alpha polypeptide (PIK3C2A) 
mRNA 


NMJJ02608 


Homo sapiens platelet-derived growth factor beta polypeptide (simian sarcoma 
viral (v-sis) oncogene homolog) (PDGFB), transcript variant 1, mRNA 


NM 001134 


Homo sapiens alpha-fetoprotein (AFP), mRNA 


NM_000680 


Homo sapiens adrenergic, alpha-lA-, receptor (ADRA1A), transcript variant 1. 
mRNA 


NM 023929 


Homo sapiens zinc finger protein RINZF (RINZF), mRNA 


NM 020353 


Homo sapiens phospholipid scramblase 4 (PLSCR4), mRNA 


NM 020359 


Homo sapiens phospholipid scramblase 2 (PLSCR2), mRNA 


NM_018494 


Homo sapiens leucine-rich and death domain containing (LRDD), mRNA 


NM 004998 


Homo sapiens myosin IE (MYOIE), mRNA 


NM_033226 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 12 
(ABCC12), mRNA 


NM_032105 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B), transcript variant 2, mRNA 


NM_032104 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B), transcript variant 4, mRNA 


NM 032103 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B), transcript variant 3, mRNA 


NM 002481 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B), transcript variant 1, mRNA 


NM 004689 


Homo sapiens metastasis associated 1 (MTA1), mRNA 


NM_006005 


Homo sapiens Wolfram syndrome 1 (wolframin) (WFS1), mRNA 


NMJM5722 


Homo sapiens calcyon; Dl dopamine receptor-interacting protein (CALCYON), 
mRNA 


NM 004184 


Homo sapiens tryptophanyl-tRNA synthetase (WARS), mRNA 


NMJH4228 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, L-proline), 
member 7 (SLC6A7), mRNA 


NM_ 005823 


Homo sapiens mesotheJin (MSLN), transcript variant 1, mRNA 


NM 013404 


Homo sapiens mesothelin (MSLN), transcript variant 2, mRNA 


NM 012341 


Homo sapiens G protein-binding protein CRFG (CRFG), mRNA 


NM_002480 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12A 
(PPPlR12A),mRNA 


NM 003868 


Homo sapiens fibroblast growth factor 16 (FGF16), mRNA 


NM 018979 


Homo sapiens protein kinase, lysine deficient 1 (PRKWNK1), mRNA 


NMJ)22127 


Homo sapiens solute carrier family 28 (sodium-coupled nucleoside transporter), 
member 3 (SLC28 A3), mRNA 


NM_005517 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 17 
(HMG17), mRNA 


NM 022465 


Homo sapiens zinc finger protein, subfamily 1A, 4 (Eos) (ZNFN1A4), mRNA 


NM 005768 


Homo sapiens putative protein similar to nessy (Drosophila) (C3F), mRNA 
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NM 033199 


Homo sapiens stresscopin-related peptide (SRP), mRNA 


NMJ)32243 


Homo sapiens thioredoxin domain-containing 2 (spermatozoa) (TXNDC2) 
mRNA 


NM 031433 


Homo sapiens membrane-type frizzled-related protein (MFRP), mRNA 


NMJ)22466 


Homo sapiens zinc finger protein, subfamily 1A, 5 (Pegasus) (PEGASUS), 
mRNA 


NMJ)04320 


Homo sapiens ATPase, Ca++ transporting, cardiac muscle, fast twitch 1 
(ATP2A1), mRNA 


NM 021047 


Homo sapiens zinc ringer protein 253 (ZNF253), mRNA 


NM 020152 


Homo sapiens chromosome 21 open reading frame 7 (C21orf7), mRNA 


NM 017447 


Homo sapiens chromosome 21 open reading frame 91 (C21orf91), mRNA 


NM 016154 


Homo sapiens RAB4B, member RAS oncogene family (RAB4B), mRNA 


NM 016308 


Homo sapiens UMP-CMP kinase (UMP-CMPK), mRNA 


NM 016066 


Homo sapiens glutaredoxin 2 (GLRX2), mRNA 


NMJH6255 


Homo sapiens family with sequence similarity 8, member Al (FAM8A1), 
mRNA 


NMJ) 14781 


Homo sapiens likely ortholog of mouse coiled coil forming protein 1 
(KIAA0203),mRNA 


NM 014468 


Homo sapiens VENT-like homeobox 2 (VENTX2), mRNA 


NM 013383 


Homo sapiens transcription factor-like 4 (TCFL4), mRNA 


NM 012481 


Homo sapiens zinc finger protein, subfamily 1A, 3 (Aiolos) (ZNFN1A3), mRNA 


NM 012230 


Homo sapiens POM (POM121 rat homolog) and ZP3 fusion (POMZP3), mRNA 


NM 012199 


Homo sapiens eukaryotic translation initiation factor 2C, 1 (EIF2C1), mRNA 


NM 005849 


Homo sapiens immunoglobulin superfamily, member 6 (IGSF6), mRNA 


NM 005414 


Homo sapiens SKI-like (SKIL), mRNA 


NM 004245 


Homo sapiens transglutaminase 5 (TGM5), mRNA 


NM 020831 


Homo sapiens megakaryoblastic leukemia (translocation) 1 (MKL1), mRNA 


NMJH5870 


Homo sapiens endogenous retrovirus H Dl leader region/integrase-derived 
ORF1, ORF2, and putative envelope protein (HSU88895), mRNA 


NM_033330 


Homo sapiens scavenger receptor cysteine-rich tVDe 1 Drotein Ml 60 nreeursnr 
(Ml 60), mRNA j 


NM 033326 


Homo sapiens Sox-6 (HSSOX6), mRNA 


NMJH7829 


Homo sapiens cat eye syndrome chromosome region, candidate 5 (CECR'rt 
mRNA 


NMJ)33256 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 14A 
(PPPlR14A),mRNA \ 


NM 033213 


Homo sapiens hypothetical protein MGC12466 (MGC12466), mRNA 


NM_033070 


Homo sapiens cat eye syndrome chromosome region, candidate 5 (CECR5) 
rnRNA 


NM_032752 


Homo sapiens hypothetical protein MGC15548 (MGC15548), mRNA 


NM 032686 


Homo sapiens hypothetical protein MGC13008 (MGC13008), mRNA 


NM 032371 


Homo sapiens hypothetical protein MGC15416 (MGC15416), mRNA 


NM 032366 


Homo sapiens hypothetical protein MGC131 14 (MGC13 1 14), mRNA 


NM 032353 


Homo sapiens hypothetical protein MGC10540 (MGC10540), mRNA 


NM 032304 


Homo sapiens hypothetical protein MGC2605 (MGC2605\ mRNA 


NMJ)32259 


Homo sapiens hypothetical protein DKFZp434F054 (DKFZp434F054), mRNA 


NM 032240 


Homo sapiens hypothetical protein FU23519 (FLJ23519), mRNA 


NM 032153 


Homo sapiens zinc family member 4 protein HZIC4 (ZIC4), mRNA 


NM 015064 


Homo sapiens ELKS protein (ELKS), mRNA 


NM_031294 


Homo sapiens hypothetical protein DKFZp586Ml 120 (DKFZP586M1 120), 
mRNA 


NM 025213 


Homo sapiens spectrin, beta, non-erythrocytic 4 (SPTBN4), mRNA 
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NM 025267 


Homo sapiens hypothetical protein MGC2744 (MGC2744), mRNA 


NM 025051 


Homo sapiens hypothetical protein FLJ23022 (FLJ23022), mRNA 


NM 024974 


Homo sapiens hypothetical protein FLJ1 1800 (FU1 1 800), mRNA 


NM 024934 


Homo sapiens hypothetical protein FLJ22659 (FLJ22659), mRNA 


NM 024805 


Homo sapiens hypothetical protein FLJ21 172 (FLJ21 172), mRNA 


NM 024804 


Homo sapiens hypothetical protein FLJ12606 (FLJ12606), mRNA 


NM 024052 


Homo sapiens hypothetical protein MGC3048 (MGC3048), mRNA 


NM 024042 


Homo sapiens hypothetical protein MGC2601 (MGC2601), mRNA 


NM 020535 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 5 (KJR2DL5), mRNA 


NM_021939 


Homo sapiens hypothetical protein FU22041 similar to FK506 binding proteins 
(FLJ22041), mRNA 


NM 020664 


Homo sapiens 2,4-dienoyl CoA reductase 2, peroxisomal (DECR2), mRNA 


NM 018722 


Homo sapiens BWRT protein (HSA404617), mRNA 


NM 020394 


Homo sapiens zinc finger protein SBZF3 (LOC571 16), mRNA 


NM 019013 


Homo sapiens hypothetical protein (FU10156), mRNA 


NM 018629 


Homo sapiens hypothetical protein PR02533 (PR02533), mRNA 


NM 018568 


Homo sapiens hypothetical protein PRO0943 (PRO0943), mRNA 


NM 018050 


Homo sapiens hypothetical protein FLJ10298 (FLJ10298), mRNA 


NM 018019 


Homo sapiens hypothetical protein FLJ1 01 93 (FLJ10193), mRNA 


NMJH7609 


Homo sapiens hypothetical protein DKFZp434A1721 (DKFZp434A1721), 
mRNA 


NM 016332 


Homo sapiens selenoprotein X, 1 (SEPX1), mRNA 


NM 016360 


Homo sapiens clone HQ0477 PRO0477p (LOC5 1204), mRNA 


NM 016002 


Homo sapiens CGI-49 protein (LOC51097), mRNA 


NM_014913 


Homo sapiens KIAA0863 protein (KIAA0863), mRNA 


NM 014700 


Homo sapiens KIAA0665 gene product (KIAA0665), mRNA 


NM 014680 


Homo sapiens KIAA0100 gene product (KIAA0100), mRNA 


NM 012248 


Homo sapiens selenophosphate synthetase 2 (SPS2), mRNA 


NM 007222 


Homo sapiens zinc-fingers and homeoboxes 1 (ZHX1), mRNA 


NM 006555 


Homo sapiens SNARE protein (YKT6), mRNA 


NM 006623 


Homo sapiens phosphoglycerate dehydrogenase (PHGDH), mRNA 


NM 006613 


Homo sapiens GRB2-related adaptor protein (GRAP), mRNA 


NM 006659 


Homo sapiens gamma-tubulin complex protein 2 (GCP2), mRNA 


NM 016441 


Homo sapiens cysteine-rich motor neuron 1 (CRIM1), mRNA 


NM_014787 


Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 6 (DNAJC6), 
mRNA 


NM_004213 


Homo sapiens solute carrier family 28 (sodium-coupled nucleoside transporter), 
member 1 (SLC28A1), mRNA 


NMJ)03141 


Homo sapiens Sjogren syndrome antigen Al (52kD, ribonucleoprotein 
autoantigen SS-A/Ro) (SSA1), mRNA 


NMJ)02607 


Homo sapiens platelet-derived growth factor alpha polypeptide (PDGFA), 
transcript variant 1, mRNA j 


NMJ)33023 


Homo sapiens platelet-derived growth factor alpha polypeptide (PDGFA), 
transcript variant 2, mRNA 


NM 005675 ! 


Homo sapiens DiGeorge syndrome critical region gene 6 (DGCR6), mRNA 


NMJH6083 


Homo sapiens cannabinoid receptor 1 (brain) (CNR1), transcript variant 2, 
mRNA 


NM 004053 


Homo sapiens bystin-like (BYSL), mRNA 1 


NGJ)00016 


Homo sapiens genomic protocadherin alpha cluster (PCDHA@) on chromosome 


NM_032935 


Homo sapiens metallothionein IV (MTIV), mRNA 
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NM 003695 


Homo sapiens lymphocyte antigen 6 complex, locus D (E48), mRNA 


NM 006787 


Homo sapiens melanoma antigen, family D, 2 (MAGED2), mRNA 


NM 016205 


Homo sapiens platelet derived growth factor C (PDGFC), mRNA 


NM 017913 


Homo sapiens Hsp90-associating relative of Cdc37 (HARC), mRNA 


NM 017701 


Homo saniens Rho GTPase activating nrntpin 8 f ARHGAPR i ml? "NT A 


NM 015366 


Homo saniens Rho CrTPasp arnvatinty nrntpin 8 f ARWtAP8 • mP>JA 


NM 012269 


Homo sapiens hyaluronoglucosaminidase 4 (HYAL4), mRNA 


NM 006207 


jxuiiiu aa|jiciii> piatcicL-uciivcu gruwin idLLur reoepior-iiice \riJKjri\Xj) 9 miviN-A. 


NM 0049R6 


xxsjiivj bapicxid KiiicL/iiii i ^Kjncsiii receptor/ jivirNi j, mi\ P iN/\ 


NM.001840 


Homo sapiens cannabinoid receptor 1 (brain) (CNR1), transcript variant 1, 
mRNA 


NM 014417 


Homo sapiens Bcl-2 binding component 3 (BBC3), mRNA 




nomo sapiens gamma-ammo ouiync acia \\jj\&a) a receptor, gamma j 
(GABRG3 . mRNA 


NM 005762 


rlomn saniens irinartitp n^ntif-rnntni-nina 98 fTT?TN/T9R 1 mPTsJ A 
a.x\jlh\j aapi^uo txi^aiutt ixiuiix^uillaAJUllig ^xxxxxVlZrOy, lllxVLN /\ 


NM 015906 


Homo ^aniens trinartitp mntif'-pnntainina ^ fTPTA/f^ 1 trancr»rir*t variant alWria 

mRNA 


NM 033020 


Homo saniens trinartite mntif-pnntainina ^3 fTP TM^KXi trancrrint variant ri*»ta 

xx\/±ih-f oayxvito ix i kJux li lix~v UlxUlilxlxxg -/J ^XxvxiVXJjyj U£UJ.ol/I J.JJL Vdxid.111 L/C Id, 

mRNA 


NM 032421 


Homo saniens cvtonla<5mir linlrpr ? fPYT 1M9 ■ tran sprint variant 9 mP"NJA 


NM 031416 


Homo saniens ehrnrnn^omp 1 R nnpn rparlincr frnmp 9 Rnrf9 1 m"R"WA 


NM 014412 


Homo sapiens Siah-interacting protein (SIP), mRNA 


NM 016212 

1 1 1YJL \S X vi< 1 Z> 


TTnmn QanipnQ TPS^Tn^ nrntpin rTTK^TfT^ mP"NT A 


NM 016552 


hTrimr* canipnc f^ctic cnppifip ariXrirrirtJlWre* r\mt&ir\ 1 /T /^/^^lOCI^ m P\TA 

xxuiiiu oapidia i Co 11 o opciyiiiu aiiKyriii^ijxvc proicin. i ^JLyWv-/ j Lz.o L j y mJtviN/v 


NM 015369 

X ™ ATX y 1 J J \J ^/ 


Homo <;anipn<? TP5^TG^ nrntpin fTP^^TH^ i mPMA 

xx\Jiii\J oCL^Jl^/ixo 11 JJ 1 VJ J piUlClH ^IIJJ X vJ Jy, lllXVLN/x 


NM 033284 


Homo sapiens transducin beta-like 1 protein (TBL1 Y), mRNA 


NM 0^1951 


Unmn ccmi*»nc XTVTi QP1 1 rtrrt+^iri /"XTVTi QP1 1 \ mPMA 

xiuiiiu bttpiciib in i xj-or 1 1 proiem ^in i L/-on i ) y mxsJNA 


NHVf 070414 


xiuinu bdpicnb xjcr\ij/xi ^/\sp-oiu~/\ia-^sp/ xiis ) dox poiypepaae Zh {jJ±JJ\.ZH) i 
mRNA 


NM 007268 

lilrx, \J\t 1 Z.UO 


nuiiiu oapiciib oupcriaiiiiiy protciii ^Zjjyivjj, miviN/v i 


NM 006707 


Homo sapiens butyrophilin-like 3 (BTNL3), mRNA 


NM_002491 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 3 (12kD, 

"R1 9^ ^^JTlTTT7R^^ mPXTA 
DlZ) (lNJUUrDj ) 9 niKiN/x 


NM 001386 


Homo sapiens dihydropyrimidinase-like 2 (DPYSL2), mRNA 


NM_000090 


Homo sapiens collagen, type HI, alpha 1 (Ehlers-Danlos syndrome type IV, 
autosomal dominant) niKNA 


xNivi_Ujj l jU 


Homo sapiens collagen, type H, alpha 1 (primary osteoarthritis, 
spondyloepiphyseal dysplasia, congenital) (COL2A1), transcript variant 2, 
mRNA 


NM 001844 


rionio bdpiens coiiagen, lype u, aipna i ^primary osieoaiinnus, 

^nnnHvlnpninnvQpal HvonlaQin rnno-pnifa^ (C*CW 9 A 1 i trnncprint variant 1 
o^/vxjLiujf iu&pApiijf ocai ujropiaoia, V/Ull^Cliilxll^ Wl_vZf/v 1 j t Liallouiipi. VailclilL 1, 

mRNA 


NM 025245 


Homo *ianipnQ nrp-T^-ppll IpnVpmia trancfrintinn fnr i tnr A CPiW^A^i mPTVT A 


NM 004342 


TTnmr* canif*no r» cj 1 r? cm nti 1 / A T 1 i tranc/trtnt xroriont ^ mPXTA 
XxUlIIU txJpiCllb L/dlUCMllUIl I \\^J\Lj±J 1 ) 9 UTanSCnpi VaridllL J, IlJUCvlNi^V 


NM_033157 


Homo sapiens caldesmon 1 (CALD1), transcript variant 2, mRNA 


NM 033140 


Homo saniens caldesmon 1 fCALDl i transcrint variant 5 mRNA 


NM 033139 


Homo sapiens caldesmon 1 (CALD1), transcript variant 4, mRNA 


NM 033138 


Homo sapiens caldesmon 1 (CALD1), transcript variant 1, mRNA 


NM 032635 


Homo sapiens seven transmembrane domain protein (NIFIE14), mRNA 


NM 030912 


Homo sapiens ring finger protein 27 (RNF27), mRNA 


NM_019849 


Homo sapiens solute carrier family 7, (cationic amino acid transporter, y+ 
system) member 1 0 (SLC7A 1 0), mRNA 
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NM 017844 


Homo sapiens testis specific ankyrin-like protein 1 (LOC51281), mRNA 


NM 014242 


Homo sapiens zinc finger protein 237 (ZNF237), mRNA 


NM 001715 


Homo sapiens B lymphoid tyrosine kinase (BLK), mRNA 


NMJ)33158 


Homo sapiens hyaluronoglucosaminidase 2 (HYAL2), transcript variant 2, 
mRNA 


NMJ)33159 


Homo sapiens hyaluronoglucosaminidase 1 (HYAJL1), transcript variant 2, 
mRNA 


NM_007312 


Homo sapiens hyaluronoglucosaminidase 1 (HYAL1), transcript variant 1, 
mRNA 


NMJ)06119 


Homo sapiens fibroblast growth factor 8 (androgen-induced) (FGF8), transcript 
variant B, mRNA 


NM_033165 


Homo sapiens fibroblast growth factor 8 (androgen-induced) (FGF8), transcript 
variant A, mRNA 


NMJ)33164 


Homo s aniens fibroblast ffrowth factor 8 fandroffen-indueecft fi^GFJft tran^rrint 
variant E, mRNA 


NMJ)33163 


Homo sapiens fibroblast growth factor 8 (androgen-induced) (FGF8), transcript 
variant F, mRNA 


NM_002009 


Homo sapiens fibroblast growth factor 7 (keratinocyte growth factor) (FGF7), 
mRNA 


NM 021907 


Homo sapiens dystrobrevin, beta (DTNB), transcript variant 1, mRNA 


NM 033148 


Homo sapiens dystrobrevin, beta (DTNB), transcript variant 3, mRNA 


NM 033147 


Homo sapiens dystrobrevin, beta (DTNB), transcript variant 2, mRNA 


NM 015902 


Homo sapiens progestin induced protein (DD5), mRNA 


NMJW0777 


Homo sapiens cytochrome P450, subfamily IHA (niphedipine oxidase), 
polypeptide 5 (CYP3A5), mRNA 


NMJ)00764 


Homo saoiens cvtochrome P450 subfamilv TTA (nhennbarhital-inrhiHbM 
oolvDeotide 7 CCYP2A7) transcrint variant 1 mRNA 


NMJB0589 


Homo sapiens cytochrome P450, subfamily TTA (phenobarbital-inducible), 
polypeptide 7 (CYP2A7), transcript variant 2, mRNA 


NM 000762 


Homo sapiens cytochrome P450, subfamily IIA (phenobarbital-inducible), 
polypeptide 6 (CYP2A6), mRNA 


NM. 018957 


Homo sapiens SH3-domain binding protein 1 (SH3BP1), mRNA 


NM 033258 


Homo sapiens G-protein gamma 8 subunit (GNG8), mRNA 


NM 033260 


Homo sapiens winged helix/forkhead transcription factor (HFH1), mRNA 


NM 018476 


Homo saDiens brain exnressed X-linked 1 fBFXl^ mRNA 


NM_022154 | 


Homo saniens uo-reeulated bv BCG-CWS (LOC641 16^ mRNA 


NM_003773 


Homo saniens hvaluronoelucosaminidase 2 fHYAL2^ transcrint variant 1 
mRNA 


NM 032794 


Homo sapiens NG22 protein (NG22), mRNA 


NM 030768 


Homo sapiens integrin-linked kinase-associated serine/threonine phosphatase 2C 
(ILKAP), mRNA 


NM 025257 


Homo sapiens NG22 protein (NG22), mRNA 


NM 020996 


Homo sapiens fibroblast growth factor 6 (FGF6), mRNA 


NM 016543 


Homo sapiens sialic acid binding Ig-like lectin 7 (SIGLEC7), mRNA 


NM 016134 


Homo sapiens plasma glutamate carboxypeptidase (PGCP), mRNA 


NM 014385 


Homo sapiens sialic acid binding Ig-like lectin 7 (SIGLEC7), mRNA 


NM 013287 


Homo sapiens phosphoprotein enriched in astrocytes 15 (PEA 15), mRNA 


NM 006102 


Homo sapiens plasma glutamate carboxypeptidase (PGCP), mRNA 


NM 004112 


Homo sapiens fibroblast growth factor 1 1XFGF1 1), mRNA 


NM 004465 


Homo sapiens fibroblast growth factor 10 (FGF10), mRNA 


NM 003811 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 9 (TNFSF9), 
mRNA 
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NM 003063 


Homo sapiens sarcolipin (SLN), mRNA 


NM 003768 


Homo sapiens phosphoprotein enriched in astrocytes 15 (PEA 15), mRNA 


NM 002010 


Homo sapiens fibroblast growth factor 9 (glia-activating factor) (FGF9), mRNA 


NMJ)33215 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 3F 
(PPPlR3F),mRNA 


NMJ)32741 


Homo sapiens I -acylglycerol-3 -phosphate O-acyltransferase 1 (lysophosphatidic 
acid acyltransferase, alpha) (AGPAT1), mRNA 


NM 022152 


Homo sapiens PP1201 protein (PP1201), mRNA 


NM 033225 


Homo sapiens CUB and Sushi multiple domains 1 (CSMD1), mRNA 


NMJH4505 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, beta member 4 (KCNMB4), mRNA 


NM 032559 


Homo sapiens kinesin protein (LOC84643), mRNA 


NM 015394 


Homo sapiens zinc finger protein 10 (KOX 1) (ZNF10), mRNA 


NM 003388 


Homo sapiens cytoplasmic linker 2 (CYLN2), transcript variant 1, mRNA 


NM 032736 


Homo sapiens torsin family 1, member B (torsin B) (TOR1B), mRNA 


NM 032689 


Homo sapiens hypothetical protein MGC13071 (MGC13071), mRNA 


NM 032227 


Homo sapiens hypothetical protein FLJ22679 (FLJ22679), mRNA 


NM 014506 


Homo sapiens torsin family 1, member B (torsin B) (TOR1B), mRNA 


NM 030900 


Homo sapiens cell cycle progression 2 protein (CPR2), mRNA 


NM 030758 


Homo sapiens oxysterol binding protein 2 (OSBP2), mRNA 


NM 017698 


Homo sapiens hypothetical protein FLJ22679 (FU22679), mRNA 


NM 018225 


Homo sapiens homolog of C. elegans smu-1 (SMU-1), mRNA 


NM 016285 


Homo sapiens Kruppel-like factor 12 (KLF12), mRNA 


NM 007249 


Homo sapiens Kruppel-like factor 12 (KLF12), mRNA 


NM 006464 


Homo sapiens trans-golgi network protein 2 (TGOLN2), mRNA 


NMJ)06411 


Homo sapiens l-acylglycerol-3 -phosphate O-acyltransferase 1 (lysophosphatidic 
acid acyltransferase, alpha) (AGP ATI), mRNA 


NM 004749 


Homo sapiens cell cycle progression 2 protein (CPR2), mRNA 


NM 000285 


Homo sapiens peptidase D (PEPD), mRNA 


NMJ)01467 


Homo sapiens glucose-6-phosphatase, transport (glucose-6-phosphate) protein 1 
(G6PT1), mRNA 


NM 033198 


Homo sapiens phosphatidylinositol glycan, class S (PIGS), mRNA 


NM 002920 


Homo sapiens regulatory factor X, 4 (influences HLA class II expression) 
(RFX4), mRNA 


NM 018944 


Homo sapiens chromosome 21 open reading frame 45 (C21orf45), mRNA 


NM 033214 


Homo sapiens glycerol kinase pseudogene 2 (GKP2), mRNA 


NM 033089 


Homo sapiens hypothetical protein FLJ221 15 (FLJ221 15), mRNA 


NM 016015 


Homo sapiens leucine carboxyl methyltransferase (LCMT), mRNA 


NM 033209 


Homo sapiens Thy-1 co-transcribed (LOC94105), mRNA 


NMJ)33093 


Homo sapiens tripartite motif-containing 5 (TRIM5), transcript variant delta, 
mRNA 


NM_033092 


Homo sapiens tripartite motif-containing 5 (TRIM5), transcript variant gamma, 
mRNA 


NM_033091 


Homo sapiens tripartite motif-containing 4 (TRIM4), transcript variant beta, 
mRNA 


NM_033017 


Homo sapiens tripartite motif-containing 4 (TRIM4), transcript variant alpha, 
mRNA 


NMJ)33034 


Homo sapiens tripartite motif-containing 5 (TRIM5), transcript variant alpha, 
mRNA 


NM_015318 


Homo sapiens Rho-specific guanine nucleotide exchange factor pi 14 (PI 14- 
RHO-GEF), mRNA 


NM 007204 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 20, 103kD 
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(DDX20), mRNA 


NM 032864 


Homo sapiens hypothetical protein FLJ14936 (FLJ14936), mRNA 


NM 032639 


Homo sapiens phosphoinositol 4-phosphate adaptor protein-2 (FAPP2), mRNA 


NMJ)32583 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 1 
(ABCCll),mRNA 


NM 032284 


Homo sapiens hypothetical protein FLJ14936 (FLJ14936), mRNA 


NM 032182 


Homo sapiens hypothetical protein FLJ13614 (FLJ13614), mRNA 

C iX C , , 1 11 


NM 021727 


Homo sapiens fatty acid desaturase 3 (FADS3), mRNA 


NM_022726 


Homo sapiens elongation of very long chain fatty acids (FENl/Elo2, SUR4/Elo3, 
yeast)-like 4 (ELOVL4), mRNA 


NM 015162 


Homo sapiens lipidosin (BG1), mRNA 


NMJ)21176 


Homo sapiens islet-specific glucose-6-phosphatase catalytic subunit-related 
protein (IGRP), mRNA 


NM_0 19094 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 4 
(NUDT4), mRNA 


NM_0 19091 


Homo sapiens pleckstrin homology domain-containing, family A 
(phosphoinositide binding specific) member 3 (PLEKHA3), mRNA 


NM 018293 


Homo sapiens hypothetical protein FLJ10997 (FLF10997), mRNA 


NM_015994 


Homo sapiens ATPase, H+ transporting lysosomal (vacuolar proton pump), 
member M (ATP6M), mRNA 


NM 015952 


Homo sapiens PTD013 protein (PTD013), mRNA 


NM 015899 


Homo sapiens putative glycolipid transfer protein (LOC5 1054), mRNA 


NM 016309 


Homo sapiens leucine carboxyl methyltransferase (LCMT), mRNA 


NM 013345 


Homo sapiens G protein-coupled receptor (G2A), mRNA 


NM 012228 


Homo sapiens pilin-like transcription factor (PUJB), mRNA 


NM_006886 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, 
epsilon subunit (ATP5E), mRNA 


NM 002200 


Homo sapiens interferon regulatory factor 5 (1RF5), transcript variant 1, mRNA 


NM 032643 


Homo sapiens interferon regulatory factor 5 (IRF5), transcript variant 2, mRNA 


NM_004464 


Homo sapiens fibroblast growth factor 5 (FGF5), transcript variant 1, mRNA 


NM 033143 


Homo sapiens fibroblast growth factor 5 (FGF5), transcript variant 2, mRNA 


NM 020638 


Homo sapiens fibroblast growth factor 23 (FGF23), mRNA 


NMJ)00800 


Homo saniens fibroblast growth factor 1 (acidic) fFGFn transcrint variant 1 
mRNA 


NM__033137 


Homo sapiens fibroblast growth factor 1 (acidic) (FGF1), transcript variant 3, 
mRNA 


NM_032102 


Homo sapiens Splicing factor, arginine/serine-rich, 46kD (SRP46), mRNA 


NM_033136 


Homo sapiens fibroblast growth factor 1 (acidic) (FGF1), transcript variant 2, 
mRNA 


NM 002952 


Homo sapiens ribosomal protein S2 (RPS2), mRNA 


NM 033130 


Homo sapiens sialic acid binding Ig-like lectin 10 (SIGLEC10), mRNA 


NM 020665 


Homo sapiens kidney-specific membrane protein (NX- 17), mRNA 


NMJ)33180 


Homo sapiens olfactory receptor, family 51, subfamily B, member 2 (OR51B2), 
mRNA 


NMJ)33179 


Homo sapiens olfactory receptor, family 51, subfamily B, member 4 (OR51B4), 
mRNA 


NM_033178 


Homo sapiens double homeobox, 4 (DUX4), mRNA 


NM 033049 


Homo sapiens mucin 13, epithelial transmembrane (MUC13), mRNA 


NM 021619 


Homo sapiens PR domain containing 12 (PRDM12), mRNA 


NM_020382 


Homo sapiens PR/SET domain containing protein 07 (SET07), mRNA 


NM 007365 


Homo sapiens peptidyl arginine deiminase, type II (PDI2), mRNA 


NM 015894 


Homo sapiens stathrriin-like 3 (STMN3), mRNA 
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NM 032491 


Homo sapiens regulatory factor X, 4 (influences HLA class II expression) 
(RFX4), mRNA 


NM 024551 


Homo sapiens hypothetical protein FLJ21432 (FLJ21432), mRNA 


NM 021830 


Homo sapiens chromosome 10 open reading frame 2 (C10orf2), mRNA 


NM 017972 


Homo sapiens hypothetical protein FLJ20689 (FLJ20689), mRNA 


NMJJ20398 


Homo sapiens serine protease inhibitor-like, with Kunitz and WAP domains 1 
(eppin) (SPINLW1), mRNA 


NM 020637 


Homo sapiens fibroblast growth factor 22 (FGF22), mRNA 


NM 019113 


Homo sapiens fibroblast growth factor 21 (FGF21), mRNA 


NM 017926 


Homo sapiens hypothetical protein FLJ20689 (FLJ20689), mRNA 


NM 016444 


Homo sapiens zinc finger protein 226 (ZNF226), mRNA 


NM_015966 


Homo sapiens serologically defined breast cancer antigen 84 (SDBCAG84), 
mRNA 


NM 015919 


Homo sapiens zinc finger protein 226 (ZNF226), mRNA 


NM 015474 


Homo sapiens SAM domain and HD domain, 1 (SAMHD1), mRNA 


NM 007096 


Homo sapiens clathrin, light polypeptide (Lea) (CLTA), transcript variant brain- 
specific, mRNA 


NMJ)02007 


Homo sapiens fibroblast growth factor 4 (heparin secretory transforming protein 
1, Kaposi sarcoma oncogene) (FGF4), mRNA 


NM 001833 


Homo sapiens clathrin, light polypeptide (Lea) (CLTA), transcript variant 
nonbrain, mRNA 


NM 022143 


Homo sapiens NAG14 protein (NAG 14), mRNA 


NM 005292 


Homo sapiens G protein-coupled receptor 18 (GPR18), mRNA 


NM 001371 


Homo sapiens dynein, axonemal, heavy polypeptide 8 (DNAH8), mRNA 


NM_0 12276 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily A (without 
TM domain), member 4 (ELT7), mRNA 


NM_0 12092 


Homo sapiens inducible T-cell co-stimulator (ICOS), mRNA 


NM 032447 


Homo sapiens fibrillin3 (KIAA1776), mRNA 


NM 024017 


Homo sapiens homeo box B9 (HOXB9), mRNA 


NM 019558 


Homo sapiens homeo box D8 (HOXD8), mRNA 


NM 032379 


Homo sapiens synaptotagmin-like 2 (SYTL2), transcript variant b, mRNA 


NM 024690 


Homo sapiens mucin 16 (MUC16), mRNA 


NM_018558 


Homo sapiens gamma-aminobutyric acid (GAB A) receptor, theta (GABRQ), 
mRNA 


NMJ) 14452 


Homo sapiens tumor necrosis factor receptor superfamily, member 21 
(TNFRSF21), mRNA 


NM 006242 


Homo sapiens protein phosphatase 1, regulatory subunit 3D (PPP1R3D), mRNA 


NM 006545 


Homo sapiens homologous to yeast nitrogen permease (candidate tumor 
suppressor) (NPR2L), mRNA 


NM_005398 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 3C 
(PPP1R3C), rrJRNA 


NM_006645 


Homo sapiens serologically defined colon cancer antigen 28 (SDCCAG28), 
mRNA 


NM 032800 


Homo sapiens hypothetical protein FLJ14525 (FLJ14525), mRNA 


NM 004265 


Homo sapiens fatty acid desaturase 2 (FADS2), mRNA 


NM 013402 


Homo sapiens fatty acid desaturase 1 (FADS1), mRNA I 


NM 031428 


Homo sapiens hypothetical protein FLJ14525 (FLJ14525), mRNA 


NM 025243 


Homo sapiens solute carrier family 19, member 3 (SLC19A3), mRNA 


NM 024411 


Homo sapiens prodynorphin (PDYN), mRNA 


NMJ)07368 


Homo sapiens RAS p2 1 protein activator (GTPase activating protein) 3 
dns(l,3,4,5)P4-binding protein) (GAP1IP4BP), mRNA 


NM 003912 


Homo sapiens myotubularin related protein 2 (MTMR2), mRNA 
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NM 015984 


Homo sapiens ubiquitin C-terminal hydrolase UCH37 (UCH37), mRNA 


JNM uioiuy 


Homo sapiens angiopoietin-like 4 (ANGPTL4), mRNA 


XTTVvf A1 £1 C/C 
JNJVL UlOlJO 


Homo sapiens myotubularin related protein 2 (MTMR2), mRNA 


NM_006667 


Homo sapiens progesterone receptor membrane component 1 (PGRMC1), 

mKJNA 


NM 006312 


Homo sapiens nuclear receptor co-repressor 2 (NCOR2), mRNA 


xttwt aa/cota 


Homo sapiens progesterone receptor membrane component 2 (PGRMC2), 

*v»TJ XT A 

mKJNA 


NM 000441 


Homo sapiens solute carrier family 26, member 4 (SLC26A4), mRNA 


XTTV/f nQonoc 

JNM_0i2yy5 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 4 (ARHGEF4), 
transcript variant 2, mRNA 


NM_0 15320 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 4 (ARHGEF4), 
transcript variant 1, mRNA 


XTTV K C\ 1 >4 A A O 

NM 014448 


Homo sapiens Rho guanine exchange factor (GEF) 16 (ARHGEF16), mRNA 


XTA/f AAC/l^C 

JNM_UUj43^ 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 5 (ARHGEF5), 

„T> XT A 

mKJNA 


1N1V1_UU4 1 Zj 


Homo sapiens rho/rac guanine nucleotide exchange factor (GEF) 2 (ARHGEF2), 

mTJXJ A 

mKJNA 


NM_004706 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 1 (ARHGEF1), 

mKJNA 


xttv/I AA1A31 


Homo sapiens nbosomai protem oze (Kro/o), mKNA 


XTN/T AA1AOA 
InM UUIU3U 


Homo sapiens ribosomal protein S27 (metallopanstimulin 1) (RPS27), mRNA 


NM 001029 


Homo sapiens ribosomal protein S26 (RPS26), mRNA 


NM 002913 


Homo sapiens replication factor C (activator 1) i (145kD) (RFC1), mRNA 


XTX X AAC^OC 

NM_005685 


Homo sapiens GTF2I repeat domain-containing 1 (GTF2IRD1), transcript 

«•>-•>« 4- O , TT 1 XT A 

variant z, mKJNA 


NM 005117 


Homo sapiens fibroblast growth factor 19 (FGF19), mRNA 


NM 001363 


Homo sapiens dyskeratosis congenita 1, dyskerin (DKC1), mRNA 


NM_005765 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
membrane sector associated protem Mo-9 (Ar loMo-9), mRNA 


XTA/f AA1 O/IO 

JNJVl U01o4o 


Homo sapiens collagen, type VI, alpha 1 (COL6A1), mRNA 


NM 004932 


Homo sapiens cadherin 6, type 2, K-cadherin (fetal kidney) (CDH6), mRNA 


NM_005673 


Homo sapiens solute earner family 25 (mitochondnal earner; Graves disease 
autoantigen), member 16 (SLC25A16), nuclear gene encoding mitochondrial 
protem, mRNA 


XTA A ATTA/I'T 

JNM U3294J 


Homo sapiens synaptotagmin-like 2 (SYTL2), transcript variant a, mRNA 


XTA/f AA/COT") 

JNM UUoyJz 


Homo sapiens smootneJm (oM 1 N), mRNA 


XTTAyf AAAyl 1 1 

JNJYL_UUU411 


Homo sapiens holocarboxylase synthetase (biotin-fproprionyl-Coenzyme A- 
car Doxy lase (Alr-nyarolysing)J ligasej (JbULUoj, niKJNA 


NMJH0777 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 10 


XTNyT AOOOOT 

INM vZZoyf 


TT-.-.- — _ _ ^ 0 "D A\T Ui'viJtMf* Mnlnw 1 T /T5 AXTTDTOITX *hT)\T A 

Homo sapiens KAJN oinamg protem 1 / (KANbr if), xnKN A 


NM 015339 


Homo sapiens activity-dependent neuroprotector (ADNP), mRNA 


XTTV K f\ 1 rnu 

NM 015024 


Homo sapiens RAN binding protem 16 (RANBP16), mRNA 


XTTV K t\^^f\A^ 

NM 022046 


Homo sapiens kalhkrem 14 (KLK14), mRNA 




xiomo sapiens soiuie carrier iamny z ^iacuiiatea glucose transporter^, memoer y 
(SLC2A9), mRNA 


NM 019851 


Homo sapiens fibroblast growth factor 20 (FGF20), mRNA 


NM_0 19555 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 3 (ARHGEF3), 
mRNA 


NM 016277 


Homo sapiens RAB23, member RAS oncogene family (RAB23), mRNA 


NM 014629 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 10 (ARHGEF10), 
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mRNA 


NM 006989 


Homo sapiens Ca2+-promoted Ras inactivator (CAPRI), mRNA 


NM 006568 


Homo sapiens cell growth regulatory with ring finger domain (CGR19), mRNA 


NM 004841 


Homo sapiens RAS protein activator like 2 (RASAL2), mRNA j 


NM 004115 


Homo sapiens fibroblast growth factor 14 (FGF14), mRNA 


NM 003244 


Homo sapiens TGFB-induced factor (TALE family homeobox) (TGIF), mRNA 


NM_007285 


Homo sapiens GABA(A) receptor-associated protein-like 2 (GABARAPL2), 
mRNA 


NM 006047 


Homo sapiens RNA binding motif protein 12 (RBM12), mRNA 


NM 032588 


Homo sapiens ring finger protein 28 (RNF28), mRNA 


NM 030766 


Homo sapiens apoptosis regulator BCL-G (BCLG), mRNA 


NMJ)22788 


Homo sapiens Purinergic receptor P2Y, G protein-coupled, 12 (P2RY12), 
mRNA 


NM 015641 


Homo sapiens testis derived transcript (3 LIM domains) (TES), mRNA 


NM 018144 


Homo sapiens Sec61 alpha form 2 (FU10578), mRNA 


NM 032015 


Homo sapiens ring finger protein 26 (RNF26), mRNA 


NM014713 


Homo sapiens lysosomal-associated protein transmembrane 4 alpha 
(LAPTM4A), mRNA 


NM 020415 


Homo sapiens found in inflammatory zone 3 (FIZZ3), mRNA 


NM 020358 


Homo sapiens ring finger protein 18 (RNF18), mRNA 


NM 005882 


Homo sapiens macrophage erythroblast attacher (MAEA), mRNA 


NMJ) 16523 


Homo sapiens killer cell lectin-like receptor subfamily F, member 1 (KLRF1), 
mRNA 


NM 014141 


Homo sapiens contactin associated protein-like 2 (CNTNAP2), mRNA 


NM 006862 


Homo sapiens tudor and KH domain-containing protein (TDRKH), mRNA 


NMJ)06779 


Homo sapiens Cdc42 effector protein 2 (CEP2), mRNA 


NM 006292 


Homo sapiens tumor susceptibility gene 101 (TSG101), mRNA 


NM_006449 


Homo sapiens Cdc42 effector protein 3 (CEP3), mRNA 


NM_002558 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 1 (P2RX1), 
mRNA 


NM 006712 


Homo sapiens FAST kinase (FASTK), transcript variant 1, mRNA 


NM 033015 


Homo sapiens FAST kinase (FASTK), transcript variant 2, mRNA 


NM 025096 


Homo sapiens FAST kinase (FASTK), transcript variant 3, mRNA 


NM 003852 


Homo sapiens transcriptional intermediary factor 1 (TIF1), mRNA 


NM 003770 


Homo sapiens keratin, hair, acidic, 7 (KRTHA7), mRNA 


NM 021013 


Homo sapiens keratin, hair, acidic, 4 (KRTHA4), mRNA 


NM_004068 


Homo sapiens adaptor-related protein complex 2, mu 1 subunit (AP2M1), 
mRNA 


NM_006803 


Homo sapiens adaptor-related protein complex 3, mu 2 subunit (AP3M2), 
mRNA 


NM 005498 


Homo sapiens adaptor-related protein complex 1, mu 2 subunit (AP1M2), 
mRNA 


NM 032981 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant zeta, mRNA 


NM 032980 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant epsilon, mRNA 


NM 032979 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant gamma, mRNA 


NM 032978 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant beta, mRNA 


NM 032975 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant alpha, mRNA 


NM 001392 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant DTN3, mRNA 


NM 001391 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant DTN2, mRNA 


NM 001390 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant DTN1, mRNA 


NM 001026 


Homo sapiens ribosomal protein S24 (RPS24), transcript variant 2, mRNA 


NM 033022 


Homo sapiens ribosomal protein S24 (RPS24), transcript variant 1, mRNA 
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NM 024416 


Homo sapiens osteoglycin (osteoinductive factor, mimecan) (OGN), transcript 
variant 2, mRNA 


NM 033014 


Homo sapiens osteoglycin (osteoinductive factor, mimecan) (OGN), transcript 
variant 1, mRNA 


NM_014057 


Homo sapiens osteoglycin (osteoinductive factor, mimecan) (OGN), transcript 
variant 3, mRNA 


NM 016152 


Homo sapiens retinoic acid receptor, beta (RARB), transcript variant 2, mRNA 


NM 000965 


Homo sapiens retinoic acid receptor, beta (RARB), transcript variant 1, mRNA 


NMJ)32977 


Homo sapiens caspase 10, apoptosis-related cysteine protease (CASP10), 
transcript variant D, mRNA 


NMJB2976 


Homo sapiens caspase 10, apoptosis-related cysteine protease (CASP10), 
transcript variant C, mRNA 


NM 032974 


Homo sapiens caspase 10, apoptosis-related cysteine protease (CASP10), 
transcript variant B, mRNA 


NM 001230 


Homo sapiens caspase 10, apoptosis-related cysteine protease (CASP10), 
transcript variant A, mRNA 


NM 032992 


Homo sapiens caspase 6, apoptosis-related cysteine protease (CASP6), transcript 
variant beta, mRNA 


NMJ)01226 


Homo sapiens caspase 6, apoptosis-related cysteine protease (CASP6), transcript 
variant alpha, mRNA 


NM 033133 


Homo sapiens 2',3-cyclic nucleotide 3' phosphodiesterase (CNP), mRNA 


NM 033125 


Homo sapiens organic cation transporter OKB 1 (OKB 1), mRNA 


NM_020349 


Homo sapiens ankyrin repeat domain 2 (stretch responsive muscle) (ANKRD2), 
mRNA 


NM 000540 


Homo sapiens ryanodine receptor 1 (skeletal) (RYR1), mRNA 


NM 016930 


Homo sapiens syntaxin 18 (STX18), mRNA 


NM 014808 


Homo sapiens KIAA0793 gene product (K2AA0793), mRNA 


NM 005428 


Homo sapiens vav 1 oncogene (VAV1), mRNA 


NM 005747 


Homo sapiens elastase 3 A, pancreatic (protease E) (ELA3A), mRNA 


NM 000922 


Homo sapiens phosphodiesterase 3B, cGMP-inhibited (PDE3B), mRNA 


NM 033069 


Homo sapiens ADG-90 protein (ADG-90), mRNA 


NM 033085 


Homo sapiens fetal and adult testis expressed transcript protein (FATE), mRNA 


NM 015001 


Homo sapiens SMART/HDAC1 associated renressnr nrotein f SHARPS rnRNA 


NM_032984 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 4, 
mRNA 


NM 032983 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 3, 
mRNA 


NM_032982 


Homo sapiens caspase 2 anootosis-related cvsteine nrotease frjpnral nrpnir«:nr 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 1, 
mRNA 


NM_032957 


Homo sapiens tumor necro^i*; fflntfu* recpntor <?iinprfhmi1v m^rnhpr £f» Hprnv 
(TNFRSF6B), transcript variant 1, mRNA 


NMJ)32945 


Homo Saoiens tumor ripprncic fnr»tnr rpppntrvr QiiT»f*r , fVimi1\7 mpmKpr /CK /^ooAir 
«**|-'*v*Ao 1u.11.1u1 nttlUolo iaOlUl l^/vS/|JHJl oupci Xalilliy, lliCIllL/Cl UU, ClCCOy 

(TNFRSF6B), transcript variant M68C, mRNA 


NM_001224 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 2, 
mRNA 


NMJ)15647 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcript variant 3, mRNA 


NM 033012 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 1 1 
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(TNFSF11), transcript variant 2, mRNA 


NM_003701 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 1 1 
(TNFSF1 1), transcript variant 1 , mRNA 


NM_005409 


Homo sapiens small inducible cytokine subfamilv R fCVsOC-Pv^ mpmfipr 1 1 
(SCYB11), mRNA 


NM_005035 


Homo sapiens polymerase (RNA) mitochondrial (DNA directed^ fPOT RMTk 
nuclear gene encoding mitochondrial protein, mRNA 


NM_006980 


Homo sapiens transcrintion termination factor mitochondrial fMTPPTA rmr>l*»ar 

a^viuv ou^/iwhj uuugwii^/uuii t^/i Hill lull VJll JLuvLUi, li 11 lAJWlVi ILL! la.1 ^1VI 1 Ci\r /, IlLltJlCdX 

gene encoding mitochondrial protein, mRNA 


NM 001305 


Homo sapiens claudin 4 (CLDN4), mRNA 


NMJ)32996 


Homo sapiens caspase 9, apoptosis-related cysteine protease (CASP9), transcript 
variant beta, mRNA 


NMJ)01229 


Homo sapiens caspase 9, apoptosis-related cysteine protease (CASP9), transcript 
variant alpha, mRNA 


NM 004346 


Homo sapiens caspase 3, apootosis-related cvsteine protease fPASP^ tranQrrint 
variant alpha, mRNA 


NM 032991 


Homo sapiens caspase 3, apoptosis-related cysteine protease (CASP3), transcript 
variant beta, mRNA 


NM 033057 


Homo sapiens olfactory receptor, family 2, subfamily B, member 2 (OR2B2), 
mRNA 


NM 033051 


Homo sapiens thymic stromal co-transporter (TSCOT), mRNA 


NM 033048 


Homo sapiens CPX chromosome retHon ranHiHate t fPPYn^n mP"WA 


NM 033007 


Homo sapiens death effector filament-forming Ced-4-like apoptosis protein \ 
(DEFCAP^ transcript variant F mRNA 


NM_033006 


Homo sapiens death effector filament-forming Ced-4-like apoptosis protein 
(DEFCAP) transcript variant D mRNA 


NM_033005 


Homo sapiens death effector filameiit-fnrrn'i'no' f\»H-4-1i1rp ai-»/Yn+r»cie -rw/Yfoi-n 

(DEFCAP), transcript variant C, mRNA 


NM_033004 


Homo Sapiens death effector filament-formitiff CVd-4-lilrp anrmtriQic nt-nte-in 

(DEFCAP), transcript variant A, mRNA 


NM 014922 


Homo Sapiens death effector filament-forminc* ann-ntncic r\T*r*tf»in 

(DEFCAP), transcript variant B, mRNA 


NM 000088 


Homo sapiens collagen, type L alpha 1 (COLIA^ mRNA 


NM 019105 


Homo sapiens tenascin XB (TNXB) transcript variant XB mRNA 


NM 033036 


Homo sapiens beta-galactose-3-O-sulfotransferase 3 (GAL3ST2), mRNA 


NM 033029 


Homo sapiens leishmanolvsin-like (metallonentidase M8 familvl fT MT "Nft 
mRNA 


NM 033028 


Homo sapiens Bardet-Biedl syndrome 4 (BBS4), mRNA 


NM 021807 


Homo sapiens secretory protein SEC8 (SEC8), mRNA 


NM 020137 


Homo sapiens GRJP-associated protein 1 (GRASP 1), mRNA 


NMJH5133 


Homo sapiens mitogen-activated protein kinase 8 interacting protein 3 
(MAPK8IP3), mRNA 


NM_ 014006 


Homo sapiens PI-3-kinase-related kinase SMG-1 (SMG1), mRNA 


NM 021914 


Homo sapiens cofilin 2 (muscle) (CFL2), mRNA 


NM 032520 


Homo sapiens hypothetical protein CAB56 1 84 (CAB56 1 84), mRNA 


NM 032923 


Homo sapiens hypothetical protein MGC16025 (MGC16025), mRNA 


NM 032917 


Homo sapiens hypothetical protein MGC2848 (MGC2848), mRNA 


NM 032868 


Homo sapiens hypothetical protein FLJ14981 (FLJ14981), mRNA 


NM 032862 


Homo sapiens hypothetical protein FLJ14926 (FLJ14926), mRNA 


NM 032801 


Homo sapiens hypothetical protein FLJ14529 (FLJ14529), mRNA 


NM 032753 


Homo sapiens hypothetical protein MGC15631 (MGC15631), mRNA 


NM 032737 


Homo sapiens hypothetical protein MGC2721 (MGC2721), mRNA 
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NM 032668 


Homo sapiens hypothetical protein MGC4771 (MGC4771), mRNA 


NM 032503 


Homo sapiens G protein-coupled receptor sit (SLT), mRNA 


NM 032377 


Homo sapiens hypothetical protein MGC4549 (MGC4549), mRNA 


NM 032326 


Homo sapiens hypothetical protein MGC46 1 8 (MGC461 8), mRNA 


NM 032306 


Homo sapiens hypothetical protein MGC10974 (MGC10974), mRNA 


NM 032281 


Homo sapiens hypothetical protein DKFZp547J036 (DKFZp547J036), mRNA 


NMJH5650 


Homo sapiens microtubule-interacting protein that associates with TRAF3 (MIP- 
T3), mRNA 


NM 031487 


Homo sapiens hypothetical protein MGC4604 (MGC4604), mRNA 


NM 031470 


Homo sapiens junctional adhesion molecule 3 (JAM3), mRNA 


NM 031304 


Homo sapiens hypothetical protein MGC4293 (MGC4293), mRNA 1 


NM 031213 


Homo sapiens hypothetical protein MGC:5244, (MGC:5244), mRNA 


NM 031208 


Homo sapiens hypothetical protein DKFZp566J2046 (DKFZP566J2046), mRNA 


NM 030924 


Homo sapiens hypothetical protein PRTD-NY3 (PRTD-NY3), mRNA 


NM 030824 


Homo sapiens hypothetical protein FLJ14356 (FLJ14356), mRNA 


NM_030631 


Homo sapiens solute carrier family 25 (mitochondrial oxodicarboxylate carrier), 
member 21 (SLC25A21), mRNA 


NM 024571 


Homo sapiens hypothetical protein FU22940 (FLJ22940), mRNA 


NM 025015 


Homo sapiens KIAA0417 gene product (KIAA0417), mRNA 


NM 024103 


Homo sapiens hypothetical protein MGC26 1 5 (MGC26 1 5), mRNA 


NM 030578 


Homo sapiens hypothetical protein MGC4093 (MGC4093), mRNA 


NM 014015 


Homo sapiens MYLE protein (MYLE), mRNA 


NM 025094 


Homo sapiens hypothetical protein FLJ22184 (FLJ22184), mRNA 


NM 025078 


Homo sapiens hypothetical protein FU22378 (FLJ22378), mRNA 


NM 025061 


Homo sapiens hypothetical protein FLJ23420 (FLJ23420), mRNA 


NM 024967 


Homo sapiens hypothetical protein FIJI 1637 (FLJ1 1637), mRNA 


NM 024898 


Homo sapiens hypothetical protein FLJ22757 (FU22757), mRNA 


NM_024877 


Homo sapiens hypothetical protein FLJ1 3265 (FLJ1 3265), mRNA 


NM 024726 


Homo sapiens hypothetical protein FU22527 (FLJ22527), mRNA 


NM_024719 


Homo sapiens hypothetical protein FLJ22474 (FLJ22474), mRNA 


NM 024600 


Homo sapiens hypothetical protein FU20898 (FLJ20898), mRNA 


NM_024508 


Homo sapiens hypothetical protein MGC10796 (MGC10796), mRNA 


NM 024341 


Homo sapiens hypothetical protein MGC4054 (MGC4054), mRNA 


NM 024064 


Homo sapiens hypothetical protein MGC5363 (MGC5363), mRNA 


NM_024029 


Homo sapiens hypothetical protein MGC3262 (MGC3262), mRNA 


NM 023078 


Homo sapiens hypothetical protein FU13852 (FLJ13852), mRNA 


NM 023076 


Homo sapiens hypothetical protein FU23360 (FLJ23360), mRNA 


NMJ)22842 


Homo sapiens hypothetical protein FU22969 (FLJ22969), mRNA 


NM 022737 


Homo sapiens hypothetical protein FLJ13055 (FLJ13055), mRNA 


NM_022459 


Homo sapiens hypothetical protein FU13046 similar to exportin 4; KIAA1721 
pr(FLJ13046),mRNA 


NM__022437 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 8 (sterolin 
2) (ABCG8), mRNA 


NM 022135 


Homo sapiens popeye protein 2 (POP2), mRNA 


NMJ)22066 


Homo sapiens likely ortholog of mouse ubiquitin-conjugating enzyme E2-230K 
(E2-230K), mRNA 


NM 015480 


Homo sapiens nectin 3 (DKFZP566B0846), mRNA 


NM_004240 


Homo sapiens thyroid hormone receptor interactor 10 (TRIP10), mRNA 


NM 003589 


Homo sapiens cullin 4A (CUL4A), mRNA 


NM 021731 


Homo sapiens hypothetical protein PP3501 (PP3501), mRNA 


NM_020129 


Homo sapiens placental protein 13-like protein (LOC56891), mRNA 


NM 020196 


Homo sapiens HCNP protein; XPA-binding protein 2 (HCNP), mRNA 
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NM 020224 
NM 019064 
NM 019012 
NM 018635 


Homo sapiens hypothetical protein DKFZp5470146 (DKFZp5470146) mRNA 
Homo sapiens hypothetical protein (FLJ10832), mRNA 
Homo sapiens phosphoinositol 3 -phosphate-binding protein-2 (PEPP2) mRNA 
±xvmv aa^iciia iiypuuiecicai proiem rKU/yuU (rKU2900), mRNA 


NM 018687 


Homo sapiens hepatocellular carcinoma-associated gene TD26 (LOC55908) 
mRNA ^ " 


NMJH8441 


Homo Kfltllf^n^ nprnyicrt trial fronc 0 A-msvwl Z*^ 1 ** A J. . „x„ _ ^ . i . > « i , 

iiuiuv &dpicnb peroxisomal irans z-enoyl CoA reductase; putative short chain 
alcohol dehydrogenase (HSA250303), mRNA 


NM 018645 
NM 017967 


Homo sapiens hypothetical protein HES6 (HES6), mRNA 


NM 017914 
NM 017905 
NM 017722 


Homo sapiens hypothetical protein FLJ20850 (FLJ20850), mRNA 
Homo sapiens hypothetical protein FLJ20640 (FLJ20640), mRNA 
Homo sapiens hypothetical protein FLJ20623 (FU20623), mRNA 


NM 017668 
NM 017616 


Homo sapiens hypothetical protein FLJ20244 (FLJ20244), mRNA 

Homo sapiens LIS 1 -interacting protein NUDE1, rat homolog (NUDE1), mRNA 

Homo sapiens hypothetical protein FLJ20004 (FU20004), mRNA 


NM 018185 


Homo sapiens hypothetical nrotein FIJI 0704 (VI Ti 070/n m pMA 


NM 018074 


Homo sapiens hypothetical protein FIJI 0374 (FLJ10374), mRNA 


NM 018057 


Homo sapiens homolog of rat orphan transporter v7-3 (NTT73) mRNA 


NM 018049 


Homo sapiens hypothetical protein FLJ10297 (FLJ10297); mRNA 


NM 018028 


Homo sapiens hypothetical protein FLJ1021 1 (FLJ1021 1), mRNA 


NM 018000 
NM 016510 


Homo sapiens hypothetical protein FU101 16 (FLJ101 16), mRNA 


NM016434 


Homo sapiens putative selenocysteine lyase (SCLY), mRNA 

Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 

(TNFRSF6B), transcript variant 2, mRNA 


NM 016289 


Homo sapiens M025 protein (LOC5 1719), mRNA 


NMJ) 16264 


nuinu sapiens kjikj i -z ror gonadotropin inducible transcription reoressor-2 
(GIOT-2),mRNA 


NMJH6149 


Homo sapiens protein inhibitor of activated STAT protein PIASy (PIASY) 
mRNA ' x 9 


NM_0 15897 
NM 016581 


Homo sapiens protein inhibitor of activated STAT protein PIASy (PIASY1 
mRNA h 

Homo sapiens ECSIT (LOC51295), mRNA 


NM 016479 


Homo sapiens hypothetical protein (LOC5 1246), mRNA 


NM 016474 
NM 016094 


Homo sapiens hypothetical protein (LOC5 1244), mRNA 


NM 015942 


Homo sapiens HSPC042 protein (LOC51 122), mRNA 
Homo sapiens CGI-12 protein (LOC51001), mRNA 


NM 016475 


Homo sapiens hypothetical protein (HSPC213), mRNA 


NM 016457 


Homo sapiens protem kinase D2 (PKD2), mRNA 


NM 016111 


Homo sapiens KIAA0683 gene product (KIAA0683), mRNA 


NM_014049 


Homo sapiens NPD002 protein (NPD002), mRNA 


NM 014963 


Homo sapiens KIAA0963 protein (KIAA0963), mRNA 


NM 015571 


Homo sapiens SUMO- 1 -specific protease fSUSPl), mRNA 


NM 014789 


Homo sapiens KIAA0628 eene product (KIAA0628), mRNA 


NM 014714 


Homo sapiens KIAA0590 eene product (KIAA0590), mRNA 


NM 014758 


Homo sapiens KIAA0254 pene product (KIAA0254), mRNA 


NM 014065 


Homo sapiens HT001 protein (HT001), mRNA 


NM 014170 


numu sapiens nsnjUS protein (HSPC135), mRNA 


NMJH5462 


Homo sapiens DKFZP586L0724 protein (DKF2P5 86X0724) mRNA 


NM 015642 


Homo sapiens zinc finger protein 288 (ZNF288). mRNA 


NM_015493 


Homo sapiens DKFZP434N161 protein (DKFZP434N161) mRNA 


NM 014446 


Homo sapiens muscle-specific beta 1 integrin binding protein (MIBP), mRNA 


NM 013314 


Homo sapiens B-cell linker (BLNK), mRNA 
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NM 007086 


Homo sapiens AND-1 protein (AND-1), mRNA 


NM 006701 


Homo sapiens similar to S. pombe diml+ (DIM1), mRNA 


NM 006300 


Homo sapiens zinc ringer protein 230 (ZNF230), mRNA 


NM 006477 


Homo sapiens RAS-related on chromosome 22 (RRP22), mRNA 


NM 006087 


Homo sapiens tubulin, beta, 5 (TUBB5), mRNA 


NM 006056 


Homo sapiens G protein-coupled receptor 66 (GPR66), mRNA 


NM 005815 


Homo sapiens Kruppel-type zinc finger (C2H2) (ZK1), mRNA 


NM_005817 


Homo sapiens cargo selection protein (mannose 6 phosphate receptor binding 
protein) (TTP47), mRNA 


NM 005801 


Homo sapiens putative translation initiation factor (SUI1), mRNA 


NM_005837 


Homo sapiens POP7 (processing of precursor, S. cerevisiae) homolog (RPP20), 
mRNA 


NM 005776 


Homo sapiens cormchon-like (CNIL), mRNA 


NM_004970 


Homo sapiens insulin-like growth factor binding protein, acid labile subunit 
(IGFALS), rnRNA 


NM 004945 


Homo sapiens dynamm 2 (DNM2), mRNA 


NM 004283 


Homo sapiens RAB3D, member RAS oncogene family (RAB3D), mRNA 


NM_004548 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex 10 
(22kD, PDSW) (NDUFB10), mRNA 


NM 004124 


Homo sapiens gha maturation factor, beta (GMFB), mRNA 


NM 004877 


Homo sapiens gha maturation factor, gamma (GMFG), mRNA 


NM 004907 


Homo sapiens immediate early protein (ETR101), mRNA 


NM_004044 


Homo sapiens 5-aminoimidazole-4-carboxamide ribonucleotide 
formyltransferase/IMP cyclohydrolase (ATIC), mRNA 


NMJW4315 


Homo sapiens N-acylsphingosine amidohydrolase (acid ceramidase) (ASAH) 
mRNA * 


NMJW4846 


Homo sapiens eukaryotic translation initiation factor 4E-like 3 (EIF4EL3) 
mRNA h 


NM 003765 


Homo sapiens syntaxm 10 (STX10), mRNA 


NM 003110 


Homo sapiens Sp2 transcnption factor (SP2), mRNA 


NM 003113 


Homo sapiens nuclear antigen SplOO (SP100), mRNA 


NMJ)00543 


Homo sapiens sphingomyelin phosphodiesterase 1, acid lysosomal (acid 
sphingomyelinase) (SMPD1), mRNA 


NM_003072 


Homo sapiens SWI/SNF related, matrix associated artin dmendRnt r^miiatnr 
chromatin, subfamily a, member 4 (SMARCA4), mRNA 


NMJ)02807 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase 1 
(PSMD1), mRNA ' ' ' j 


NM0Q2704 


Homo sapiens pro-platelet basic protein (includes platelet basic protein, beta- 
thromboglobulin, connective tissue-activating peptide in, neutrophil-activating 
peptide-2) (PPBP), mRNA 


NM 000089 


Homo sapiens collagen, type I, alpha 2 (COL1A2), mRNA 


NM 001687 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl comnlex delta i 
subunit (ATP5D), mRNA 


NM 020168 


Homo sapiens p21(CDKNlA)-activated kinase 6 (PAK6), mRNA 


NM 032657 


Homo sapiens hypothetical protein MGC10442 (MGC10442), mRNA 


NMJ)32571 


Homo sapiens EGF-like module-containing mucin-like receptor EMR3 (EMR3) 
mRNA 


NM. 032413 


Homo sapiens normal mucosa of esophagus specific 1 (NMES1), mRNA 


NM 015093 


Homo sapiens TAKl-binding protein 2 (TAB2), mRNA 


NM 031947 


Homo sapiens ornithine transporter 2 (ORNT2), mRNA 


NM 005563 


Homo sapiens stathmin 1/oncoprotein 18 (STMN1), mRNA 


NM 024662 


Homo sapiens hypothetical protein FLJ10774 (FIJI 0774) rriRNA 
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NM 024637 


Homo sapiens beta-galactose-3-O-sulfotransferase, 4 (GAL3ST-4), mRNA 


NM 024617 


Homo sapiens hypothetical protein FLJ13409 (FLJ13409), mRNA 


NM 020796 


Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic 
domain, (semaphorin) 6A (SEMA6A), mRNA 


NM 013283 


Homo sapiens methionine adenosyltransferase II, beta (MAT2B), mRNA 


NM 012231 


Homo sapiens PR domain containing 2, with ZNF domain (PRDM2), mRNA 


NM 020428 


Homo sapiens CTJL2 gene (CTL2), mRNA 


NM 015866 


Homo sapiens PR domain containing 2, with ZNF domain (PRDM2), mRNA 


NM_0 14771 


Homo saDiens 95 lcDa retinoblastoma nrntpin TrmHino- T-\rr»+F»itT vta An££i »^-.^> 

Axvt^iv oupvuo xvx^a ii/iinuuiaaiuilla pi UlClll UlikxAlLLg piUlClIl, JvlxVfVAJOOI gene 

pro (KIAA0661), mRNA 


NM 014454 


Homo sapiens p53 regulated PA26 nuclear protein (PA26), mRNA 


NM_0 13447 


Homo SaDiens efif-lilce module containing miipin-lilrp V»nrmrm*» -r*»r>**t-k<wr liL-a 
»<*i«w« xiivw iiikjks uit wiiuniioxig, Aiiu-vAii-niwc, ivji iiiuiic rcceptor-iiKe 

sequence 2 (EMR2), mRNA 


NM_006499 


Homo saniens lectin ffalactosidp-hinHrncT <5<YIhKIp R (a**\t*M\r\ 8^ n /^at cq\ 
mRNA 


NM 006031 


Homo sapiens nericentrin 2 flcendrin'l nPPNT'?^ mRNA 


NM 022040 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBSCR5), 
transcrint variant 1 mRNA 


NM_032464 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBSCR5), 
transcrint variant 4 mRNA 


NMJH2463 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBSCR5), 
trans crint variant 9 mRNA 


NM014146 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBSCR5), 
transcrint variant ^ mRNA 

U UiiUVl IJ^/V V LXL lull k 1111 \J- ^ xi. 


NMJ)31992 


Homo sapiens Williams-Beuren syndrome chromosome region 1 (WBSCR1), 
transcript variant 2, mRNA 


NM 006234 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide J (13.3kD) 

fPOLR2J^ transcrint variant a mRNA 

v/Jji\i^J y, 11 cuiow ljji valiant a, HlXvLN/A. 


NMJ)32959 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide J (13.3kD) 
(POLR2T) transcrint variant h mRNA 

J j uaiiovlX^l roll ail l U, iilXvi-N jY 


NM_032958 


Homo sanipns nolvmprasp ^RNA^ TT /TYM A Air<*r>i-**A\ nAKma«+i/la t /n n,n\ 
xxuuiu oapituia p viy inci aac V.AVLN /\ ^ JUL ^JL/iNrV. UireCietlJ pOiypepuGe J ( 1 j.jaU) 

fPOLR2.n transcrint variant r mRNA 


NM__002694 


Homo saniens nolvmerasp fi^NA^ TT fDNA ^^^r^»rt<»/-^^ rkrkk7rk<»i-»+-i/4<» r* ciihrw 

■*"*-\sa±*\j oupiwua pvij'iiiuao^ \J.Vli<rL/ JJ. ^JL/IN^V UlICvLCLl i pUlYpcpilQe \s I JjKU) 

(POLR2C), transcript variant alpha, mRNA 


NMJ)32940 


Homo sapiens nolvmerase fRNA i TT (DNA Hirprtp/H nnlvnpntiH** n fiiirw 
(POLR2C), transcript variant gamma, mRNA 


NM 033011 


Homo saoiens nlasminoeen activator tissnp fPT AT\ trancnriT*+ variant 1 to pma 


NM 000931 


Homo sapiens plasminogen activator, tissue (PLAT), transcript variant 2, mRNA 


NM 000930 


Homo saniens nlasmino ppn activator ricci«=» fPT ATS fronc^rini \/on"o«+ i w,dm a 

1AU111U oajpit-iia piaanuiiu^tn auuvaiui, LlbotiC ^rLAl ) 7 uanSCTipt Variant 1, mtvJNA 


NM 033013 


Homo sapiens nuclear receptor subfamily 1, group I, member 2 (NR1I2), 
transcrint variant 3 mRNA 


NM_003889 


Homo sapiens nuclear receptor subfamily 1, group I, member 2 (NR1I2), 
transcrint variant 1 mRNA 


NM_022002 


Homo sapiens nuclear receptor subfamily 1, group I, member 2 (NR1I2), 
transcrint variant 9 mRNA 


NMJ)22170 


Homo sapiens Williams-Beuren syndrome chromosome region 1 (WBSCR1), 
transcript variant 1 , mRNA 


NMJ)32408. 


Homo sapiens bromodomain adjacent to zinc finger domain, IB (BAZ1B), 
transcript variant 2, mRNA 


NMJ)23005 


Homo sapiens bromodomain adjacent to zinc finger domain, IB (BAZ1B), 
transcript variant 1, mRNA 


NM 001024 


Homo sapiens ribosomal protein S21 (RPS21), mRNA 
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NM 012138 


Homo sapiens apoptosis antagonizing transcription factor (DED), mRNA 


NM 016343 


Homo sapiens centromere protein F (350/400kD, mitosin) (CENPF), mRNA 


NM 032988 


Homo sapiens transducin (beta)-like 2 (TBL2), transcript variant 2, mRNA 


NM 032052 


Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 3, mRNA 


NM 032051 


Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 4, mRNA 


NM 032050 


Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 2, mRNA 


NM 014323 


Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 1, mRNA 


NMJ)33003 


Homo sapiens general transcription factor II, i (GTF2I), transcript variant 5, 
mRNA 


NMJ)01518 


Homo sapiens general transcription factor II, i (GTF2I), transcript variant 4, ! 
mRNA 


NMO33O01 


Homo sapiens general transcription factor n, i (GTF2I), transcript variant 3 
mRNA 


NMJ)33000 


Homo sapiens general transcription factor II, i (GTF2I), transcript variant 2 
mRNA 


NM_032999 


Homo sapiens general transcription factor II, i (GTF2I), transcript variant 1, 
mRNA 


NM 002904 


Homo sapiens RD RNA-binding protein (RDBP), mRNA 


NM 002755 


Homo sapiens mitogen-activated protein kinase kinase 1 (MAP2K1), mRNA 


NM 012453 


Homo sapiens transducin (beta)-like 2 (TBL2), transcript variant 1, mRNA 


NM 006347 


Homo sapiens peptidyl prolyl isomerase H (cyclophilin H) (PPffl), mRNA 


NM 001631 


Homo sapiens alkaline phosphatase, intestinal (ALPI), mRNA 


NM 021151 


Homo sapiens carnitine O-octanoyltransferase (CROT), mRNA 


NM 005090 


Homo sapiens phospholipase A2, group IVB (cytosolic) (PLA2G4B), mRNA 


NM_000124 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 6 (ERCC6), mRNA 


NM 020157 


Homo sapiens otoraplin fOTOR), mRNA 


NM 018313 


Homo sapiens polybromo 1 (PB1), mRNA 


NM 018165 


Homo sapiens polybromo 1 (PB1), mRNA 


NM 016503 


Homo sapiens mitochondrial ribosomal protein L30 (MRPL30), mRNA 


NMJ)12139 


Homo sapiens deafness locus associated putative guanine nucleotide exchange f 
(DELGEF), mRNA 


NM 007061 


Homo sapiens serum constituent protein (MSE55), mRNA 


NM 005379 


Homo sapiens myosin IA (MYOIA), mRNA 


NMJ)00500 


Homo sapiens cytochrome P450, subfamily XXIA (steroid 21 -hydroxylase, 
congenital adrenal hyperplasia), polypeptide 2 (CYP21A2), mRNA 


NM 000063 


Homo sapiens complement component 2 (C2\ mRNA 


NM 014078 


Homo sapiens mitochondrial ribosomal protein LI 3 (MRPL13), mRNA 


NM 021134 


Homo sapiens mitochondrial ribosomal protein L23 (MRPL23), mRNA 


NM_020249 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 9 (ADAMTS9), mRNA 


NM 018094 


Homo sapiens Gl to S phase transition 2 (GSPT2), mRNA 


NM_014180 


Homo sapiens mitochondrial ribosomal protein L22 (MRPL22), mRNA 


NM 014175 


Homo sapiens mitochondrial ribosomal protein L15 (MRPL15), mRNA 


NM 015385 


Homo sapiens SH3 -domain protein 5 (ponsin) (SH3D5), mRNA 


NM 006434 


Homo sapiens SH3-domain protein 5 (ponsin) (SH3D5), mRNA 


NM 000135 


Homo sapiens Fanconi anemia, complementation group A (FANCA), mRNA 


NM_005656 


Homo sapiens transmembrane protease, serine 2 (TMPRSS2), mRNA 


NM_021974 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide F (POLR2F), 
mRNA ^ k 


NM 004167 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 15 
(SCYA1 5), transcript variant 2, mRNA 
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NM_032965 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 15 
(SCYA15), transcript variant 3, mRNA 


NM_032964 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 15 
(SCYA15), transcript variant 1, mRNA 


NM 032454 


Homo sapiens serine/threonine kinase 19 (STK19), transcript variant 2, mRNA 


NM 007057 


Homo sapiens ZW10 interactor (ZWINT), transcript variant 1, mRNA 


NM 032997 


Homo sapiens ZW1 0 interactor (ZWINT), transcript variant 2, mRNA 


NM 003262 


Homo sapiens translocation protein 1 (TLOC1), mRNA 


NM 032470 


Homo sapiens tenascm XB (TNXB), transcript variant XB-S, mRNA 


NMJ)04166 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 14 
(SCYA14), transcript variant 1, mRNA 


NMJ)32963 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 14 
(SCYA14), transcript variant 3, mRNA 


NM_032962 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 14 
(SCYA14), transcript variant 2, mRNA 


NM 021219 


Homo sapiens junctional adhesion molecule 2 (JAM2), mRNA 


NM 014456 


Homo sapiens programmed cell death 4 (neoplastic transformation inhibitor) 
(PDCD4), mRNA 


NM 004197 


Homo sapiens serine/threonine kinase 19 (STK19), transcript variant 1 mRNA 


NMJW7214 


Homo sapiens SEC63, endoplasmic reticulum translocon component (S. 
cerevisiae (SEC63L), mRNA 


NM 006808 


Homo sapiens protein translocation complex beta (SEC61B), mRNA 


NM 001028 


Homo sapiens ribosomal protein S25 (RPS25), mRNA 


NM 001022 


Homo sapiens ribosomal protein S 19 (RPS 19), mRNA 


NM 001021 


Homo sapiens ribosomal protein S 1 7 (RPS 1 7), mRNA 


NM 001020 


Homo sapiens ribosomal protein S16 (RPS 16), mRNA 


NM 001018 


Homo sapiens ribosomal protein S15 (RPS 15), mRNA 


NM 001017 


Homo sapiens ribosomal protein S13 (RPS 13), mRNA 


NM 012423 


Homo sapiens ribosomal protein L13a (RPL13A), mRNA 


NM_002907 


Homo sapiens RecQ protein-Jike (DNA helicase Ql-like) (RECQL), transcript 
variant 1, mRNA 


NM_032941 


Homo sapiens RecQ protem-like (DNA helicase Ql-like) (RECQL), transcript 
variant 2, mRNA 


NMJ)21128 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide L (7.6WD) 
(POLR2L), mRNA 


NMJW6233 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide I (14.5kD) 
(POLR2I), mRNA 


NM 006232 ! 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide H (POLR2H), 
mRNA 


NM 002695 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide E (25kD) 
(POLR2E), mRNA 


NMJW4805 


Homo sapiens polymerase (RNA) U (DNA directed) polypeptide D (POLR2D), 
mRNA 


NMJ)00937 


Homo sapiens polymerase (RNA) n (DNA directed) polypeptide A (220kD) 
(POLR2A), mRNA 


NM 001987 


Homo sapiens ets variant gene 6 (TEL oncogene) (ETV6), mRNA 




Homo sapiens protocadherin 22 (PCDH22), transcript variant c, mRNA 


NM 032972 


Homo sapiens protocadherin 22 (PCDH22), transcript variant b, mRNA 


NM 032971 


Homo sapiens protocadherin 22 (PCDH22), transcript variant a, mRNA 1 


NM 020403 


Homo sapiens protocadherin 9 (PCDH9), mRNA 


NM_ 022843 


Homo sapiens protocadherin 20 (PCDH20), mRNA 


NM 032949 


Homo sapiens protocadherin 8 (PCDH8), transcript variant 2, mRNA 
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NM 032457 


Homo sapiens BH-protocadherin (brain-heart) (PCDH7), transcript variant c 
mRNA 


NMJ)32456 


Homo sapiens BH-protocadhenn (brain-heart) (PCDH7), transcript variant b 
mRNA ' 


NM_002589 


Homo sapiens BH-protocadherin (brain-heart) (PCDH7), transcript variant a 
mRNA 


NM 016580 


Homo sapiens protocadherin 12 (PCDH12), mRNA 


NM 032420 


Homo sapiens protocadhenn 1 (cadherin-like 1) (PCDH1), transcript variant 2 
mRNA 


NM 032969 


Homo sapiens protocadherin 1 1 (PCDH1 1), transcript variant d, mRNA 


NM 032968 


Homo sapiens protocadhenn 1 1 (PCDH1 1), transcript variant c, mRNA 


NM 032967 


Homo sapiens protocadherin 1 1 (PCDH1 1), transcript variant b, mRNA 


NMJ)32950 


Homo sapiens matrix metalloproteinase 28 (MMP28), transcript variant 2 
mRNA 


NMJ)24302 


Homo sapiens matrix metalloproteinase 28 (MMP28), transcript variant 1 
mRNA 


NMJ)06575 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 5 
(MAP4K5), mRNA 


NM_004635 


Homo sapiens mitogen-activated protein kinase-activated protein kinase 3 
(MAPKAPK3), mRNA 


NMJ)02587 


Homo sapiens protocadhenn 1 (cadherin-like 1) (PCDH1), transcript variant 1 
mRNA 


NM 004759 


Homo sapiens mitogen-activated protein kinase-activated protein kinase 2 
(MAPKAPK2), transcript variant 1 , mRNA 


NMJ)32960 


Homo sapiens mitogen-activated protein kinase-activated protein kinase 2 
(MAPKAPK2), transcript variant 2, mRNA 


NM 032515 


Homo sapiens Bcl-2-related ovarian killer protein-like (BOKL), mRNA 


NM 015166 


Homo sapiens KIAA0027 protein (MLC1), mRNA 


NM__001795 


Homo sapiens cadherin 5, type 2, VE-cadherin (vascular epithelium) (CDH5) 
mRNA 


NM_001794 


Homo sapiens cadherin 4, type 1, R-cadherin (retinal) (CDH4), mRNA 


NM 001793 


Homo sapiens cadherin 3, type 1, P-cadherin (placental) (CDH3), mRNA 


NM 001792 


Homo sapiens cadherin 2, type 1 , N-cadherin (neuronal) (CDH2), mRNA ! 


NM 004360 


Homo sapiens cadherin 1, type 1, E-cadherin (epithelial) (CDH1), mRNA 


NM 006137 


Homo sapiens CD7 antigen (p41) (CD7), mRNA 


NM_005864 


Homo sapiens signal transduction protein (SH3 containing) (EFS2), transcript 
variant 1, mRNA 


NM_032459 


Homo sapiens signal transduction protein (SH3. containing) (EFS2), transcript 
variant 2, mRNA 


NM_032107 


Homo sapiens lethal (3) malignant brain tumor l(3)mbt protein (Drosophila) ho 
(H-L(3)MBT), transcript variant II, mRNA 


NM_0 15478 


Homo sapiens lethal (3) malignant brain tumor l(3)mbt protein (Drosophila) ho 
(H-L(3)MBT), transcript variant I, mRNA 


NM 004318 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 1, mRNA 


NM_032468 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 2, mRNA 


NM 032467 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 4, mRNA 


JNM U3Z466 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 3, mRNA 


NM_020164 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 5, mRNA 


NMJM4217 


Homo sapiens potassium channel, subfamily K, member 2 (TREK-1) (KCNK2), 
mRNA 


NM_031498 ' 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 
transducing activity polypeptide 2 (GNGT2), mRNA 
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JNM 031311 
NM 022768 
NM 021797 
NMJ)14330 

NM 014522 


Homo sapiens carboxypeptidase, vitellogenic-like (CPVL), mRNA 
Homo sapiens RNA binding motif protein 15 (RBM15), mRNA 
Homo sapiens eosinophil chemotactic cytokine (TSA1902) mRNA 
Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 15A 
(PPPlR15A),mRNA 

Homo sapiens protocadhenn 1 1 (PCDH1 1), transcript variant a, mRNA 


NM 003004 
NM_002696 


Homo sapiens secreted and transmembrane 1 (SECTM1) mRNA 

Homo sapiens polymerase (RNA) II (DNA directed) polypeptide G (POLR2G) 

mRNA J> 


NMJ)00938 


Homo sapiens oolvmerase fRNA'l TT fTYMA ritiw»tc»rft r> /1 am tv\ 
^ ° pwijriii^iaoc xi \i-MN/\ airecieu) polypeptide B 1 140kDi 

(POLR2B), mRNA V ' 


NM 001372 


Homo sapiens dynein, axonemal, heavy polypeptide 9 (DNAH9), transcript 
variant 2, mRNA 


NM_004215 
NM 005111 


Homo sapiens estrogen receptor binding site associated, antigen, 9 (EBAG9) 
mRNA * 


NM 004381 

NM 000592 
NM 007293 
NM 032603 


Homo sapiens crystalhn, zeta (qumone reductase)-like 1 (CRYZL1) mRNA 
Homo sapiens cAMP responsive element binding protein-like 1 (CREBL1) 
mRNA 

Homo sapiens complement component 4B (C4B) mRNA 
Homo sapiens complement component 4A (C4A), mRNA 
Homo sapiens lysyl oxidase-like 3 (LOXL3), mRNA 


NM 023937 
NM 022567 
NM_022467 


Homo sapiens mitochondrial ribosomal protein L34 (MRPL34) mRNA 
Homo sapiens nyctalopin (NYX), mRNA 

Homo sapiens carbohydrate (N-acetylgalactosamine 4-0) sulfotransferase 8 
(CHST8), mRNA 


NM 016557 

"\TTV K ni/11/ 

NM016116 
NM 016114 


Homo sapiens orphan seven-transmembrane receptor, chemokine related 
(VSHK1), mRNA 

Homo sapiens ankyrin repeat and SOCS box-containing 4 (ASB4) mRNA 
Homo sapiens ankyrin repeat and SOCS box-containing 1 (ASB1) mRNA 


NM 016115 

XTTV /f f\l An CIO 

NMJ) 14434 


Homo sapiens ankyrin repeat and SOCS box-containing 3 (ASB3) mRNA 
Homo sapiens lysosomal-associated membrane protein 3 (LAMP3) mRNA 
Homo sapiens NADPH-dependent FMN and FAD containing oxidoreductase 
(NR1), mRNA 


NM_004860 
NM 006850 


Homo sapiens fragile X mental retardation, autosomal homolog 2 (FXR2) 
mRNA 

Homo sapiens interleukin 24 (1L24), mRNA 


NM 006541 
NM_004662 


Homo sapiens thioredoxin-like 2 (TXNL2), mRNA 

Homo sapiens dynein, axonemal, heavy polypeptide 9 (DNAH9), transcript 

variant 1, mRNA 


NM_000029 
NM 004050 


Homo sapiens angiotensmogen (serine (or cysteine) proteinase inhibitor, clade A 
(alpha-1 antiproteinase, antitrypsin), member 8) (AGT), mRNA 
Homo sapiens BCL2-like 2 (BCL2L2), mRNA 


NM 004049 


Homo sapiens BCL2-related protein Al (BCL2A1) mRNA 


NM_001623 


Homo sapiens allograft inflammatory factor 1 (AIF1), transcript variant 3 
mRNA 


NM__032955 


Homo sapiens allograft inflammatory factor 1 (AIF1), transcript variant 1 

ml? XT A ' 


NG_000010 


Homo sapiens genomic cytochrome P450, subfamily HA (phenobarbital- 
mducible) (CYP2A.2(5» on chromosome 19 


NM_004847 

i 


Homo sapiens allograft inflammatory factor 1 (AJF1), transcript variant 2 
mRNA * 


NM 005452 ] 


tiomo sapiens chromosome 6 open reading frame 1 1 (C6orfl 1) mRNA 
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NM_031282 


Homo sapiens immunoglobulin superfamily receptor translocation associated 1 
(IRTA1), mRNA 


NM_031281 


Homo sapiens immunoglobulin superfamily receptor translocation associated 2 
(IRTA2), mRNA 


NM_000767 


Homo sapiens cytochrome P450, subfamily IIB (phenobarbital-inducible) 
polypeptide 6 (CYP2B6), mRNA 


NM 020165 


Homo sapiens postreplication repair protein hRAD18p (RAD 18), mRNA 


NM 001710 


Homo sapiens B-factor, properdin (BF), mRNA 


NM 021800 


Homo sapiens J domain containing protein 1 (JDP1), mRNA 


NM 020404 


Homo sapiens tumor endothelial marker 1 precursor (TEM1), mRNA 


NM_006672 


Homo sapiens solute carrier family 22 (organic anion transporter), member 7 
(SLC22A7),mRNA 


NM 006398 


Homo sapiens diubiquitin (UBD), mRNA 


NM 005445 


Homo sapiens chondroitin sulfate proteoglycan 6 (bamacan) (CSPG6) mRNA 


NM 017495 


Homo sapiens seb4D (HSRNASEB), mRNA 


NM 001632 


Homo sapiens alkaline phosphatase, placental (Regan isozyme) (ALPP), mRNA 


NM 030773 


Homo sapiens beta tubulin 1, class VI (TUBB1), mRNA 


NM 020643 


Homo sapiens chromosome 1 1 open reading frame 16 (CI lorfl6), mRNA 


NM 020644 


Homo sapiens chromosome 11 open reading frame 15 (CI lorfl5), mRNA 


NM 020642 


Homo sapiens chromosome 1 1 open reading frame 17 (CI lorfl7) mRNA 


NM 020201 


Homo sapiens 5' nucleotidase, mitochondrial (NT5M), mRNA 


NM 003203 


Homo sapiens chromosome 2 open reading frame 3 (C2orf3) mRNA 


NM 007175 


Homo sapiens chromosome 8 open reading frame 2 (CRnrf?\ mRNA 


NMJ)07023 


Homo sapiens cAMP-regulated guanine nucleotide exchange fa rtnr TT (CA\ap 
GEFII), mRNA 


NM 006589 


Homo sapiens chromosome 1 open reading frame 2 (CAnrF)\ mRKTA 


NM_006105 


Homo sapiens Rapl guanine-nucleotide-exchange factor directly activated by cA 
(EPAC), mRNA 


NM 005637 


Homo sapiens synovial sarcoma translocation, chromosome 18 (SSI 8) mRNA 


NM 001213 


Homo sapiens chromosome 1 open reading frame 1 (Clorfl), mRNA 


NMJ)02354 


Homo sapiens tumor-associated calcium signal transducer 1 (TACSTD1) 
mRNA 


NM_003492 


Homo sapiens chromosome X open reading frame 12 (CXorfl2), mRNA 


NM 003797 


Homo sapiens embryonic ectoderm development (EED), mRNA 


NM 032863 


Homo sapiens hypothetical protein FU14927 (FLJ14927), mRNA 


NM 032813 


Homo sapiens hypothetical protein FLJ14624 (FLJ14624), mRNA 


NM 032578 


Homo sapiens myopalladin (FLJ14437 mRNA 


NM 032385 


Homo sapiens chromosome 5 open reading frame 4 (C5orf4), mRNA 


NM 032239 


Homo sapiens hypothetical protein FLJ2351 1 (FU2351 1), mRNA 


NMJ)32012 


Homo sapiens chromosome 9 open reading frame 5 (C9orf5), mRNA 


NM 031922 


Homo sapiens RALBP 1 protein (LOC83859), mRNA 


NMJ)31890 


Homo sapiens cat eye syndrome chromosome region, candidate 6 fCFCRfi 1 * 
mRNA 


NM 031456 


Homo sapiens chromosome 17 ooen readme frame 1 A (OA 7nrf1 A1 miWA 


NM 030944 


Homo sapiens chromosome 15 open reading frame 5 (C15orf5) mRNA 


NM 030806 


Homo sapiens chromosome 1 open reading frame 21 (Clorf21), mRNA 


NM_030790 


Homo sapiens hypothetical protein CDA08 (CDA08), mRNA 


NM 018312 


Homo sapiens chromosome 1 1 open reading frame 23 (CI lorf23), mRNA 


NMJ)24298 ! 


Homo sapiens malignant cell expression-enhanced gene/tumor progression- 
enhanc (LENG4), mRNA 


NM 022458 


Homo sapiens chromosome 7 open reading frame 2 (C7or£2), mRNA 


NM 022338 


Homo sapiens chromosome 1 1 open reading frame 24 (CI lor£24), mRNA 
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NM 022163 


Homo sapiens chromosome 15 open reading frame 4 (C15orf4), mRNA 


NM 022107 


Homo sapiens chromosome 6 open reading frame 9 (C6orf9), mRNA 


NM 006781 


Homo sapiens chromosome 6 open reading frame 10 (C6orfl0), mRNA 


NM 019895 


Homo sapiens chromosome 3 open reading frame 4 (C3orf4), mRNA 


NM 012265 


Homo sapiens chromosome 22 open reading frame 3 (C22orf3), mRNA 


NM 021254 


Homo sapiens chromosome 21 open reading frame 59 (C21orf59), mRNA 


NM 020645 


Homo sapiens chromosome 1 1 open reading frame 14 (CI lorfl4), mRNA 


NM 012112 


Homo sapiens chromosome 20 open reading frame 1 (C20orf 1), mRNA 


NM 018555 


Homo sapiens zinc finger protein 33 1; zinc finger protein 463 (ZNF361), mRNA 


NM 019106 


Homo sapiens septin 3 (SEPT3), mRNA 


NM 020375 


Homo sapiens chromosome 12 open reading frame 5 (C12orf5), mRNA 


NM 020374 


Homo sapiens chromosome 12 open reading frame 4 (C12orf4), mRNA 


NM 020373 


Homo sapiens chromosome 12 open reading frame 3 (C12orf3), mRNA 


NM 020367 


Homo sapiens chromosome 12 open reading frame 6 (C12orf6), mRNA 


NM 020130 


Homo sapiens chromosome 8 open reading frame 4 (C8orf4), mRNA 


NM 019596 


Homo sapiens chromosome 21 open reading frame 62 (C21orf62), mRNA 


NM 019063 


Homo sapiens chromosome 2 open reading frame 2 (C2orf2), mRNA 


NM 018956 


Homo sapiens chromosome 9 open reading frame 9 (C9orf9), mRNA 


NM 017586 


Homo sapiens chromosome 9 open reading frame 7 (C9orf7), mRNA 


NM 018691 


Homo sapiens chromosome 5 open reading frame 3 (C5orf3), mRNA 


NM 006134 


Homo sapiens chromosome 21 open reading frame 4 (C21orf4), mRNA 


NM 016940 


Homo sapiens chromosome 21 open reading frame 6 (C21orf6), mRNA 


NM 017438 


Homo sapiens chromosome 21 onen readine frame 18 (C21nrf1 K\ rrTRNA 


NM 013265 


Homo sapiens chromosome 11 open reading frame2 (Cllorf2), mRNA 


NM 016190 


Homo sapiens chromosome 1 onen readme frame 10 (C*\ nrflOA mPWA 


NMJ) 15927 


Homo sapiens transforming erowth factor beta 1 induced franvrmt 1 
(TGFB1I1), mRNA 


NM_016564 


Homo sapiens BM88 antigen (BM88), mRNA 


NMJ) 16348 


Homo sapiens chromosome 5 open reading frame 4 (C5orf4), mRNA 


NMJH4009 


Homo sapiens immune dvsreeulation. Dolvendocrinonathv enteronathv \- 
linked (IPEX), mRNA 


NM 015524 


Homo sapiens chromosome 6 open reading frame 5 (C6orf5), mRNA 


NMJ)06345 


Homo sapiens chromosome 4 open reading frame 1 (C4orfl), mRNA 


NM_015373 


Homo sapiens chromosome 22 open reading frame 2 (C22orf2), mRNA 


NM 014205 


Homo sapiens chromosome 1 1 open reading frame 5 (CI lorf5), mRNA 


NM 012264 


Homo sapiens chromosome 22 open reading frame 5 (C22orf5), mRNA 


NM 012111 


Homo sapiens chromosome 14 open reading frame 3 (C14orf3), mRNA 


NM 007211 


Homo sapiens chromosome 12 onen reading frame 2 (C\ 2nrf2 1 mRNA 


NM 007176 


Homo sapiens chromosome 14 open reading frame 1 (C14orfl), mRNA 


NMJ)06706 


Homo sapiens TATA box binding nrotein rrBPW<i<?nriatpH fartnr RKTA 
polymerase H, S. 150kD (TAF2S^ mRNA 


NM 006382 


Homo sapiens chromosome 17 open reading frame 1 A (C\ 7nrfl A i mi?NA 


NM_005967 


Homo sapiens NGFI-A binding nrntein 0 fFGTC 1 binHino rtrntpin 9^ fNTART\ 
mRNA 


NM_005966 


Homo sapiens NGFI-A binding nrotein 1 fFGTC 1 hinHrncy nmt*»-m 1 i HMAP 1 ^ 
mRNA 


NM 005663 


Homo sapiens Wolf-Hirschhorn syndrome candidate 2 (WHSC2), mRNA 


NM 005491 


Homo sapiens chromosome X open reading frame 6 (CXorf6), mRNA 


NM 005128 


Homo sapiens chromosome 21 open reading frame 5 (C21orf5), mRNA 


NM 004928 


Homo sapiens chromosome 21 open reading frame 2 (C21orf2), mRNA 


NM 004894 


Homo sapiens chromosome 14 open reading frame 2 (C14orf2), mRNA 


NM 004872 


Homo sapiens chromosome 1 open reading frame 8 (ClorfB), mRNA 
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NM 004709 


Homo sapiens chromosonie X open reading frame 1 (CXorfl), mRNA 


NM 004337 


Homo sapiens chromosome 8 open reading frame 1 (C8orfl), mRNA 


NM 004913 


Homo sapiens chromosome 16 open reading frame 7 (C16orf7), mRNA 


NM_000956 


Homo sapiens prostaglandin E receptor 2 (subtype EP2), 53kD (PTGER2), 
mRNA 


NM 001586 


Homo sapiens chromosome X open reading frame 2 (CXorf2), mRNA 


NM 001585 


Homo sapiens chromosome 22 open reading frame 1 (C22orfl), mRNA 


NM 001214 


Homo sapiens chromosome 16 open reading frame 3 (C16orf3), mRNA 


NM 001584 


Homo sapiens chromosome 1 1 open reading frame 8 (CI lorfB), mRNA 


NM 003475 


Homo sapiens chromosome 1 1 open reading frame 13 (CI lorfl3), mRNA 


NM 032496 


Homo saniens rho-etnase activating nrotein ARHGAPQ ( ATCT-Tfr APO^ rtVR NA 


NM 007234 

X ilTA V V f <Arf<-* W 


Homo saniens dvnactin 3 (nil i flDCTFN^ transcrint variant 1 mRNA 


NM 024348 


Homo sapiens dynactin 3 (p22) (DCTN3), transcript variant 2, mRNA 


NM 021246 


Homo saniens meffakarvocvte-enhanced pene transerint 1 nrotein fN/TPfrTI i 
mRNA 


NM_0 13291 


Homo sapiens cleavage and polyadenylation specific factor 1 , 1 60kD subunit 
(CPSF1), irJRNA 


NM 014500 


Homo sapiens HIV TAT specific factor 1 (HTATSF1), mRNA 


NMJ)05567 


Homo sapiens lectin, galactosi de-binding, soluble, 3 binding protein 
(LGALS3BP), mRNA 


NM 005711 


Homo sapiens EGF-like repeats and discoidin I-like domains 3 (EDIL3), mRNA 


NM 016593 


Homo sapiens oxysterol 7alpha-hydroxylase (CYP39A1), mRNA 


NM 021048 


Homo saDiens melanoma antigen familv A 10 flvf AGE A 1 0^ mRNA 


NM 021049 


Hntnn saniens melanoma antippn familv A S rN/TA(TFAS i mRNA 

llWlllU ja^lvllo Hll^lCUXVJllICL CUXXlgV'XX, XtlXXlXXjr -fi^ «/ yi.VX-Tl.V_J JjAJ y j ilXXVX^iXA 


NM 019602 


Homo saDiens butvroDhilin-like 2 fMHC class TT associated^ fRTNT 2^ mRNA 


NM 018002 


Homo saniens oxidation resistance 1 fOXRl^ mRNA 

AAV/AAAV/ JUpiwllg vAlUUmvil i VJlJlUllvv A ^wJkivl y y llAAVl l.**. 


NM 013392 


Homo saniens nuclear receDtor binding nrotein fNRBP^ mRNA 


NM 012396 


Homo saDiens nleckstrin homoloev-like domain familv A member 3 
(PHLDA3), mRNA 


NM 006492 


Homo sapiens aristaless-like homeobox 3 (ALX3), mRNA 


NM 005365 


Homo sapiens melanoma antigen, family A, 9 (MAGEA9), mRNA 


NM 005364 


Homo saniens melanoma antigen familv A 8 (TVLAGEA8^ mRNA 


NM 005366 


Homo sapiens melanoma antigen, family A, 1 1 (MAGEAl 1), mRNA 


NM 024490 


Homo saDiens ATPase Class V rvoe 10C f ATPlOCi rnRNA 


NM 020354 


Homo sapiens lysosomal apyrase-like protein 1 (LALP1), mRNA 


NM 018655 


Homo sapiens lens epithelial protein (LENEP), mRNA 


NM_0 16448 


Homo sapiens RA-regulated nuclear matrix-associated protein (RAMP), mRNA 


NM 014763 


Homo sapiens mitochondrial ribosomal protein LI 9 (MRPL19), mRNA 


NM_006099 


Homo sapiens protein inhibitor of activated STAT3 (PIAS3), mRNA 


NM 004221 


Homo saniens natural killer cell transcrint 4 fMFC4^ mRNA 


NM 002949 


Homo saniens mitochondrial ribosomal nrotein 1\12 fMRPT.1 2^ mRNA 


NM 016239 


Wnnin saniens mvnsin *X""VA riVTVOl SA^ mRNA 


NM 005094 

X ^ XtX \J\J +J \/_7*-r 


T-Trvmn tinrnpnc cnlntf* PflTTier fc*Tni1\7 ^"fnl+i/ anirl frnri cr\r\T*t^>r I mPtnKpr A. 
x7X\Jlli\J OapivllO OVlULC' V/aXXl&i xaiixlljr z. / ^laLLy ctuiu. Uaiiopui LCiy, IllClllUCl *+ 

TST C21A$\ mRNA 


NM 015077 


Unmft Cflni'pnc ct<*ri1p alnVia nr\H TTP AT I /Armfi<^il1r> TY^rtHfnrritpi'n r\T+Vir\1 r\cr rvf 

XXU111U oapi^llo OlWliv OipiiO aiXU XXX^rVX/xAXlIlClUillU IXlUllX JJIULClll, UI UlUlUg 

Drosophila (SARM), mRNA 


NM 013239 


Homo sapiens protein phosphatase 2A 48 kDa regulatory subunit (PR48), mRNA 


NM 022363 


Homo sapiens LIM homeobox protein 5 (LHX5), mRNA 


NM 031966 


Homo sapiens cyclin Bl (CCNB1), mRNA 


NM 015559 


Homo sapiens SET binding protein 1 (SETBP1), mRNA 


NM 007178 


Homo sapiens unr-interacting protein (UNRIP), mRNA 


NM 005367 


Homo sapiens melanoma antigen, family A, 12 (MAGEA12), mRNA 
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NM 031275 
NM_032403 


Homo sapiens testis expressed sequence 12 (TEX 12), mRNA 

Homo sapiens protocadherm gamma subfamily C, 3 (PCDHGC3), transcript 

variant 3, mRNA 


NM_032402 


Homo sapiens protocadherm gamma subfamily C, 3 (PCDHGC3) transcript 
variant 2, mRNA 


NM_002588 

NM 014583 
NM 001389 


Homo sapiens protocadherm gamma subfamily C, 3 (PCDHGC3), transcript 
variant 1, mRNA * 

Homo sapiens LIM and cysteine-rich domains 1 (LMCD1) mRNA 


NM 031894 
NMJ)32098 


Homo sapiens Down syndrome cell adhesion molecule (DSCAM) mRNA 
Homo sapiens ferritin, heavy polypeptide-like 17 (FTHL17), mRNA 
Homo sapiens protocadherm gamma subfamily B, 4 (PCDHGB4), transcript 
variant 2, mRNA 


NMJ)03736 


Homo sapiens protocadherm gamma subfamily B, 4 (PCDHGB4) transcript 
variant 1, mRNA 


NMJ)32938 


Homo sapiens G protein pathway suppressor 2 (GPS2), transcript variant 3 
mRNA 5 


NMJW4489 


Homo sapiens G protein pathway suppressor 2 (GPS2), transcript variant 2 
mRNA 


NM_032442 

NM 001887 
NM 005208 


Homo sapiens G protein pathway suppressor 2 (GPS2), transcript variant 1 
mRNA ' 

Homo sapiens crystallin, beta Bl (CRYBB1), mRNA 


NM 001889 
NM_022132 

NM 001288 
NM 021624 
NM_ 032527 
NM 005560 
NM_032931 
NM 032924 

NM 032913 
NM 032893 
NM 032889 
NM 032815 
NM 032798 


Homo sapiens crystallin, beta Al (CRYBA1), mRNA 

Homo sapiens crystallin, zeta (quinone reductase) (CRYZ), mRNA 

Homo sapiens methylcrotonoyl-Coenzyme A carboxylase 2 (beta) (MCCC2) 

mRNA " 

Homo sapiens chloride intracellular channel 1 (CLIC1), mRNA 
Homo sapiens histamine H4 receptor (HRH4) mRNA 
Homo sapiens hypothetical protein FLJ14972 (KIAA1847) mRNA 
Homo sapiens laminin, alpha 5 (LAMA5), mRNA 
Homo sapiens hypothetical protein MGC 132 19 (MGC13219) mRNA 
Homo sapiens hypothetical protein MGC16040 (MGC16040) mRNA 
Homo sapiens hypothetical protein MGC15873 (MGC15873) mRNA 
Homo sapiens hypothetical protein MGC14458 (MGC14458) mRNA 
Homo sapiens hypothetical protem MGC14336 (MGC14336) mRNA 
Homo sapiens hypothetical protein MGC1 1308 (MGC1 1308) mRNA 
Homo sapiens hypothetical protein FLJ14639 (FLJ14639) mRNA 
Homo sapiens hypothetical protein FLJ14503 (FLJ14503) mRNA 


NM 032793 
NM 032791 
NM 032789 
NM 032769 
NM 032760 
NM 032696 
NM 032665 
NM 032662 
NM 032655 
NM 032625 
NM 032621 
NM 032525 
NMJ)05485 

NM 005484 ] 


Homo sapiens hypothetical protein FLJ14490 (FLJ14490) mRNA 
Homo sapiens hypothetical protein FLJ14477 (FLJ14477) mRNA 
Homo sapiens hypothetical protein FLJ14464 (FLJ14464) mRNA 
Homo sapiens hypothetical protein MGC16212 (MGC16212) mRNA 
Homo sapiens hypothetical protein MGC14966 (MGC14966), mRNA 
Homo sapiens hypothetical protein MGC12262 (MGC12262) mRNA 
Homo sapiens hypothetical protein MGC4640 (MGC4640) mRNA 
Homo sapiens hypothetical protein MGC10600 (MGC10600) mRNA 
Homo sapiens hypothetical protem MGC10997 (MGC10997) mRNA 
nuinu sapiens nypotnetical brain protein my040 (MY040), mRNA 
Homo sapiens X-hnked protem (DJ79P1 1.1), mRNA 
Homo sapiens tubulin beta-5 (TUBB5), mRNA 

Homo sapiens ADP-nbosyltransferase (NAD+; poly (ADP-ribose) polymerase)- 
like 3 (ADPRTL3), mRNA tV * ' 
Homo sapiens ADP-nbosvltransferase (NAD+; poly(ADP-ribose) polymerase)- 
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like 2 (ADPRTL2), mRNA 


NM_005447 


Homo sapiens peptidylglycine alpha-amidating monooxygenase COOH-terminal 
interactor (PAMCI), mRNA 


NMJ)00137 


Homo sapiens fumarylacetoacetate hydrolase (fumarylacetoacetase) (FAH), 
mRNA 


NM 001888 


Homo sapiens crystallin, mu (CRYM), mRNA 


NM 032608 


Homo sapiens hypothetical protein bkl25H2.1 (BK125H2.1), mRNA 


NM 032607 


Homo sapiens CREB/ATF family transcription factor (CREB-H), mRNA 


NM 032602 


Homo sapiens connexin 62 (CX62), mRNA 


NM 032598 


Homo sapiens testes development-related NYD-SP20 (NYD-SP20) mRNA 


NM 032592 


Homo sapiens 1-aminocyclopropane-l-carboxylate synthase (PHACS), mRNA 


NM 032581 


Homo sapiens down-regulated by Ctnnbl, a (DRCTNNB1A), mRNA 


NMJH2579 


Homo sapiens colon and small intestine-specific cysteine-rich protein precursor 
similar to FIZZ2/resistin-like protein (HXCP2), mRNA 


NM 032570 


Homo sapiens NPC-related protein NAG73 (NAG73), mRNA 


NMJ)32565 


Homo sapiens emopamil binding related protein, delta8-delta7 sterol isomerase 
related protein (EBRP), mRNA 


NM 032561 


Homo sapiens EVG1 protein (EVG1), mRNA 


NM 032555 


Homo sapiens P143 protein (P143), mRNA 


NM 032549 


Homo sapiens inner mitochondrial membrane peptidase 2 like (TMMP2D 
mRNA 


NM 032548 


Homo sapiens BPOZ protein (BPOZ), mRNA 


NM 015080 


Homo sapiens neurexin 2 (NRXN2), mRNA 


NM 005676 


Homo sapiens RNA bmdmg motif protein 10 (RBM10), mRNA 


NM 032526 


Homo sapiens cytosolic nucleotidase I (CN-I), mRNA 


NM 032483 


Homo sapiens HTPAP protein (HTPAP), mRNA 


NMJB2094 


Homo sapiens protocadhenn gamma subfamily A, 12 (PCDHGA12), transcript 
variant 2, mRNA 


NM_003735 


Homo sapiens protocadhenn gamma subfamily A, 12 (PCDHGA12), transcript 
variant 1, mRNA 


NM 031887 


Homo sapiens pro-melanin-concentrating hormone-like 1 (PMCHL1), mRNA 


NM 032461 


Homo sapiens SPANX family, member Bl (SPANXB1), mRNA 


NM 006986 


Homo sapiens melanoma antigen, family D, 1 (MAGED1), mRNA 


NM 005462 


Homo sapiens melanoma antigen, family C, 1 (MAGEC1), mRNA 


NMJ)02375 


Homo sapiens microtubule-associated protein 4 (MAP4), transcript variant 1 
mRNA 


NM_030983 


Homo sapiens microtubule-associated protein 4 (MAP4), transcript variant 4 
mRNA 


NM 030885 


Homo sapiens microtubule-associated protein 4 (MAP4), transcript variant 3 ! 
mRNA 


NMJB0884 


Homo sapiens microtubule-associated protein 4 (MAP4), transcript variant 2 
mRNA 


NM 002374 


Homo sapiens microtubule-associated protein 2 (MAP2), transcript variant 1, 
mRNA 


NMJ31847 


Homo sapiens microtubule-associated protein 2 (MAP2), transcript variant 4 
mRNA ^ h cnpi variant 4, 


NMJ)31846 


Homo sapiens microtubule-associated protein 2 (MAP2), transcript variant 3 
mRNA 


NMJ)31845 


Homo sapiens microtubule-associated protein 2 (MAP2), transcript variant 2, 
mRNA 


NM 032446 


Homo sapiens MEGF10 protein (MEGF10), mRNA 


NM 032417 


Homo sapiens SPANX family, member D (SPANXD), mRNA 
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NMJU3453 


Homo sapiens sperm protein associated with the nucleus, X chromosome family 
member Al (SPANXA1), mRNA 


NM 020690 


Homo sapiens KIAA1085 protein (KIAA1085), mRNA 


NM012121 


Homo sapiens Cdc42 effector protein 4; binder of Rho GTPases 4 (CEP4) 
mRNA 


NM 001019 


Homo sapiens ribosomal protein SI 5a (RPS15A), mRNA 


NM 022551 


Homo sapiens ribosomal protein S 1 8 (RPS 1 8), mRNA 


NM_005909 


Homo sapiens microtubule-associated protein IB (MAP IB), transcript variant 1, 
mRNA 


NMJ)32010 


Homo sapiens microtubule-associated protein IB (MAP1B), transcript variant 2 
mRNA 


NM 002373 


Homo sapiens microtubule-associated protein 1 A (MAPI A) mRNA 


NM_031366 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 6, mRNA 


NM_031365 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 5 , mRNA 


NM_031364 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 4, mRNA 


NMJB1363 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 3, mRNA 


NM_031362 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 2, mRNA 


NMJW0091 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 1 , mRNA 


NM 002140 


Homo sapiens heterogeneous nuclear ribonucleoprotein K (HNRPK), transcript 
variant 1, mRNA 


NM__031263 


Homo sapiens heterogeneous nuclear ribonucleoprotein K (HNRPK), transcript 
variant 3, mRNA 


NMJ)31262 


Homo sapiens heterogeneous nuclear ribonucleoprotein K (HNRPK), transcript 
variant 2, mRNA H 


NM 032414 


Homo sapiens prokineticin 1 precursor (PROK1), mRNA 


NM 003214 


Homo sapiens TEA domain family member 3 (TEAD3), mRNA 


NM_015613 


Homo sapiens DKFZP434K091 protein (PAL), mRNA 


NM 030643 


Homo sapiens apolipoprotem L, 4 (APOL4), mRNA 


NM 022064 


Homo sapiens hypothetical protein FLJ12565 (FLJ12565), mRNA 


NM. 017971 


Homo sapiens mitochondrial ribosomal protein L20 (MRPL20), mRNA 


NM 016504 


Homo sapiens mitochondrial ribosomal protein L27 (MRPL27) mRNA 


NM 014050 


Homo sapiens mitochondnal ribosomal protein L42 (MRPL42) mRNA 


NM 000014 


Homo sapiens alpha-2-macroglobulin (A2M), mRNA 


NM 004891 


Homo sapiens mitochondrial ribosomal protein L33 (MRPL33) mRNA 


NM 004864 


Homo sapiens prostate differentiation factor (PLAB), mRNA 


NM_000454 


Homo sapiens superoxide dismutase 1, soluble (amyotrophic lateral sclerosis 1 
(adult)) (SOD1), mRNA 


NM 032391 


Homo sapiens small nuclear protein PRAC (PRAC), mRNA 


NM__032382 


Homo sapiens hypothetical protein FLJ223 1 5 (FLJ223 1 5), mRNA 


NM 032365 


Homo sapiens hypothetical protein MGC5254 (MGC5254) mRNA 


XTA/f 

1NM viZiOj 


Homo sapiens HEIL2 protein (HEIL2), mRNA 


NM 032335 


Homo sapiens hypothetical protein MGC14797 (MGC14797) mRNA 


NM 032276 


Homo sapiens hypothetical protein DKFZp547E052 <DKFZp547E052) mRNA 


NMJ)32272 


Homo sapiens hypothetical protein DKFZp586Gl 123 (DKFZp586Gl 123) 
mRNA 


NM 032260 


Homo sapiens hypothetical protein DKFZp434P144 (DKFZp434P144) mRNA 
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NM 032237 


Homo sapiens hypothetical protein FLJ23356 fFLTC^Sffk mRNA 


NM 032220 


Homo sapiens hypothetical protein FLJ22283 0*112228^ nVRNA 


NM 032219 


Homo sapiens hypothetical protein FLJ22269 (FLJ22269), mRNA 


NM 032204 


Homo sapiens hypothetical nrotein FT T21 S88 fFT T?1 SRJft mPXTA 


NM 032203 


Homo sapiens hypothetical protein FLJ21423 (FLJ21423), mRNA 


NM 032202 


Homo saniens hvnothetical nrotein FT 191404 fFT l , y\A(\A\ mPMA 


NM 032173 


Homo sapiens hypothetical protein FLJ12747 (FU12747), mRNA 


NM 032157 


Homo Saniens fwrirvrtiptirnl nrnfp-i-n FT T1 1 ^^1 /'ITT T1 1 ^2 1\ W T)MA 


NM 032150 


xiuiuu &<ipicui> iiypumeucai protein UJsJrjLpHJHr 1 /Jj (JUJ^Z*r434^1 /35), 
mRNA 


NM_021005 


Homo sapiens nuclear receptor subfamily 2, group F, member 2 (NR2F2), 
mRNA * j 


NM 020159 


Homo saniens VivnotTipfirnl nrntpin rYETF7W7 fiOTTOn 1 ^ /TWT7 r 7~'7/C r )V>ni c\ i 
AAU1UU aapiciia iiypuuicuudi proicin LJr%JrZ^p / OZJvZU 1 J ^JLyJvrZ»p/O2lvZ01C)J, 

mRNA 


NM 015449 


Homo sapiens DKFZP586G1722 protein (DKFZP586G1722), mRNA 


NM 015424 


Homo saniens DKF7P586N?lv4 nrotpin /TYK'F7P5R/ : rKr7i7A , \ ^wdxta 


NMJ)15235 


Homo SfiniPns lilrplv rtrtTirtln<* f\"F TYim ict* irai-ionf r\i"\l-ir»-» r1«+-«/-v.-» mwvJ-a**. pctc 

aapitii^ iiiv.cijr uiuiuiug ui inuubc variant poiyaQenyianon protein L»olJr- 
64; KIAA0689 protein (KIAA0689), mRNA 


NM 015068 


Homo sanipns nntpmnllv PYnrpccp/1 1 fi fPT?m n\ mDXTA 
xjajuiv/ atipiciia palClilcUly CApiGabeQ 1U v iT iivjrlUj, mKJNA 


NM 014599 


Homn QHTvipnc FT-T-rlrvrrmi-n /"•/■vntai-rri-rn'Y A (XiXST\A\ mDXTA 

AAuiiiu oapi^iio jj<ix~viuiiiiiiii containing *t ^jcxxL/*tJ, rriKJN a 


NM 014411 


xxuniu ^apiciii uidiii dim udbopnaryngeai carcinoma susceptibility protein (IniSCj- 
X) mRNA 


NM 007148 


Homo saniens yinc frncrpr nrntpin 1 70 /'TTsJTTI 7Q^ mPMA 


NM_007266 


Homo saniens XPA hindin^ nrofpin 1 • mitntiw A 'T T P/'^TT ^ P^ K-i-r»^i»^rr *-»-r^fza-!-»-i 
** W1UW ooj/ivuo ,m L/iiiuxug yisjian l ? pulallVC Air \vJl a l-OmQing protein 

(NTPBP), mRNA 


NM 006313 


Homo sapiens ubiquitin specific protease 15 (USP15), mRNA 


NM_005726 


Homo Sfimpn^ fraTIQljltinn plrvnrrotirm £cxn+r\r m-ifnr»l^/\-n/4«>inl ^TCCAA «v*T)XTA 

ixuiuu oayi^/iio ia u aiioiauuii ciuxigaLiuii lacioi, miiocnononai ^IoJTJVL^j miCiNA 


NM 005277 


Homo sapiens glycoprotein M6A (GPM6A), mRNA 


NM 005437 


Homo Q3T»1PT1C nilplpQt- iv»Pf»TY(YYr r»no/>fii7o+/>f /I /XT/*^r^ A A \ —T)\T A 

xiuiuu dapiciib xiuLicdr rctepior coacnvaior h {JNUUA4J, mKJNA 


NM 001439 


nuniu odpicii5 cAUbioses ^muinpiey-iiKe z (HAi L,zj, mKJNA 


NM 001287 


Homo sanipn^ rhloriHp nlmnnpl 7 ^^"^J7^ mPXTA 


NM 021194 

A "ATI \J A 1 -X I 


xauinu aapicnj> buiuic odmer iamiiy d\j ^zinc transporter), member 1 (oLC30Al) 
mRNA 


NM_0 13986 


HomO SameilR Fwino Qarrnmn Krpiilrr^ninf rpmAn 1 /T7"\XrCD 1\ fmwnn««f -wm^****- 

iiumv o«_piviio i^wuig ocu^unia uicajvpuiiiL region i ijq Woivi ), transcript variant 
EWS-b, mRNA 


NM 001013 


Homo saniens ribo<?oma1 nrotptn ^10 fRP^Q^ mPlsJA 


NM 005617 


Homo sapiens ribosomal protein S14 (RPS14), mRNA 


NM 006361 


Homo sanien<3 bompn Hnv R1 ^ rtTOVRl X\ -mPXTA 


NM 000990 


Homo SaniPTi^ HViocnmnl -nrntpin T 77q n?PT 77 A ^ wt^lvTA 


NM 005821 


Homo saniens NRR? rTsTRP^ mPTJA 


NM 003483 


xxuniu aapicujj lugxi-moDiiiiy group ^noruiisione cnromosomal) protein isotorm 1- 
C (HMGIC), mRNA 


NM 002129 


oapitna lugii-iiiuDiiiLy group ^nonnisione cnromosomal) protein Z 
(HMG2), mRNA 


NM 005959 


Homo SaniPns mplntnnin rpppntAr ip nv/TTMT? -»WDXTA 

living oapitiia mcidiuimi rccepior ijd ^iviiiNi\ii5y, mKj\/\ 


NM 005958 


Homo sapiens melatonin receptor 1 A (MTNR1 A), mRNA 


NM 004739 


Homo sapiens metastasis-associated Mike 1 (MTA1L1), mRNA 


NM.021644 


Homo sapiens heterogeneous nuclear ribonucleoprotein H3 (2H9) (HNRPH3), 
transcript variant 2H9A, mRNA 


NM 012207 


Homo sapiens heterogeneous nuclear ribonucleoprotein H3 (2H9) (HNRPH3), 
transcript variant 2H9, mRNA 


NM 019597 


Homo sapiens heterogeneous nuclear ribonucleoprotein H2 (H') (HNRPH2), 
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NM_O3l203 


mRNA ■ 

Homo sapiens heterogeneous nuclear ribonucleoprotein M (HNRPM) transcrint 
variant 2, mRNA v 


NMJ)05968 

NM 004966 
NM 032093 


Homo sapiens heterogeneous nuclear ribonucleoprotein M (HNRPM), transcript 
vanantl.mRNA J p 
Homo sapiens heterogeneous nuclear ribonucleoprotein F (HNRPF), mRNA 
Homo sapiens pregnancy-associated interferon (HTIFN) mRNA 


NM 020236 
NM 016050 
NM_005520 

NM 002226 


Homo sapiens mitochondrial nbosomal protein LI (MRPL1) mRNA 
Homo sapiens mitochondrial nbosomal protein LI 1 (MRPL1 1) mRNA 
Homo sapiens heterogeneous nuclear ribonucleoprotein HI (H) (HNRPH1) 
mRNA h 

Homo sapiens jagged 2 tf AG2) % mRNA 


NM 006805 
NM_005463 


_ Homo sapiens heterogeneous nuclear nbonucleoprotein AO (HNRPAO), mRNA 
Homo sapiens heterogeneous nuclear nbonucleoprotein D-like (HNRPDL) 
transcript variant 1, mRNA 


NM_031372 
NM 031313 


Homo sapiens heterogeneous nuclear ribonucleoprotein D-like (HNRPDL) 
transcript variant 2, mRNA 

Homo sapiens alkalme phosphatase, placental-like 2 (ALPPL2) mRNA 


NM 005080 
NM_031267 


Homo sapiens X-box binding protein 1 (XBP1), mRNA 

Homo sapiens cell division cycle 2-like 5 (cholinesterase-related cell division 

controller) (CDC2L5), transcript variant 2, mRNA 


NMJ)03718 


Homo sapiens cell division cycle 2-like 5 (cholinesterase-related cell division 
controller) (CDC2L5), transcript variant 1, mRNA 


NM_000106 


Homo sapiens cytochrome P450, subfamily IID (debrisoquine, sparteine etc - 
metabolizing), polypeptide 6 (CYP2D6), mRNA ' * " 


NM 031862 


oa H lcUi » mcmorane component, cnromosome 17, surface marker 2 (ovarian 
carcmoma antigen CA125) (M17S2), transcriDt variant 3, mRNA 


NM 031858 


Homo sapiens membrane component, chromosome 17, surface marker 2 (ovarian 
carcmoma antigen CA125) (M17S2), transcript variant 2, mRNA 


NM_005899 
NM 032018 


Homo sapiens membrane component, chromosome 17, surface marker 2 (ovarian 
carcmoma antigen CA125) (M17S2), transcript variant 1, mRNA 


NM_0 14469 


Homo sapiens hypothetical protein DKFZp547N043 (DKFZP547N043) mRNA 
Homo sapiens testes-specific heterogenous nuclear ribonucleoprotein G-T 
(HNRNPG-T), mRNA 


NM 002137 


Homo sapiens heterogeneous nuclear nbonucleoprotein A2/B 1 (HNRPA2B I) 
transcript variant A2, mRNA 


NM 031243 


Homo sapiens heterogeneous nuclear ribonucleoprotein A2/B1 rtTNTRPA^Rn 
transcnpt variant B 1 . mRNA 


NM031157 

NM 009585 
NM 032049 
NM 031850 


Homo sapiens heterogeneous nuclear ribonucleoprotein Al (HNRPA1) 
transcript variant 2, mRNA 

Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 2, mRNA 
Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 5, mRNA 
Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 4 mRNA 


NM_004835 
NM 000685 
NMJ)03965 
NM 006641 

] 


Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 3 mRNA 
Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 1 mRNA 
Homo sapiens chemokine fC-C motif) receptor-like 2 (CCRL2) mRNA 
Homo sapiens chemokine (C-C motif) receptor 9 (CCR9), transcript variant B, 
mRNA r ' 


NM_031200 

i 


Homo sapiens chemokine (C-C motif) receptor 9 (CCR9), transcript variant A, 


NMJ)31409 3 
l 


Komo sapiens chemokine (C-C motif) receptor 6 (CCR6), transcript variant 2 
nRNA r ' 
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1 NM_004367 

NM 031371 
NM 016374 


Homo sapiens chemokine (C-C motif) receptor 6 (CCR6), transcript variant 1 
mRNA ' 

- Homo sapiens RBPl-like protein (BCAA), transcript variant 2, mRNA 


NM 004281 

XNM_UJzU4o 

NM 032046 


Homo sapiens RBPl-hke protem (BCAA), transcript variant 1 mRNA 
Homo sapiens BCL2-associated athanogene 3 (BAG3), mRNA 
Homo sapiens extracellular glycoprotein EMILIN-2 precursor (EMILIN-2) 
mRNA Ji 

Homo sapiens mosaic serine protease (MSP), mRNA 


NM_032045 
NM_032044 


Homo sapiens knngle-containinp tran <?mpmiiranp nr-rdmr** w^^i^ „^ jj 

~ *"6 iw wunuimig u tuiaiiicixiDrane proxem, Knngie-couing gene 

marking the eye and the nose (KREMEN), mRNA " ~ ° 
Homo sapiens regenerating gene type IV (REG-IV), mRNA 


[NM 032041 
NM.032039 

NM 032038 


Homo sapiens neurocalcin delta (NCALD) mRNA 

Homo sapiens hypothetical protein DKFZp761D021 1 (DKFZP761D021 1) 

mRNA " 

Homo sapiens spmster-hke protein (LOC83985), mRNA 


NM_032020 
NM_ 032016 


Homo sapiens hypothetical protem MGC13 14 similar to fucosidase alpha-L- 1 
tissue (MGC13 14), mRNA ' 


NMJ)00323 


Homo sapiens hypothetical protein MGC3251 (MGC3251), mRNA 

Homo sapiens ret proto-oncogene (multiple endocrine neoplasia and medullary 

thyroid carcinoma 1, Hirschsprung disease) (RET), transcript variant 1. mRNA 


NM_020975 


iiomo sapiens ret proto-oncogene (multiple endocrine neoplasia and medullary 
thyroid carcinoma 1, Hirschsprung disease) (RET), transcript variant 2, mRNA 


NM 020630 


Jtlomo sapiens ret Droto-on co pen p rTr>iilHni<a ^ri/^rti^rio j j ™ 

r ^ 4 uw-ui^ugcuc ^mmupie enaocrme neoplasia and medullary 

thyroid carcinoma 1, Hirschsprung disease) (RET), transcript variant 4, mRNA 


NM 020629 


Homo sapiens ret proto-oncogene (multiple endocrine neoplasia and medullary 
thyroid carcinoma 1, Hirschsprung disease) (BED, transcript variant 3, mRNA 


NM_016817 
NM 006187 


Homo sapiens 2'-5'-ohgoadenylate synthetase 2 (69-71 kD) (OAS2), transcript 
variant 1, mRNA ' H 

Homo sapiens 2'-5'-ohgoadenylate synthetase 3 (100 kD) (OAS3) mRNA 


NMJ)02535 


Homo SaOlCns 2'-5'-oli(yfiflf?pnv1ntA cim+1"i*»+oo<» O //CO ni i*r~\\ tr\ a c%f\\ , 

Aviixv/ oa^jtua uiigoduenyiaie syninetase l (69-71 kD) (OAS2). transcript 
variant 2, mRNA v 


NMJ)02342 


Homo sapiens lymphotoxin beta receptor (TNFR superfamily, member 3) 
(LTBR), mRNA } 


NMJ)02136 
NM 001885 


Homo sapiens heterogeneous nuclear ribonucleoprotein Al (HNRPA1) 
transcript variant 1 , mRNA 


NMJH5139 


Homo sapiens crystallm, alpha B (CRYAB), mRNA 

Homo sapiens UDP-glucuromc acid/UDP-N-acetylgalactosamine dual 

transporter (UGTREL7), mRNA 


NM_024333 

NM_0 17947 
NM 017934 
NM_0 16492 
NM 014185 
NMJH1965 
NM 031952 
NM 031950 
NM 031949 ] 
NM_031945 J 
NM 031943 ] 
NM 031942 ] 
NM 031941 1 


Homo sapiens fibronectm type 3 and SPRY domain-containing protein (FSD1) 
mRNA v " 

Homo sapiens molybdenum cofactor sulfurase (HMCS), mRNA 

Homo sapiens pleckstrin homology domain interacting protein (THIP) mRNA 

Homo sapiens homolog of yeast MOG1 (MOG1), mRNA 

Homo sapiens homolog of yeast MOG1 (MOG1), mRNA 

Homo sapiens haspin CGSG2), mRNA 

Homo sapiens NYD-SP16 protein (NYD-SP16), mRNA 

Homo sapiens Ksr»^7 nmtpin nc<zx>n\ t>vdxta — — * 

Homo sapiens NYD-TSPG protein (NYD-TSPG), mRNA 

Homo sapiens oculospanin (OCSP), mRNA 

Homo sapiens IFP38 OFP3 8), mRNA 

Homo sapiens c-Myc target JPOl (JPOl), mRNA 

lomo sapiens AIE-75 binding protein protein (MCC2), mRNA 
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NM 031938 



Homo sapien s putative b,b-carotene-9M0'-dioxygenase (B-DIOX-II\ mRNA 



NM 031937 



NMJ)31921 
NM 031915 



Homo sapiens EBP50-PDZ interactor of 64 kD (EPI64), mRNA 



Homo sapiens AAA-ATPase TOB3 (TOB3), mRNA 



NM 031911 



Homo sapiens CLLL8 protein (CLLD8), mRNA 
Homo sapiens complement-clq tumor necrosis factor 
mRNA 



-related protein 7 (CTRP7), 



NM 031910 



Homo sapiens complement-clq tumor necrosis factor-related protein 6 (CTRP6) 
mRNA 



NM 031909 



NM 031904 



NM 031903 



NM 031900 



NM 031897 



Homo sapiens complement-clq tumor necrosis factor-related protein 4 (CTRP4) 
mRNA " 



Homo sapiens hypothetical protein FKSG44 (FKSG44), mRNA 



Homo sapiens mitochondrial ribosomal protein L32 (MRPL32), mRNA 



Homo sapie ns alanine-glyoxylate aminotransferase 2 (AGXT2)! mRNA 



Homo sapiens calcium channel, voltage-dependent, gamma subunit 6 
(CACNG6), mRNA 



NM 031896 



NM 031939 



Homo sapiens calcium channel, voltage-dependent, gamma subunit 7 
(CACNG7), mRNA 



NM 031886 



Homo sapiens B29 protein (B29), mRNA 



NM 020992 



Homo sapiens potassium voltage-gated channel, shaker-related subfamily 
member 7 (KCNA7), mRNA 



Homo sapiens PDZ and LIM domain 1 (elfin) (PDLIM1), mRNA 



NM 031407 



NM 030582 



NM 020390 



NM 018980 
NM 018417 



NM 016945 



NM 004775 



Homo sapien s upstream regulatory element binding protein 1 (U REB 1 V mRNA 

MntMft Pirii cm n nn 1lA/»». i VT JI f l 1 1 Z . . — ■ 



■ ■■« - o r""""* * V 

Homo sapiens collagen, type XVm, alpha 1 (COL 18 AO, mRNA 



Homo sapiens eukaryotic translation initiation factor 5A2 (E1F5 A2), mRNA 



Homo sapie ns taste receptor, type 2, member 5 (TAS2R5), mRNA 



Homo sapiens soluble adenylyl cyclase (SAC), mRNA 



Homo sapien s taste receptor, type 2 t member 16 (TAS2R16) , mRNA 

U/Vmsx nA-n.ia-Mn TTTM"» /"l_L1_ /-II -v t i ~t ' Z 1 Z " ^ ' — 



Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
6 (B4GALT6), mRNA 



NM 003778 



NM 003779 



Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
4 (B4GALT4), mRNA r i 



Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
3 (B4GALT3), mRNA ' A i 



NM 001296 



NM 001497 



Homo sapiens chemokine binding protein 2 (CCBP2), mRNA 



™°JT en x U^-^etaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
1 (B4GALT1), mRNA 



NM_0 14451 
NM 031265 



Homo sapie ns PTH-responsive osteosarcoma Bl protein (Bl\ mRNA 



NM 031264 



Homo sapiens mucin and cadherin-like (MUCDHL), transcript variant 4, mRNA 



NM 017717 



NM 021924 



Homo sapiens mucin and cadh erin-like (MUCDHL), transcript variant 3,' mRNA" 
Homo sapiens mucin and cadh erin-like (MUCDHL), transcript va riant 2. mKNA" 



NM_019855 
NM 016367 



Homo sapiens mucin and cadh erin-like (MUCDHL), transcript varia nt 1,' mRNA 



Homo sapiens calcium binding protein 5 (CABP5), mRNA 



Homo sapiens calcium binding protein 3 (CABP3), mRNA 



NM 031204 



NM 005201 



Homo sapiens calcium binding protein 2 (CABP2), transcript variant 2, mRNA 



NM 000786 



Homo sapiens chemokine (C-C motif) receptor 8 (CCR8), mRNA 



Homo sapiens cytochrome P450, 51 (lanosterol 14-alpha-demethylase) (CYP51) 
mRNA " 



NM 030908 



Homo sapiens olfactory receptor, family 2, subfamily A, member 4 (OR2A4) 
mRNA Jy 



NMJ)01QQ9 
NM 001032 



Homo sapiens ribosomal protein S5 (RPS5), mRNA 



Homo sapiens ribosomal protein S29 (RPS29), mRNA_ 



NM 001014 



Homo sapiens ribosomal protein S1Q (RPS10), mRNA 
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NM 000991 


Homo sapiens ribosomal protein L28 (RPL28), mRNA 


NMJ)00782 


Homo sapiens cytochrome P450, subfamily XXIV (vitamin D 24-hydroxylase) 
(CYP24), mitochondrial protein encoded by nuclear gene, mRNA 


NMJ)31226 


Homo sapiens cytochrome P450, subfamily XDC (aromatization of androgens) 
(CYP1 9), transcript variant 2, mRNA 


NMJ)00103 


Homo sapiens cytochrome P450, subfamily XDC (aromatization of androgens) 
(CYP19), transcript variant 1, mRNA 


NM_000498 


Homo sapiens cytochrome P450, subfamily XIB (steroid 1 1-beta-hydroxylase), 
polypeptide 2 (CYP1 1B2), mitochondrial protein encoded by nuclear gene, 
mRNA 


NM_000102 


Homo sapiens cytochrome P450, subfamily XVII (steroid 17-alpha- 
hydroxylase), adrenal hyperplasia (CYP17), mRNA 


NM_000497 


Homo sapiens cytochrome P450, subfamily XIB (steroid 1 1-beta-hydroxylase), 
polypeptide 1 (CYP1 1B1), mitochondrial protein encoded by nuclear gene, 
mRNA 


NMJH7460 


Homo sapiens cytochrome P450, subfamily mA (niphedipine oxidase), 
polypeptide 4 (CYP3A4), mRNA 


NM 018482 


Homo sapiens development and differentiation enhancing factor 1 (DDEF1) 
mRNA 


NM 016366 


Homo sapiens calcium bmding protein 2 (CABP2), transcript variant 1, mRNA 


NM 007255 


Homo sapiens xylosylprotein betal,4-galactosyltransferase, polypeptide 7 
(galactosyltransferase I) (B4GALT7), mRNA 


NMJ)06668 


Homo sapiens cytochrome P450, subfamily 46 (cholesterol 24-hydroxylase) 
(CYP46),mRNA 


NM_000781 


Homo sapiens cytochrome P450, subfamily XIA (cholesterol side chain 
cleavage) (CYP1 1 A), nuclear gene encoding mitochondrial protein, mRNA 


NM 000579 


Homo sapiens chemokine (C-C motif) receptor 5 (CCR5), mRNA 


NM_001295 


Homo sapiens chemokine (C-C motif) receptor 1 (CCR1), mRNA 


NMJ)31492 


Homo sapiens hypothetical protein similar to RNA-binding protein lark 
(MGC10871), mRNA 


NM 031488 


Homo sapiens hypothetical protein DKFZp76 111 41 (DKFZP76 11141), mRNA 


NMJ)31469 


Homo sapiens SH3 domain binding glutamic acid-rich protein like 2 
(SH3BGRL2), mRNA 


NM 031468 


Homo sapiens calneuron 1 (CALN1), mRNA 


NM_031462 


Homo sapiens hypothetical protein DKFZp761H2024 (DKFZP761H2024), 
mRNA 


NM 031458 


Homo sapiens B aggressive lymphoma gene (BAL), mRNA 


NM 031445 


Homo sapiens hypothetical protein MGC4268 (MGC4268), mRNA 


NM 031440 


Homo sapiens transmembrane protein 7 (TMEM7), mRNA 


NM 031429 


Homo sapiens retbindin (RTBDN), mRNA 


NM 031427 


Homo sapiens hypothetical protein MGC 12435 (MGC 12435), mRNA 


NM 031426 


Homo sapiens hypothetical protein FLJ12783 (FLJ12783), mRNA 


NM 031422 


Homo sapiens GalNAc-4-sulfotransferase 2 (GALNAC4ST-2), mRNA 


NM_031415 


Homo sapiens melanoma-derived leucine zipper, extra-nuclear factor (MLZE) 
mRNA 


NMJ)31413 


Homo sapiens cat eye syndrome chromosome region, candidate 2 (CECR2), 
mRNA 


NMJ322719 


Homo sapiens DiGeorge syndrome critical region gene DGSI; likely ortholog of 
mouse expressed sequence 2 embryonic lethal (DGSI), mRNA 


NM_000669 


Homo sapiens alcohol dehydrogenase 1C (class I), gamma polypeptide 
(ADH1C), mRNA 


NM 000667 


Homo sapiens alcohol dehydrogenase 1 A (class I), alpha polypeptide (ADH1A), 
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mRNA 


NMJ)18833 


Homo sapiens transporter 2, ATP-binding cassette, sub-family B (MDR/TAP) 
(TAP2), transcript variant 2, mRNA 


NMJ)00544 


Homo sapiens transporter 2, ATP-binding cassette, sub-family B (MDR/TAP) 
(TAP2), transcript variant 1 , mRNA 


NM 000593 


Homo sapiens transporter 1, ATP-binding cassette, sub-family B (MDR/TAP) 
(TAP1), mRNA 


NM 004678 


Homo sapiens variable charge, Y chromosome, 2 (VCY2), mRNA 


NM_0 12392 


Homo sapiens PEF protein with a long N-terminal hydrophobic domain (peflin) 
(PEF), mRNA 


NM 031308 


Homo sapiens epiplakin 1 (EPPK1), mRNA 


NM 031299 


Homo sapiens hypothetical protein MGC2577 (MGC2577), mRNA 


NM 012480 


Homo sapiens zinc finger protein 73 (Cosl2) (ZNF73), mRNA 


NM 030881 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 17 (72kD) 
(DDX17), transcript variant 2, mRNA 


NM_006386 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 17 (72kD) 
(DDX1 7), transcript variant 1, mRNA 


NM 003587 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 16 (DDX16), 
mRNA 


NM 000478 


Homo sapiens alkaline phosphatase, liver/bone/kidney (ALPL), mRNA 


NM_004820 


Homo sapiens cytochrome P450, subfamily VHB (oxysterol 7 alpha- 
hydroxylase), polypeptide 1 (CYP7B1), mRNA 


NMJ)00780 


Homo sapiens cytochrome P450, subfamily VIIA (cholesterol 7 alpha- 
monooxygenase), polypeptide 1 (CYP7A1), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_016166 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box binding protein 1 
(DDXBP1), mRNA 


NM_0 16373 


Homo sapiens WW domain-containing oxidoreductase (WWOX), mRNA 


NM 024164 


Homo sapiens tryptase beta 2 (TPSB2), mRNA 


NM 003294 


Homo sapiens tryptase beta 1 (TPSB1), mRNA 


NMJ)31310 


Homo sapiens fenestrated-endothelial linked structure protein; PV-1 protein 
(PVl),mRNA 


NM 031302 


Homo sapiens gycosyltransferase (LOC83468), mRNA 


NM 031300 


Homo sapiens hypothetical protein MGC2383 (MGC2383), mRNA 


NM 031297 


Homo sapiens hypothetical protein DKFZp761H1710 (DKFZP761H1710), 
mRNA 


NM_031287 


Homo sapiens hypothetical protein MGC3133 (MGC3133), mRNA 


NM 031286 


Homo sapiens SH3BGRL3-like protein (SH3BGRL3), mRNA 


NM 031285 


Homo sapiens hypothetical protein PP1057 (PP1057), mRNA j 


NMJ)31279 


Homo sapiens alanine-glyoxylate aminotransferase 2-like 1 (AGXT2L1), mRNA 


NM_030970 


Homo sapiens hypothetical protein MGC3771 (MGC3771), mRNA 


NM 014357 


Homo sapiens skin-specific protein (XP5), mRNA 


NM 030590 


Homo sapiens matrilin 4 (MATN4), transcript variant 2, mRNA 


NM 031246 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 2 (PSG2), mRNA 


NM_017422 


Homo sapiens calmodulin-like skin protein (CLSP), mRNA 


NMJ)05956 


Homo sapiens methylenetetrahydrofolate dehydrogenase (NADP+ dependent), 
methenyltetrahydrofolate cyclohydrolase, formyltetrahydrofolate synthetase 
(MTHFD1), mRNA 


NM 005906 


Homo sapiens male germ cell-associated kinase (MAK), mRNA 


NM 006389 


Homo sapiens oxygen regulated protein (150kD) (ORP150), mRNA 


NM 004803 


Homo sapiens organic cationic transporter-like 4 (ORCTL4), mRNA 


NM 030984 


Homo sapiens thromboxane A synthase 1 (platelet, cytochrome P450, subfamily 
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V) (TBXAS1), transcript variant TXS-E, mRNA 


NMJ)01061 

• 


Homo sapiens thromboxane A synthase 1 (platelet, cytochrome P450, subfamily 
V) (TBXAS 1), transcript variant TXS-I, mRNA 


NMJ)00773 


Homo sapiens cytochrome P450, subfamily IDE (ethanol-inducible) CCYP2E) 
mRNA 


NM 030592 


Homo sapiens matrilin 4 (MATN4), transcript variant 3, mRNA 


NM 003833 


Homo sapiens matrilin 4 (MATN4), transcript variant 1, mRNA 


NM 005355 


Homo sapiens kinesin-like 3 (KNSL3), transcript variant 2, mRNA 


NM 030615 


Homo sapiens kinesin-like 3 (KNSL3), transcript variant 1, mRNA 


NM 004523 


Homo sapiens kinesin-like 1 (KNSL1), mRNA 


NMJ)05000 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 5 
(13kD, B13) (NDUFA5), nuclear gene encoding mitochondrial protein, mRNA 


NM_004541 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 1 
(7.5kD, MWFE) (NDUFA1), nuclear gene encoding mitochondrial protein, 
mRNA 


NM_000771 


Homo sapiens cytochrome P450, subfamily IIC (mephenytoin 4-hydroxylase) 
polypeptide 9 (CYP2C9), mRNA 


NM 000772 


Homo sapiens cytochrome P450, subfamily EC (mephenytoin 4-hydroxylase), 
polypeptide 1 8 (CYP2C18), mRNA 


NMJ) 17778 


Homo sapiens Wolf-Hirschhorn syndrome candidate l-like 1 (WHSC1L1), 
transcript variant short, mRNA 


NM_023034 


Homo sapiens Wolf-Hirschhorn syndrome candidate l-like 1 (WHSC1L1), 
transcript variant long, mRNA 


NM_000766 


Homo sapiens cytochrome P450, subfamily IIA (phenobarbital-inducible), 
polypeptide 13 (CYP2A13), mRNA 


NM 006646 


Homo sapiens WAS protein family, member 3 (WASF3), mRNA 


NM 018560 


Homo sapiens WW domain-containing oxidoreductase (WWOX) mRNA 


NM014110 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 8 (PPP1R8) 
mRNA 


NMJ)04109 


Homo sapiens ferredoxin 1 (FDX1), nuclear gene encoding mitochondrial 
protein, mRNA \ ; < 


NM 030671 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 5, mRNA 


NM_030670 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 6, mRNA 


NM 030669 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 3, mRNA 


NMJB0668 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 4, niRNA 


NM 030667 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 1, mRNA 


NM_002848 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 2, mRNA 


NM 021979 


Homo sapiens heat shock 70kD protein 2 (HSPA2), mRNA 


NM_024005 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 (DDX3), 
transcript variant 1, mRNA 


NM_001356 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 (DDX3), 
transcript variant 2, mRNA 


NMJ)20216 


Homo sapiens arginyl aminopeptidase (aminopeptidase B) (RNPEP), mRNA 


NM 006990 


Homo sapiens WAS protein family, member 2 (WASF2), mRNA 


NM 012467 


Homo sapiens tryptase gamma 1 (TPSG1), mRNA 


NM 007317 1 


Homo sapiens kinesin-like 4 (KNSL4), mRNA 



389 



WO 03/074654 



PCT/US03/05028 



NM 004256 


Homo sapiens organic cationic transporter-like 3 (ORCTL3), mRNA 


NMJ)00774 


Homo sapiens cytochrome P450, subfamily IIF, polypeptide 1 (CYP2F1), 
mRNA ' 


NM_000769 


Homo sapiens cytochrome P450, subfamily IIC (mephenytoin 4-hydroxylase), 
polypeptide 19 (CYP2C19), mRNA 


NM 031220 


Homo sapiens PYK2 N-terminal domain-interacting receptor 1 (NIR1), mRNA 


NM 031212 


Homo sapiens hypothetical protein NPD016 (NPD016), mRNA 


NM 031211 


Homo sapiens LAT1-3TM protein (LAT1-3TM), mRNA 


NM 031209 


Homo sapiens tRNA-guanine transglycosylase (TGT), mRNA 


NM 031206 


Homo sapiens hypothetical protein FLJ12525 (FU12525), mRNA 


NM 006904 


Homo sapiens protein kinase, DNA-activated, catalytic polypeptide (PRKDC), 
mRNA 


NM 030963 


Homo saoiens hvoothetical Drotein DKFZo43401427 flDKFZP43401427") 
mRNA 


NM 030931 


Homo saniens enididvmal secretorv nrotein FSP13 1 fFSP13 2\ mRNA 


NM 030905 


Tlomo saniens olfactorv renentor familv 0 snhfamilv T member 1 fOR2T'?^ 

xxkjxhkj oaLfi^iio uiiciviuij' ivv/V^Jivsi, xaxxxxxy £*y o\au xcxi ixi x y jj niviiii/vi .l* \\sx\x*j£*jy 

mRNA 


NM 030903 

lTlVl. V/JV7VJ 


PTomo saniens ol fan torv re eentor familv 0 snhfamilv member 1 fOR2W1^ 

Li\Jikk\j ouuiuio uiitiv v\jx y l^uwjL/iwij xcLxxiixy x., oviu xaxxxxxy yv , xxi\^xxxl/^x x yvyivz. rv x i, 

mRNA 


NM_0 12377 


Homo sapiens olfactory receptor, family 7, subfamily C, member 2 (OR7C2), 
mRNA 


NM 030981 


Homo sapiens small GTP-binding protein (RAB1B), mRNA 


NM 030974 


Homo sapiens hypothetical protein DKFZp434N1923 (DKFZP434N1923), 
mRNA 


NM 030973 


TTnmn sanipns hvnntheriral nrotein TPRAP07SR nT v RAP07SR , > mRNA 


NM 030968 


MArnn carvipnc f"* Tvrrvtpin pminlpH rpppntnr iTitprap finer "nrntpin rnninl pfnptit-f» 1 n 

XJ.CI1J.1U oalylvllo vJ ^IV/lVlll vUUpiW ICVs&JJLAJl lllllrl alsllllg IJlUlwll, UCUllJlQlll&llt**vy 1 L£ 

tumor necrosis factor-related ^ZSIG-37^ mRNA 


NM 030945 


Homo saniens comnlement-cla tiimor necrosis factor-related nrotein* lilcelv 

llvllJV O UUlVl XiJ \S\JXXXIJ XKsXXX\sXl\. v 1 U lUlilUl UvVtUuU l*slC*l-V»J- L/l W IvUlj 1 1 Av 1 Jr 

ortholog of mouse CORS26 (collagenous repeat-containing sequence of 26-kDa 
protein) (CTRP3), mRNA 


NM 030936 


Homo sapiens hypothetical protein DKPZp434C135 (DKFZP434C135j), mRNA 


NM 030935 


Homo sapiens TSC-22-like (THG-1), mRNA 


NM 030926 


Homo sapiens integral membrane protein 3 (TTM3), mRNA 


NM 030893 


Homo saniens CD IE antigen e Dolvoentide fCDlE^ mRNA 


NM 014067 


Homo sapiens LRP16 protein (LRP16), mRNA 


NM 030661 


Homo sapiens homeo box A3 (HOXA3), mRNA 


NM 030879 


Homo saDiens Small evolutionarilv conserved RNA resembling C/D box small 
nucleolar (X102), mRNA 


NMJH2373 


Homo sapiens olfactory receptor, family 3, subfamily A, member 3 (OR3A3), 
mRNA 


NM 015072 


Homo sapiens KIAA0998 protein (KIAA0998), mRNA 


NMJ)30882 


Homo sapiens apo lipoprotein L, 2 (AP OL2), mRNA 


NM 002623 


Homo sapiens prefoldin 4 (PFDN4), mRNA 


NM 022167 


Homo sapiens xylosyltransferase II (XT2), mRNA 


NM 017506 

1 1 1VJL V ± 1 *J\J\J 


Homo saniens olfaetorv reeentor familv 7 snhfamilv C. member 1 (OR7Cl^ 

mRNA 


NM 003372 


Homo sapiens von Hippel-Lindau binding protein 1 (VBP1), mRNA 


NM 016097 


Homo sapiens HSPC039 protein (HSPC039), mRNA 


NM 014646 


Homo sapiens lipin 2 (LPIN2), mRNA 


NMJ)05880 


Homo sapiens DnaJ (Hsp40) homolog, subfamily A, member 2 (DNAJA2), 
mRNA 


NM 006755 


Homo sapiens transaldolase 1 (TALDOl), mRNA 
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NM 005137 


Homo sapiens DiGeorge syndrome critical region gene 2(DGCR2), mRNA 


NM 000022 


Homo sapiens adenosine deaminase (ADA), mRNA 


NM 003215 


Homo sapiens tec protein tyrosine kinase (TEC), mRNA 


NM 018425 


Homo sapiens phosphatidylinositol 4-kinase type n (PI4KII), mRNA 


NM 025238 


Homo sapiens BTB (POZ) domain containing 1 (BTBD1), mRNA 


NM 004248 


Homo sapiens G protein-coupled receptor 10 (GPR10), mRNA 


NM .00 1642 


Homo sapiens amyloid beta (A4) precursor-like protein 2 (APLP2), mRNA 


NM 0^0821 


Homo sapiens group X1T secreted phospholipase A2 (PLA2G12), mRNA 


NM 030820 


Homo sapiens hypothetical protein DKFZp564B052 (DKFZp564B052), mRNA 


rNlVI__v O v 0 1 o 


Homo saniens hvnothetical nrotein DKFZo566D1346 (DKFZP566D1346), 
mRNA 


NM 030R07 


Homo saniens glucose transDorter nrotein 10 fGLUTlOV mRNA 


NM 030798 

J.N1VX UJv / 70 


Homo saniens hvoothetical nrotein DKFZo434D0421 (DKFZP434D0421), 
mRNA 


NM_030797 


Homo sapiens hypothetical protein DKPZp566A1524 (DKFZP566A1524), 
mRNA 


NM 030788 


Homo sapiens DC-specific transmembrane protein (LOC81501), mRNA 


NM 030787 


Homo sapiens factor H-related protein 5 (FHR5), mRNA 


NM 030786 


Homo sapiens intermediate filament protein syncoilin (SYNCOILIN), mRNA 


NM 030785 


Homo sapiens ortholog of mouse radial spokehead-like 1 (RSHL1), mRNA 


NM 030784 


Homo sapiens brain expressed G-protein-coupled receptor PSP24 beta 
(PSP24B) mRNA 


NM 030783 


Homo saniens nhosnhatidvlserine svnthase 2 fPTDSS2). mRNA 


TsjM 030779 


Homo saniens Eae-related eene member 2 (ERG2), mRNA 


NMJ)30774 


Homo sapiens prostate specific G-protein coupled receptor (PSGR), mRNA 


NM 030777 


Hnmn saniens rnnnexin fOJAlO^ mRNA 


NM 030764 


Homo saniens SH2 domain-containine nhosnhatase anchor nrotein 1 (SPAP1), 
mRNA 


NM 030763 


Unmn saniens nucleosnmal hindinff nrotein 1 fNSBPIV mRNA 


NM 0307S7 


TTnmo ^aniens ma Irnrin rinD* fin per nrotein 4 fMJCRN4^ mRNA 

XxUlllv/ oo.|w/ldlo lliaivui ill, ling JLUlgvi ^/ivsivui} > ^xtj_l>j.>j. ^ny, iiuu ii i 


NM 071813 


Unmn en mens "RTR and PMC hnmoloev 1 basic leucine zinner trans crintion 
factor 2 (BACH2), mRNA 


NM 090819 


TTnmo ^aniens KTAA141 1 nrotein fKIAA14in mRNA 


NA/f 0307S1 


"Homo saniens transprinrion fafitnr R Trenresses interleukin 2 exnression'i (TCF8V 

mRNA 


NM 030754 


Homo saniens serum amvloid A2 TSAA2^ mRNA 


NM_030752 


Homo sapiens t-complex 1 (TCP1), mRNA 


NM 0307S6 


Homo saniens rransrrintiori factor 7-Hke 2 fT-cell snecific HMG-box) 
(TCF7L2), mRNA 


NM 006010 


Homo saniens arpinine-rich mutated in earlv stace tumors TARMET). mRNA 


NM_001182 


Homo sapiens aldehyde dehydrogenase 7 family, member Al (ALDH7A1), 


NM_000382 


Homo sapiens aldehyde dehydrogenase 3 family, member A2 (ALDH3A2), 

IILCviNAV 


NM 003486 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 5 (SLC7A5), mRNA 


NM_000694 


Homo sapiens aldehyde dehydrogenase 3 family, member Bl (ALDH3B1), 
mRNA 


NMJ)00693 


Homo sapiens aldehyde dehydrogenase 1 family, member A3 (ALDH1 A3), 
mRNA 


NM 030381 


Homo sapiens GLI-Kruppel family member GLI2 (GLI2), transcript variant 3, 
mRNA 
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NM.030380 


Homo sapiens GLI-Kruppel family member GLI2 (GLI2), transcript variant 2, 
mRNA 


NM 03017Q 


jnUlllU oapXvXlo vJJLil~JVl UjJpCl lalllliy IIlCIIiuCI VJlvlZ, ^vJ1j1x< U allot' lip I Vaiiani 1, 

mRNA 


NM 050166 


juLumu sapiens iiicuiyiuiutuiiuyi-\^ucii£yiiic /v valuUAYlasc i ^aipilaj ^xVLv^/Vsl ^, 

mRNA ^ ^ 


NM_005270 


Homo sapiens GLI-Kruppel family member GLI2 (GLI2), transcript variant 4, 
mRNA 


NM 002381 

X " XT A \J\J £*mJ \i 1 


Homo ^anien^ matrilm 1 rMATNl^ TrrppiTr^rvr ml?NA 


NM 0^0583 

INxVx vJVJUJ 


TTntrirt Qfinipnc TnafTtlin 9 fM^TM9^ rvrpfirrcrvr trnncprnTit variant 9 mPMA 
xauiajaj oajjic-iio iiiauiiiii ^ivirviiN^ pi cv> ul oui , Ualiovlipi Vol lain x., II IXVIN/A. 


NM 002380 


Homo sapiens matrilin 2 (MATN2) precursor, transcript variant 1, mRNA 


MM 0ft917Q 


tiomo sapiens mainiin i, camiage matrix protein ^iviAiiN 1 j, mKJNA 


NM 000168 


xiomo sapiens oi-ri-isjuppei iamny memoer vxli3 ^oreig cepnaiopoiysynaactyiy 

cvrtHrnmp^ fCwf Tl^ mRMA 
syuuiuiiicj y\jL*iij)y iiwus/x 


NM 001469 


nuillU Sapiens uyilClIl, aAUUCillal, llgllt liltCllllCUlatC poiypcpilue \r Zo /, rnivLN A 


NM 017493 


Homo sapiens Hin-1 (HSHIN1), mRNA 


NM OOS60? 


ixuixiu sapiens v>iauuin 1 1 ^oiigoucntuocyie transmeniDrdne protein/ ^v^l,ijjn 1 1 ), 
mRNA 


NM 001195 


Homo sapiens beaded filament structural protein 1, filensin (BFSP1), mRNA 


NM 004087 

INxYl / 


T-J nm r*% conionc T IN A nnn potidoaatiI /toll onf i /ran IiIta y^Amoin r< 1 / T TA 1 \ »wD\T A 

xiuiiiu sapiens iviivi anti senescent cen anugen-ince aomains i \^JLivXo l ) s iiikjn A 


NM 000412 


Homo sapiens histidine-rich glycoprotein (HRG), mRNA 


"MM CiOAAQA 
IN xVl_UZ4*r 7^ 


Homo sapiens wingless-type MMTV integration site family, member 2B 

AX/MrO!^ francr>rtr\t irario-nt "\a7XTT' 9T19 ml? MA 

^ win lad j 9 transcnpi variant win i -zrjz, miviNA 


NM_004993 


Homo sapiens Machado- Joseph disease (spinocerebellar ataxia 3, 
oiivopontocereoeiiar ataxia 3, autosomal oominant, ataxm j) ^mjjjj, transcript 
variant 1, mRNA 


MM 004185 
1NxV1_UU** 1 oJ 


Homo sapiens wingless-type MMTV integration site family, member 2B 
(WNT2B), transcript variant WNT-2B 1 , mRNA 


MM AO A A 1 C 
INIYI UZ*Ht i D 


Homo sapiens VASA protein (V ASA), transcript variant 2, mRNA j 


NMJHW398 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 10 (RNA 
helicase) (DDX10), mRNA 


JNM_004oy/ 


TY _ ? T°"\Tj A T*\ /XT / A — /— '1.. A 1 — A — /TT' _\ 1^ 1_ - » jt fr\ "V T a 

Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 6 (RNA 
helicase, 54kD) (DDX6), mRNA 


NM_004396 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 5 (RNA 
nelicase, ookd; (DDA5), mRNA 


NM_030588 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 9 (RNA 
helicase A, nuclear DNA helicase II; leukophysin) (DDX9), transcript variant 2, 

ml? XT A 


mm nnn^7 


riomo sapiens us^j\iji ri ^Asp-oiu-Aia-Asp/JtiiSj dox polypeptide y (KiNA 
helicase A, nuclear DNA helicase IT; leukophysin) (DDX9), transcript variant 1, 
mRNA 


mm nn/iA^n 


Homo sapiens DiiAD/ri (Asp-\jrlu-Ala-Asp/rlisj box polypeptide, Y 
cnromosome ^i/jd i j, nitviN a 


NM 019039 


Homo sapiens VASA protein (VASA), transcript variant 1, mRNA 


INlVl UIZ30Z 


Homo sapiens osmosis responsive factor (OSRF), mRNA 


MM 000187 


TTrnnr* cunipnc QPllntf* porripr family/ 9^ ^QTTitfirip/sir % '\7lpJll*nitiY»p ffon c1rAr>o o<=»^ 

nuiiio octpicno ouiutc varxicr idiniiy ^3 ^vdiiiiiiiic/at'yivaiiiiLiiic Uansiocasej, 
member 20 (SLC25A20), mitochondrial protein encoded by nuclear gene, 
mRNA 


NM 007240 


Homo sapiens dual specificity phosphatase 12 (DUSP12), mRNA 


NMJ)04940 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 7 (RNA 
helicase, 52kD) (DDX7), mRNA 


NM 004939 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 1 (DDX1), 
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mRNA 


NM 013366 

1.YX VlJJ \J\J 


rToTrin cofii pn c afi^rtnJic^'-.TiTrnnrifi'nor fnmnlpY ciihiiTii+ 9 ( A Pf"^9^ m1?\TA 
XAWlllV/ oaJJlt/HO ailapiladv fJlUIllULlIlg wUilipiCA oUUUiilL ^AT v>z^, lllXvLN f\ 


NM 003791 


AAv/iiiU oaiyiwiio mcuim CUICUUIUIU Uaii&wipuvJii laULUl JJILUCabC, MLC 1 11VXJ3 1 Jrol ), 

mRNA 


NM 002251 


Homo saniens notassium voltaoe-pated channpl dplavprf-rpptffipr QiihfVimilv S 
member 1 fKCNSH mRNA 


NM 006903 


Homo sapiens inorganic pyrophosphatase (SED6-306), mRNA 


NM 020956 


HoTYin <*aiYifMT3 Tvrifl"vin ftCTA A 1 690^ mPMA 

11U1UU oaplt'lla JJVllaAlii. ^Ja^LTVXA. 1 \JZi\JJ) LlLLSAv l\ 


NM 01543S 


TTrvmn C^mpnc Hmililf* Tin cr- fin trpr r\rntf»in T^mrfin /Tlf^T? TTTNTi ml?MA 
XIUIAIVJ oaJJlCIlo UUUU1C lllJg-llllgCI piUlClll, xJKji 1111 ^JL'WXvPJJ.N ^, IIlIviNA 


NM 014338 


Homo sapiens phosphatidylserine decarboxylase (PISD), mRNA 


NM 091QS4 

1N1Y1 1 ^J*t 


nomo sapiens gap junction protein, aipna j, hoku ^connexin ho) [yjJAo ) y mKJN A 


NM 09^068 


nomu sapiens siaiodunesm ^oin j t mivLN/\. 


\fM 099891 

IN 1V1 UZZ 0 Z 1 


riomo sapiens eionganon oi very long cnam iaxry acias ^riiiNi/iiioz, oUK4/iiioj, 
veastVlike 1 fELOVT H mRNA 


NM 021196 


Ai-wiiiw oapiuiio liiciuapiupji uvalw oUilul liallolClaov ^IVLTOl^j Il.Uv!N/\ 


NM 030666 


Hnmn <3aniPTiQ QPrinp (c\t r^v^fpinp^ r»rntRin5»cf» inniKit/M* ^Iq/Ip R ^Vwa1ViiimiW\ 
oa^/ivilo OvlAiib ^UI VsjrOl&lliCJ JyiUl&lllClaw lllillUllUlj UaUC J3 \\J VaiUUIllHl K 

member WSERPINBH mRNA 


NM 024014 


Homo sanienf? hnrneo bnx A6 rHO^A6^ mRNA 


NM 030665 


Homo sapiens retinoic acid induced 1 (RAH), mRNA 


nm o^o^/v* 


xiomo sapiens miiocnonanai capsuie seienoproxein yvioo r ) } rriKJN a 


NM 030664 


Homo sapiens phosphodiesterase related (PTER), mRNA 


1N1V1 UjUOOZ 


xiomo sapiens miiogen-acnvaieu protein Kinase Kinase L (^JVLAJrzJtvz), mKJN A 




xiomo sapiens nypotnencai proiem rLJz.jj\}y \rL,j/.jD\)y), rnKiNA 


KTIV4 009 1 
INiVl Ut/Z 1 Oj 


riorno sapiens lnterieuKin j receptor, aipna ^iow ainnity^ ^iL-^KAj, rnruNA 


NM 021244 


Homo sapiens Rag D protein; hypothetical GTP-binding protein 

Dl^P7r>761 W171 n?A<TTYl ml? IMA 


NM 00S0RR 

IN iVl_\J \J J \J O O 


nuiiiu sapiens jl'ina segment on enrornosorne yv ana i ^unicjue^ i jj expressed 


NM 016090 


Homo sapiens RNA binding motif protein 7 (RBM7), mRNA 


MM 01 ^O^ 


riomo sapiens sorting nexm i j ^oiN a i D) y mKJN A 


iNlvl UIojOZ 


Homo sapiens likely ortholog of mouse LIN-7C; mammalian LIN-7 protein 3 
(LIN-7-C), mRNA 


7>JAyf 01R300 


nomo sapiens zinc ringer protein oj ^Jtirr 1 ) ^/.jNroj j, mKiNA 


INiVl \J LH / j4 


Homo sapiens phosphatidylserine synthase 1 (PTDSS1), mRNA 


MM 006140 

1N1Y1_1/UQ 1*tv 


nomo sapiens coiony stimulating iactor z receptor, aipna, low-ainnity 
^granuiocyte-macropnagey ^^orzivA^, nuviNA 


NM 004043 


xxuiiiu oapiciib otciyiocioLunin v^-mcuiyiuoiisicrasc ^aoiyii ) 7 uiivlna 


NM 002414 


nuinu oapiciib anLigcn lucnmieu oy monooiondi dniiDouies izc/, rzi ana \ji j 
rMTP9^ mRNA 


NM 00^186 


nuiiiu oapiciia inLcncuAin y recepior \jJuyx\j 9 iijj\ina 


NM 030657 


Homo sapiens lens intrinsic membrane protein 2 (19kD) (LIM2), mRNA 


>JM 014*^40 


l-T/^-rV^/N Comoro r or\«^1-i-r*/^*sr'/^+&-i-»-k T O f A *D/"%T Q\ -rw*"D*NTA 

riomo sapiens aponpoprotein jl, o \j\r\jL,o ) y mKJN a 


MM 099^66 

1N1V1 U^ZJDO 


Homo sapiens mesoderm development candidate 1 (MESDC1), mRNA 


NM 090797 


riomo sapiens zinc linger protein zyj ^Z/iNrzyj j, mKN a 


NM 019074 


nomo sapiens cer-cw ^mouse ) nomoiog {y^xzixL/** j, ttikin a 


NM 000861 


Homo sapiens histamine receptor HI (HRH1), mRNA 


NM_006273 


Homo sapiens small inducible cytokine A7 (monocyte chemotactic protein 3) 
(SCYA7), mRNA 


NM 002395 


Homo sapiens malic enzyme 1, NADP(+)-dependent, cytosolic (ME1), mRNA 


NM 024165 


Homo sapiens PHD finger protein 1 (PHF1), transcript variant 2, mRNA 


NM 002636 


Homo sapiens PHD finger protein 1 (PHF1), transcript variant 1, mRNA 


NM 001082 


Homo sapiens cytochrome P450, subfamily F/F, polypeptide 2 (CYP4F2), 
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tiVRMA 


iNivi__y V / t* J 0 


nomo sapiens cyrocnrome r^ou, suDiamijy ivr, polypeptide o ^UYr^tro), 
mRNA 


NM 000779 

I^iJLVX \J\J\J lis 


jlauihu aajjicua Luuiiiuiiic iHjUj buuiaimiy ivd, puiypepiKie 1 ^^XJTtJdI ^, 

mRNA 


NM 001514 


TTomn Rani en ffpnprnl traTisprmti rvn fjiftnr TTR ffTTF9TV\ mPMA 


NM 004127 


TTnmA ccirvipnc Ct nTAtpin rtathwai/ ciiTYrvrpceAr 1 fYTPQI'l mT?XTA 
JULUlllV/ dapldla VJ JJlLFLGlll |;olHWaj alippl Ci)i)UI 1 ^VJl Ol J 9 11 JJLVLN/A. 


NM 024423 


TTnmn Qflnipns Hpcmnrnllfn 1 m^f''^ trancfrmt variant T^cr»H-» mTJMA 


NM 001941 


Homo sapiens desmocollin 3 (DSC3),transcript variant Dsc3a, mRNA 


NM 004949 


Homo sapiens desmocollin 2 (DSC2), transcript variant Dsc2b, mRNA 


MM 094499 


Homo sapiens desmocollin 2 (DSC2), transcript variant Dsc2a, mRNA 


NM 004948 


Homo sapiens desmocollin 1 (DSC1), transcript variant Dsc lb, mRNA 


NM 024421 


Homo sapiens desmocollin 1 (DSC1), transcript variant Dsc la, mRNA 


XTT\ Jf AA1 HOI 

JNM OUlVzi 


Homo sapiens damage-specific DNA binding protein 1 (127kD) (DDB1), mRNA 


NM_000425 


Homo sapiens LI cell adhesion molecule (hydrocephalus, stenosis of aqueduct of 
Sylvius 1, MAS A (mental retardation, aphasia, shuffling gait and adducted 
thumbs) syndrome, spastic paraplegia 1) (L1CAM), transcript variant 1, mRNA 


JNM_Uz4U0i 


Homo sapiens LI cell adhesion molecule (hydrocephalus, stenosis of aqueduct of 
Sylvius 1, MAS A (mental retardation, aphasia, shuffling gait and adducted 
thumbs) syndrome, spastic paraplegia 1) (LI CAM), transcript variant 2, mRNA 


JN1V1_UU41 1U 


Homo sapiens ferredoxin reductase (FDXR), transcript variant 2, nuclear gene 
encoding mitochondrial protein, mRNA 


NM_024417 


Homo sapiens ferredoxin reductase (FDXR), transcript variant 1, nuclear gene 
encoding mitochondrial protein, mRNA 




xiomo sapiens cytochrome r4jl> isoiorm 4r 12 (CYr4r 12), mRNA 


NM_022845 


Homo sapiens core-binding factor, beta subunit (CBFB), transcript variant 1, 


XTA/f n99n/ii 

iNiVl 


Homo sapiens giant axonal neuropathy (gigaxonin) (GAN), mRNA 


NM_021187 


Homo sapiens cytochrome P450, subfamily IVF, polypeptide 1 1 (CYP4F1 1), 

■rWDXTA 
HlKiN A 


inivl uiyjyy 


Homo sapiens taste receptor, type 2, member 1 (1 AS2R1), mRNA 


NM_0 17579 


Homo sapiens deleted in malignant brain tumors 1 (DMBT1), transcript variant 

j, mtsiNA 


•Knur ni^/;7n 


xiomo sapiens sentnn/aUMU-speciric protease i (SJbJNr j), mKlNA 


MM" fi19fiQ£ 


Homo sapiens adaptor protein containing pH domain, PTB domain and leucine 
zipper mom {AJrJrJLrj, mKJNA 


MM 00S709 


nomo sapiens rtxij linger protein 2 [rxirJ.), mKJNA 


mm nnnao^ 
in ivi_uu u oyo 


Homo sapiens cytochrome P450, subfamily IVF, polypeptide 3 (leukotriene B4 
omega nyaroxyiasej ^ i trnr 3 ), mruNA 


MM 099661 

IN 1VX UZZ. U D L 


nomo sapiens or* ajnjv iamny, memoer u (or ain al ) 3 mKJNA 


NM 022573 


Homo sapiens TSPYql (TSPYQ1), mRNA 


MM 0990.80 


nomo sapiens putative Airase (rioAy^/}, mKJNA 


MM H9S998 


nomo sapiens nypotnencai protem qj4J4U14.j {UJhohU i4.i), mKJNA 


MM 09*1011 


T4nrr»r\ coniAnc VTA A 1 AH «»Atai« fVT A A 1 AO 1 \ XT A 

xiomo sapiens isjaaiuj l protein (JsJAAlUi l mKJNA 


MM 0950,97 


nomo sapiens nypotneucai protein ri-»J i*fzou ^Jri^j i42ouj, mKJNA 


NM 022102 


Homo saniens hvnothetical rirotein FT T20958 fFI T209SR^ mPMA 


NM_021724 


Homo sapiens nuclear receptor subfamily 1, group D, member 1 (NR1D1), 
mRNA 


NM 030570 


Homo sapiens hypothetical protein MGC10902 (MGC10902), mRNA 


NM 025135 


Homo sapiens hypothetical protein FLJ22297 (KIAA1695), mRNA 


NM 024317 


Homo sapiens immunoglobulin-like transcript 10 (ILT10), mRNA 


NM 021822 


Homo sapiens phorbolin-like protein MDS019 (IV1DS019), mRNA 
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NM 0 1 7509 Homo sapiens ACQ for serine protease homologue (HSRNASPH), mRNA 



1N1V1 KJVDDOj 


xiomo sapiens lympnoDiastic leuKemia oenvea sequence i \L, i jl i j, niKNA 


1N1V1 KJzAJ V / V 


xiuiiiu bapicnb lnjjJiuuogioDuiin larnoaa-iiKC poiypeptiuc i ^xvj.ujl. i ) t mKJNA 


XJlVf 0091 
iNlVl UUZ 3 Oj 


xiomo sapiens ivi i L^-associaiea zinc nnger proiem ^piinne-DinQing transcription 
factor) (MAZ), mRNA 


NM 016Q44 
in ivi uiu y *t £ t 


xiuiiiu odpicnt) tabic icucpiur, type z, memoer 4 ^i/\oZK4j, nuviN/v 


"MM 01AQ47, 


xiomo sapiens taste receptor, type z, memoer j i^i AoZxw ), mrsiNA 


NM 000378 


Homo sapiens Wilms tumor 1 (WT1), transcript variant A, mRNA 


\TA/f 09/M9A 
1N1YL UZ44Z0 


xiomo sapiens Wilms tumor I i ij, transcript variant u, rnKJNA 


JNM UZ44ZD 


Homo sapiens Wilms tumor 1 (WT1), transcript variant C, mRNA 


XTTV/f (\OAA1A 

JNM UZ44Z4 


Homo sapiens Wilms tumor 1 (WT1), transcript variant B, mRNA 


JNivl_UUU /Oj 


Homo sapiens cytochrome r4DU, suoiarmly illA, polypepude 7 (CYr3 A7), 

nilvJNA 


NM 021570 


Homo sapiens BarH-like homeobox 1 (BARX1), mRNA 


XTX/T AAAA/CO 


Homo sapiens calcium channel, voltage-dependent, P/Q type, alpha 1 A subunit 
{i^ aljn a J aj, transcript variant i, rnKJNA 


XTX/T AOAC7/1 


xiomo sapiens nypotnetical protem MUC 10327 (MOC 10327), mRNA 


INM 0303 /3 


Homo sapiens nypotnetical protein MGC10963 (MGC10963), mRNA 


XTTV/T AO/10/C7 

JNM Uz4eo/ 


Homo sapiens nypotnetical protem FU23577 (FLJ23577), rnRNA 


JNM UUz/jy 


Homo sapiens protein kinase C, gamma (PRKCG), mRNA 


JNM__UzUj4o 


Homo sapiens diazepam binding inhibitor (GABA receptor modulator, acyl- 
coenzyme a omamg proteinj {ij&X) 9 rnKJNA 


NM 025176 


Homo sapiens KIAA0980 protein (KIAA0980), mRNA 


JNM UUj/oy 


xiomo sapiens iJNrxCor lA-associatea via aeatn domain (LRADD), mRNA 


XTTV/T 0 17^/11 


Homo sapiens crystallin, gamma S (CRYGS), mRNA 


XTTV/T nn^Qoi 


nomo sapiens crystallin, gamma u (CxvYODj, mKJNA 


XT7\/f 070QRQ 


Homo sapiens crystallin, gamma C (CRYGC), mRNA 


XTTV/T fiA^71fi 
INM UUDZ1U 


xiomo sapiens crystallin, gamma Jt> (LKYuo), mKNA 


XTTV/T ftl 7 
INM U1401/ 


Homo sapiens crystallin, gamma A (CRYGA), mRNA 


XTTV/f AAOQA£ 

JNM_UUziyo 


Homo sapiens malic enzyme 2, NAD(+)-dependent, mitochondrial (ME2), 
nuclear gene encoding mitochondrial protein, mRNA 


XTTV/T 0757/CQ 
XNM UZDZOo 


xiomo sapiens nypotnetical protein M(jC4oj9 (MuC4o59), mRNA 


XJK/f 09^944 
IN 1V1 UZ J Z44 


Homo sapiens testis specific, 10 (TSGA10), mRNA 


XTTV/f 09^940 
INlvl \j/.3£ l t\) 


xiomo sapiens x> / nomoiog j {& i-rxj ) y mKJNA 


XTTV/T 09^9^7 
INlvl UZjZj / 


xiomo sapiens scierostm (oUo i rnKJNA 


XTTV/T aocoozt 
INM UZjZjO 


xiomo sapiens xi/itwi protein (xiz.rw i), rnKiNA 


NM 025235 


Homo sapiens tankyrase 2 (TNKL), mRNA 


XTTV/f mcioi 
INM UzjZ33 


Homo sapiens nucleotide binding protein (NBP), mRNA 


XTTV/f AOCOOO 

JNM 025232 


Homo sapiens hypothetical protein FU22246 (FU22246), mRNA 


XTA /T AO C O 1 O 

JNM 025218 


T T _ ■ T TT 1 1 * 1 * i* t ST TT "r"kT» 1 N T^"K T A 

Homo sapiens UL16-binding protein 1 (ULBP1), mRNA 


XTTV/f AO CO 1*7 

JNM 1)25217 


TT • T TT 1/^1* J ' i ' >T TT TklA^N T» "VTA 

Homo sapiens ULlo-binding protein 2 (ULBP2), mRNA 


XTTV /T AO C O 1 C 

NM 025215 


TT ^ ■ J "J* * 1 4 /T\T Trt •» N T> \ T A 

Homo sapiens pseudoundme synthase l (PUSl), mRNA 


NM 025214 


Homo sapiens CTCL tumor antigen se57-l (SE57-1), rnRNA 


NM_025212 


Homo sapiens Dvl-bmdmg protem DDAX (mhibition of the Dvl and Axm 
compiexj \i±ji\j\j> mx\iN/\ 


NM_025210 


Homo sapiens type 1 protein phosphatase inhibitor (1-4), mRNA 


NM 025209 


Homo sapiens enhancer of polycomb 1 (EPC1), mRNA 


NM 025205 


Homo sapiens hypothetical protein DKFZp434N185 (DKFZP434N185), mRNA 


NM 025198 


Homo sapiens transcription termination factor-like protein (LOC80298), mRNA 


NMJ)25193 


Homo sapiens 3 beta-hydroxy-delta 5-C27 -steroid oxidoreductase (C(27)- 
3BETA-HSD), mRNA 


NM 025180 


Homo sapiens hypothetical protein FLJ13386 (FLJ13386), mRNA 
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NM 025161 


TTnmo Qarnpnc TrtfnAthffc-Hrnl nrnt^in 7TT T9917^ HTT T9917^ m"DXTA 

xxuiuu oapiciib iiypuuiciiodi proiem rxwzzi id ^rxvjzzi ij j 9 ixixxin/v 


NM 025158 


TTattia Qflnipnc VivnAtliptiVal nrAtpin VI T999^1 fTTT T999^^ tnTJXTA 
xxuiuu 5apiciK> iiypuuicuudi protein rx»jzzzji ^j/jljzzzji j ) mixiNA 


NM 025148 


ixuuiu oapidlo IJYpUuICllOal piUlCHl l^JL-J 1Z.70U ^I/XjJ IZjJOOIj mJvINA 


NM 025137 


Homo <;aniens hvnArhptiral nratpin FT T91419 fPT T91410^ mPr\JA 
xxuiuu oapiviio iiypuuJ\vLiL>ai UiUlClil r X^j^k im rOy ^X^IvJZ L L tJsj ) IIllvlNA 


NM 025116 


TTatyia QflniVnc VtvnAfhptiral r»rr»tpfn "FT T197R1 /TFT 111121} ™T?XT A 
ixuiuu bapiciib uy puiucui/ai proiem rJLfJ IZ / OI ^Tl-J 1Z /Oljy mJKJNA 


NM 025114 


Hnmn sianiptiQ Tivnnfhpfiral nmt^in "FT T1161 ^ fPT T1 1(\1 O mPXTA 
xxuuiu oapiciio iiypuuicucai pruicin ruijQij ^ri_»ji j\jij) y mxviNA 


NM 02508^ 


IT Am A QftnipnQ Vivnrvfhpfirul mrn+pin T7T T91 19R fTTT T91 190^ tmTJXTA 

xxuiuu aapiciid iiypuuicuc/di pruLcin rj-jzi izo yrLiJZi lZo^, inivlN/V 


NM 025054 


TTnmn Qnniprnj VivnrktVipfipQl r*rr\tpin FT T9^1^9 H7T T911T>'\ tmTJXTA 
xxUIIlU oapiwllo IiypULJlCUOdl piOlCin rivJZjl jZ ^JTXvJZj 1 ITliVlNA 


NM 025017 


T-Tnmr» cnniptiQ Tivnntliptipal rtrntpiri FT T1^809 H7T T1'^CQ9^ ml?TvTA 
xxuiuu oapiciia iiypuuicuuai pruicin ri^J i ooyz, yrJUJ Ljoy/.), nlrviNA 


NM 02501 1 


TT/vmri cani'pno 1ii/rir\+Vif> final «T»/\f<»i-ri FT T1 'XHAA /T7T T1 1HAA\ mDXT A 

nomu ddpicns nypoinciicai protein ru i j /hh \rL>j lj /^HJ, IIIKINA 


NM 074995 


WnmA QJ*T»ipnc 1rvmrvtlipfir»Ql r»r/vf*>i'Ti FT T19A1/? /T7T T10^l/C\ tv>P\TA 
xxuiiiu oapiciiD nypuuicuvai proLCin rl^j IZOIO ^pJLJlZOIOy, niKJNA 


NM 024987 


TTnmn QnnipnQ livnntlipHp'al -nrrttpin FT T19^4^ /TTT »v»'DXTA 
xxuiIIU oapiCIlb IiypUulCLIl/al piUlCin VLtJ IZJ*tJ ^rx-»J lZJ^rJ ^, IilKJNA 


NM 024900 


TTnmo QnnipnQ hvnnfhptiVjil r\rnfpir» FT T9947Q /"FT T994*7Q/i rv»T5XTA 
xxuiuu bapic.115 IiypULIICLlCal pruicin rJUJZZ*t/iJ ^Pl_»JZZ £ t/i'^, ITUvCxA. 


NM 024874 

J.^U.VX Uii*TO / *T 


xxuiuu bapicxid iiypuuicuodi prutcm flj ih-zzj ^rJLJ l*fZZj j, niKJNA 


NM 074871 


TTfvmn caniPTiQ Tivnnfhpfif»!i1 nrnt*»-ir» FT T91 1 fS) /FT T01 rvi"DXTA 
xxuiuu aapicild XiypUulClICdl piOicm FXvJZi lOZ ^PJLJZi lOZ^, nllVlNA 


NM 074861 

IN1YX V/i'rOU 1 


xxumu Sapiens nypoincucai proicin pljzzo/ l \^rLJZzu/lJ, niKJNA 


NM 094816 

1NIVX U^HOjO 


nomo sapiens nypoineucai proxein rLJZzjUl (rUzzjUlJ, niKJNA 


NM 094899 

IN IVX u^nO^^ 


nomo sapiens nypoineLicai proicin rLJZZOUi ^rUzzoUlj, iiiKJNA 


NM 094810 

INIVI UZHOli? 


jcxoino sapiens nypoineacai proiem rLJzzyj D (ruzzyjjj, mKJNA 


NM 094816 


xiomo sapiens nypoinencai protein rLJzjZoz ^rL»Jzjzozj, niKiN A 


"NJM 074801 

INIVX V/^tOvJ 


nomo sapiens nypoineacai proiem rxvJZlooD ^rLJzloujj, mKJNA 


NM 09479*5 

IN IVX UZH / y U 


\-ff\imr\ colli c? T>i rr>/-vft-ic»'f-i /^o 1 -t^-^/\+ , *a<-r» TTT TO O Qf\f\ /TTT TOOOHA\ <«*D\TA 

nomo sapiens nypoineiicai proxein rUzzoUU ^riyJzzoUUJ, nxKJNA 


NM 094767 

INIVX UZ*t / O / 


nomo sapiens nypoinencai protein rJLJznzo (rl^Jzl IzU), mKiNA 


NM 094760 

IN IVx v/Z'r / OU 


nomo sapiens nypoinencai protein ru i^uuy (rl/J l4Uuy), mKINA 


NM 094741 

IN IVx UZ*r /Hi 


nomo sapiens nypoinencai protein rJJ xzoz / (rx-J Izoz/J, mKJNA 


MIV/T 09479^ 
IN IVx vZH- / Zj 


nomo sapiens nypoinencai protein rLJz34/l (rUzJ471j, mRNA 


KT\/f 094790 
INIVX UZ't /ZU 


nomo sapiens nypoineucai protein rUziDiu (rLJzijlU), mKJNA 


MM 094^08 
INIVI vZ*f070 


nomo sapiens nypoinencai protein rxj (rLJ 13044), mKINA 


NM 094^09 

INIVI. UZH-OyZ 


T-Tr>-m r\ nom'^np t rrt r\ fVt afinnl mmfaiM TTT TO 1 A<CQ /TTT TO 1 AiCft\ ~.T)\TA 

nomo sapiens nypoinencai protein rUzlUoy (rJLJzlUo9j, mKJNA 


NM 074689 


nomo sapiens nypoinencai proiem rLJ i*fiuo ^rJLJ 1410j), niKJNA 


NM 074687 

INIYX uAtUO f 


nomo sapiens nypoineucai protein riwJZjU^y {rivJzjU4yj, mKJNA 


NM 094648 

IN IVX V^HUt'O 


TTrtTnrt cartipnc TiTrt^/\fVio+ir»o1 nrn^oi'n TTT TOOOOO /TTT TOOOOO\ vmD\T A 

nomo sapiens nypoinencai protein rL,j JLi,/.JLz. {rLJZAZ/,/,), mKJNA 


NM 024622 


T-TAmr\ cam'pnc Vi\/r»r\+1ip»fir»o1 r\r-r\teair\ TTT T0 1 OA 1 /TTT TO 1 OA 1 \ ~.T>XT A 

nomo sapiens nypoinencai proiein rJ-JZl^ul ^rlvJZiyuiy, mKJNA 


NM 024611 

INIYX U^>*+UI 1 


nomo sapiens nypoinencai proiem ri^J 1 loyo (^r J_,J i loyo), mKJNA 


NM 094591 

IN IVX UZH J 7 1 


T-Tr\TYi/\ CQm'pnc l^irt^rv+Vio+^/^ol -r^rri+al'n TTT T1 10/10 /TTT T1 1 HA(\\ ^-T) XT A 

nomo sapiens nypoinencai protein ru 1 1 /4y (rU 1 1 /4yj, mKJNA 


"MM 094^61 

INIVI UZ^JOl 


nomo sapiens nypoinencai protein JrLJzzU!>4 (rx J JzzUj4j, mKINA 


NM 024540 


Homo sapiens hypothetical protein FLJ20917 (FLJ20917), mRNA 


iNiVx_uz*f D lo 


ilomo sapiens ULlo-binaing proiem 3 (ULBP3), mRNA 


InIyI UZHOID 


Homo sapiens hypothetical protem MGC4645 (MGL4645), mRNA 


Xj\/r 094^04 
inJVx UZH0U*t 


Homo sapiens PR domain containing 14 (PRDM14), mRNA 


xjAyf 094^01 


nomo sapiens homeo box Dl (HOXDl), mRNA 


InIyI Ul/OoZl 


Homo sapiens peroxisomal long-chain acyl-coA thioesterase (ZAP 12 8), mRNA 


"MM" 00A£80 
inIV1_UU00ov 


Homo sapiens malic enzyme 3, NADP(+)-dependent, mitochondrial (ME3), 


NM 001944 


Homo saniens dp^mAolpin ^ rnpmnriityiiQ vnlaariQ ?inticf>n^ ml? "MA 


NM 001943 


Homo sapiens desmoglein 2 (DSG2), mRNA 


NM 001942 


Homo sapiens desmoglein 1 (DSG1), mRNA 


NM 024500 


Homo sapiens likely ortholog of mouse polydom (POLYDOM), mRNA 


NM_024498 


Homo sapiens zinc finger protein 1 17 (HPF9) (ZNF1 17), mRNA 


NM 018943 


Homo sapiens tubulin, alpha-like 2 (TUBAL2\ mRNA 


NM 015640 


Homo sapiens PAI-1 niRNA-binding protein (PAI-RBP1), mRNA 
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NM 015332 


Homo sapiens KIAA1068 protein (KIAA1068), mRNA 


NM 022001 


XXUIIIU oapiCIlb OlYLrVL/ ill U1C dnUScnSC UllCIllailUll \lJ2\iyx&) i mivlNA 


NM 021708 


XXUIIIU bapiCllo lCUAUOy lC-ai>i>UL/laLCU Ig-JIKC iCl/Cpiur 1 ^J->AXXvl u allSCripL Valiant 


NM 021706 


XxUlllV/ octpiciiij icillvuuy IC-aboUvlalCU. Ig-11K.C lCL/CpiUl 1 ^X^/vLKl ) t ITallS Clip l VoTltini 

b mRNA 

u, iiuvi^rv 


NM 002287 


Homo sanipn^ IpiilfOcvtp-asQftriatpH Tor-lilrp Yt*rf*r\tnr 1 flf ATR1 1 francf^ri-nt ^ron'onf 
11uii.1v oapivno ivuivuwjr iwasouuaicu xg~iift.G lul/CpiUl 1 ^l_/.r\XX\. 1 J, LI allow 1UL Variaill 

a, mRNA 


NM 004424 


Homo saoiens R4R transcrtntion factor 1 rF4Pl^ mRNA 


NM 018834 


Homo sapiens matrin 3 (MATR3), mRNA 


NM 017830 


Homo saoiens ovarian carcinoma imrrnmorpfictivp antiopn fOf^TA^ mPNA 

iivuiu oupiv/ixo u vaitaii vol vlllVJillu ill ill! LlllCl LuuU Y ailllgdl ^V^/ v^X/i. Jy lllXvXN/x 


NM 006926 


Homo <;anien^ onrfactant niilmrvnarv-n QQnHafpd nrntpin A 9 f^PT'PA9^ mPXTA 
liuuiu japiviia oLuxairiaiii, puinivjiiai_y asou^/iaiCLi piULGiii AZ« ^OX^ X X.TYZ. # ? iilXvlNxi. 


NM 005411 


xxuinu oauicild oUUlav/lalUj puilIiUJlaiy-ab£>UulalCU pruicin i\ 1 ^OJ7Xx/Vl ) 9 rniviNxA 


NM 024492 


Homo sapiens apolipoprotein (a) related gene C (APOARGC), mRNA 


NM 024401 


xxuiiiu i>dpicnb piu-Dinuing proiein {xJiijij, misiN/v 


NM 0H479 


nomo odpiens LranscripLionai co-acnvaior wiin r uZz-Dinoing mom \ l 
(TAZ), mRNA 


NM 01 7707 


xiomo sapiens did ^v/Zyj uomam containing z 1 rsJjz^, mKJN A 


NM 002826 


Homo sapiens quiescin Q6 (QSCN6), mRNA 


NM 094010 

lNXYX__UZ t tV/ 1 V 


riomo sapiens j-meinyiieiranyaroiojaie-nomocysieine metnyltransierase 
reductase (MTRR), transcript variant 2, mRNA 


NM 004079 

INXYX / £* 


riomo sapiens janus Kinase z ^a protem Tyrosine Kinasej (jajvz), mKiNA 


MM 0007A1 


xiomo sapiens cyiocnrome r4Du, suDiamiiy 1 ^aromatic compouna-inaucible), 
poiypeptiae z i riAZ^, mivrsA 


NMJ)00104 


Homo sapiens cytochrome P450, subfamily I (dioxin-inducible), polypeptide 1 
^giduuoma primary lmanuie^ ^LiriDij, mKiNA 


MM 000400 


xiomo sapiens cyiocnrome r^fju, suDiamiiy 1 ^aromatic compouna-inauciDlej, 
polypeptide 1 (CYP1 Al), mRNA 


NM 0941 1R 

1^1 1YX V/Xr'T J 1 O 


xxuiiiu sapiens lmmunogiouunn-nKe xranscnpi o viuio^, mKJN A 


NM 021806 


Homo sapiens 2.19 gene (2.19), mRNA 


NM 0069 OR 


xiomo sapiens ectonucieonae pyropnospnaiase/pnospnoaiesterase l (xiXNJrrl}, 
mRNA 


NM 007076 


xxuiiiu bapiciib xiunimgun nncracung protein xi ^xi ircj, mKiNA 


NM 01RS71 

1N1YA UIOJ / 1 


xxuiiiu bdpieiib aniyoiropnic lateral sclerosis z yuvenuej cnromosome region, 

ranHidatp 9 f AT *39PR9^ mPMA 
uaiiuiuaic z, ^/AXwOZ-V^xxZ^, IIlI\J.NrV 


NM_015049 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) chromosome region, 

candidate ^ /'AT ^PR'tt mPMA 


NM 093036 


xxuiiiu oapiciib uyncin lnicixiieuiaie codin z \iJiv/\iz.) 3 mtviN/\ 


NM 099171 

INlYA \J£t£t 1/1 


xxuiiiu aapicna x-ccii icuKcmia iransiocauon aiiereu gene ^iv^i aj, mKiNA 


NM 01619R 


XXUIIIU bapiCllb l/Ual piUlCin galilllla-COp D 1 ID / j, mxsJN A 


NM 021099 


Homo QanipnQ intpornl mpmnranp -nrAtpin 9TI /TTN/f9R^ m"RXTA 
lxumu oapicilo lllLC^lal IllCIilorallC piUlClil x-O \XLxyxZ,xj), lIlI\JLN/\ 


NM 091909 


xxuinu oapicxia Liiyinuoiii, ocLa, lucnmicu in ncuruuiasioma cens ^iivioiNxJ), 
mRNA 


NM 091004 
i>i iyx i yy-x 


xxuinu &apiciio z>inL imger protein z / / ^ZjInpz ft), iukina 


NM 007257 


Homo sapiens paraneoplastic antigen MA2 (PNMA2), mRNA 


NM 021972 


Homo saoiens snhinffosine kinase 1 ^SPHKD mRNA 


NM 021976 


Homo sapiens retinoid X receptor, beta (RXRB), mRNA 


NM 021963 


Homo sapiens nucleosome assembly protein 1-like 2 (NAP1L2), mRNA 1 


NM_021978 


Homo sapiens suppression of tumorigenicity 14 (colon carcinoma^ matriptase, 
epithin) (ST14), mRNA 


NM_021977 


Homo sapiens solute carrier family 22 (extraneuronal monoamine transporter), 
member 3 (SLC22A3), mRNA j 
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NM 021964 


Homo sanipnq 7inc finopr nrntpin 148 fnW7- i ?9'\ f7TsJT?148^ mPWA 


NM 021966 


Homo sapiens T-cell leukemia/lymphoma 1A (TCL1A), mRNA 


NM 012186 


Homo samer^ forkhead hmc F3 fFfY5rR3^ mPMA 


NM 012182 


Homo sapiens forkhead box Bl (FOXB1), mRNA 




TTrvmrt caniAnc lifrafin C\ 1 "NT\ mD\TA 

xiuiiiu oapiens> iigdiiii \jlajiin^, niiviN/\ 


NM_021955 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 
udiibaucing activity poiypepuae i ^vjtn \j jl i ), mKJNA 


NM_021959 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 1 1 

fl>PP1Rin mPNA 


NM_021951 


Homo sapiens doublesex and mab-3 related transcription factor 1 (DMRT1), 
mRNA 


NM 021960 


nuinu bdpicns myeioia ceii leuKemia sequence l (Di^-LrZ-reiateaj (MCL1 ), 
mRNA 


NMJ)21952 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 4 (Hu 

antiaen TYl fFT A\Ft £\ nVRNA 

all LlgCll U J yiZLjf\ V LJ-tj) LlUSSSr\. 


NM_021949 


Homo sapiens ATPase, Ca++ transporting, plasma membrane 3 (ATP2B3), 

mRNA 


NM 021953 


Homo sapiens forkhead box Ml (FOXM1), mRNA 


INIVJ. UZlr/jO 


Homo sapiens glutamate receptor, ionotropic, kainate 2 (GRIK2), mRNA 


IN 1YJL_U V7*f 0 o O 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 3 
(X 11 -like 2) (APBA3), mRNA 


nm no^^^7 


Homo sapiens doublesex and mab-3 related transcription factor 2 (DMRT2), 

nVRNA 




nomo sapiens Kinase insen aomain receptor (a type ill receptor tyrosine kinase) 


NM 009178 


nomo sapiens insuiin-iiKc growtn iactor Dinaing protein o (lCrrBro), mRNA 


NM 003850 


nurao bdpicns succinaie-v^oA ngase, /vL/r-iorming, oeta suouxut (^oUL/JLAz), 
mRNA 


NM 003802 


xiuiuu sapiens iiiyubiii, iictLvy poiypepuae 1 j, sKeieiai muscie ^jvi irll 5 ) y mKJNA 


NM 006958 


Homo <?aTiien<? vvrxc. finapr nrrkt<*in 1 f\ AC OY 0^ fVKTV* 1 mPXT A 


NM 006852 


Homo ^anipn^ tmi^lprl-lilrf Vm?»«p 9 ^TT l<f9^ mPNA 


NM 021229 


Homo sanien*? netrin 4 rNTM4^ mPNA 

IJlUillU OCJjJ IV-'l ID 11^/14.111 *T ^1^1 lli"^j 1 1 HVJ. N A 


NM 015718 


Homo saniens NADPH oxiHa^e 3 rNTOY3^ mRNA 


NM 015003 


Homo sapiens golgin-67 (KIAA0855), mRNA ~~J 


NM 006178 


xiomu bdpiciii) iN-einyimaieimiae-sensitive iactor ^JNor ) 9 mKJNA 


NM 003116 


nomo sapiens sperm associaiea antigen *t ^ox Avj4^, mKiN A 


NM 018724 


TT rvmn cutii^tic inf/^rlpiiVi-n 90 ^TT 90A »v»"DXTA 
X1UII1U odpiCUo llllCI lCUJvJll Zv/ ^JJUZ-vy, mtvlN/\. 


NM 019083 


Homo sapiens hypothetical protein (FLJ10287), mRNA J 


NM 003114 


nomo sapiens sperm associatea antigen I (orACjl), mKJNA 


NM 071097 


nomo sapiens soiute earner iamiiy o (souium/calcium exenanger), member 1 

f<2T PSA n mRMA 


NM 021102 


Homo sapiens serine protease inhibitor, Kunitz type, 2 (SPUSFT2), mRNA 


NM 07 1 1 0 1 
iNivi UZ I lul 


nomo sapiens ciauain i (CiwUJNlj, mKTNA 


NM_021095 


Homo sapiens solute carrier family 5 (sodium-dependent vitamin transporter), 
member o (bivCjAo), mKJNA 


NM 021076 


Homo «ianiens neurofilampnt Hpaw nnl-v/nprifif^p ^9f)01rD^ rMT7PH^ mPNA 


NM 001751 


Homo sapiens cysteinyl-tRNA synthetase (CARS), mRNA 


NMJ)21074 


Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotein 2 (24kD) 
(NDUFV2), mRNA 


NM_020998 


Homo sapiens macrophage stimulating 1 (hepatocyte growth factor-like) 
(MST1), mRNA 


NM 003147 


Homo sapiens synovial sarcoma, X breakpoint 2 (SSX2), mRNA 
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NM_015392 


Homo sapiens neural proliferation, differentiation and control, 1 (NPDC1), 
mRNA 


NM 020482 


Homo saTjieii , 5 activator of PRFM in testis (APT^ mRNA 


NM 014509 


Homo <?arjienc! kraken-HVe fi^IC 196134 \*\ nVRNA 


NM_005132 


Homo sapiens Rec8p, a meiotic recombination and sister chromatid cohesion 

LjixVJopxxujJx uicxii Ux UlC laUXip xalliuy ^Xvllooj, iIJLxvlN/\. 


NM_0 18896 


Homo sapiens calcium channel, voltage-dependent, alpha 1G subunit 
(CACNA1G, mRNA 


NM 005329 


Homo sapiens hyaluronan synthase 3 (HAS3), mRNA 


NM 015193 


TTOTYIfl tJP'niPTlQ aphivitv-rPOrtlntpH P\/triolrAlA<YYn_«»oc;r*r»jQ+*»/^ nrntatn / AT? -„D\T A 

j-xuxiiu aapi&xid av/U vxiy-icgui a icu vyuUoivCICLOIi-abSOClalcU protein ^/\J\A_/J, niKJNA. 


NM_0 16203 


Homo sapiens protein kinase, AMP-activated, gamma 2 non-catalytic subunit 
(PRKAG?^ mRNA 


NM 000627 


xxuiiiu oapicxia laiC/ill UcMxMUIJIlillg glUWllx IdvlOr Dcla DlIKUng prOlCin I \LiXDx 1 ), 

mRNA 


NM 002454 


xxuiiiu oaLJX^ixd ^-ixiviJxjrXLGUcuiyuxUxUxalC-ixUilJU ITlcLnyiUaliSIcraSC 

reductase (MTRR), transcript variant 1, mRNA 


NM 001091 

x^ixvx vvlvyl 


xxuiuu i>apiciib cunnuiiuc uuiuing pruiciix i gamine oxidase v copper-coniaining)j 
CABPH mRNA 

\1 \ MJ. A y, 11XXVX >i X 


NM 024016 


Homo saniens homeo box R8 fTftDTRfft nVRNA 

ixuiiiu otijjiwio lL\Jm\*\j UVJ.A. XJ O ^X XVyyVJLJ O jy 1 1 LLvi N xA. 


NM 024015 


Homo saoiens homeo Hoy R4 rPTOVRxl^ mRNA 

iiwiiiw iiupiviii} xiv/iiiv>v/ u/ v/vv u~ y^x ivyy\u^^j iixxvXNxV 


NM 015227 


Homo saoiens KTAA095R nrotein HCTA AOQSR'k mRNA 


NMJ)24430 


Homo sapiens proline-serme-threonine phosphatase interacting protein 2 
(TSTPIP2^ mRNA 

yX U 11 XJ. 1 1 UXJLiA 


NM 003588 


Homo sapiens cullin 4B (CUL4B), mRNA 


ii ivx v i j y 


nomo sapiens pepuayiproiyi isomerase ^cyciopniimj-iiKe 1 \rrxL,l)> mKiNA 


NM 014432 


Homo sapiens interleukin 20 receptor, alpha (IL20RA), mRNA 


"wm 000970 

IN IVI \j\J\JZ,I\J 


Homo sapiens nucleoside phosphorylase (NP), mRNA 


NM__003021 


Homo sapiens small glutamine-rich tetratricopeptide repeat (TPR)-containing 
^ou i j, irixviN/v 


NM 002038 


Homo sapiens interferon, alpha-inducible protein (clone BFI-6-16) (G1P3), 

UallowIlpL Vdl iailL 1, IlxlVLNrV 


NM_022873 


Homo sapiens interferon, alpha-inducible protein (clone BFI-6-16) (G1P3), 

uctiiouiipi YaxiaxlL j 9 IIlJ\lN/\ 


NM 022872 


Homo sapiens interferon, alpha-inducible protein (clone M-6-16) (G1P3), 
transcript variant 2, mRNA 




Homo sapiens uncoupling protein 3 (mitochondrial, proton carrier) (UCP3), 
transcript variant short, nuclear gene encoding mitochondrial protein, mRNA 


NM OOH^fi 


Homo sapiens uncoupling protein 3 (mitochondrial, proton carrier) (UCP3), 
transcript variant long, nuclear gene encoding mitochondrial protein, mRNA 


MM 099R10 


Homo sapiens solute carrier family 25 (mitochondrial carrier, brain), member 14 
(SLC25A14), transcript variant short, nuclear gene encoding mitochondrial 
protein, mRNA 


MM OfiH^ 

lNxVA_y v J JJJ 


Homo sapiens uncoupling protein 2 (mitochondrial, proton carrier) (UCP2), 
nuclear gene encoding mitochondrial protein, mRNA 


MM 0915m 


Homo sapiens uncoupling protein 1 (mitochondrial, proton carrier) (UCP1), 
nuclear ffeoe encoding "mitor.hnndrial nrntprn ml? MA 

(lUVlVOl gl/XXV WlXl/VJVXXXXg XlJilXJlsliUXXlXXKll fJiuix^xix, llixvi 1XV 


NM 002231 


Homo sapiens kangai 1 (suppression of tumorigenicity 6, prostate; CD82 antigen 
(R2 leukocyte antigen, antigen detected by monoclonal and antibody IA4)) 
(KAI1), mRNA 


NMJ)04967 


Homo sapiens integrin-binding sialoprotein (bone sialoprotein, bone sialoprotein 
11) (DBSP), mRNA 


NM 000490 


Homo sapiens arginine vasopressin (neurophysin II, antidiuretic hormone, 
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diabetes insirrirlus neiironvnonhv^pal^ ( AVP^ mRNA 


NM 022877 


Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript 

valiant ^, iiiXvi^xV. 


NM 022876 


Wnmn cnnipnc cm-viva 1 rvT mntrir n pi iron 9 ppntTwmprip f£TM"W9^ francmnnf 
xxumu oaLsiciio oui rival ui iiiULUi iiCUlUU L/t'iiu. uuic-i iu ^ljivai^z,^, UalloV/XlUl 

variant V> nVRNTA 
valiant U) nixvii-rv 


NM_022875 


Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript 

variant a nVRNA 
vaiiaiit a^ uixxx^iaV 


NM017411 


Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript 

variant H nVRNA 

VOliaill KXy LlXX\-lTX\ 


NM 005474 


Homo sapiens histone deacetylase 5 (HDAC5), mRNA 




TTrvmn caTYiPtic liictrvrip fipafprt/lsjc^ 4 fP4 if 1 A f^A^ TnT?"\TA 

X1.V/111U oa^lClla liloLUlIG LICaUCUyiaoC *t ^JGLLAfYv^'tJ, IlLL\_l>.r\. 


NM 00^474 


rTrtTTlrt CQT11PT1C Q HlCinf'Pfrt'ltl QT>H TYlAfO 11r\T^1V\ , i'A1YlQ CP /4 ntn Q 1 Tl 19 i mpltrin qIt^Vio^ 

xiuiiiu aapiciib a uibiincgrin diiu mciaiiupruiciiiaoc uuiiiain iz ^mciuin aipilaj 
(ADAM12), transcript variant 1, mRNA 


NM 000144 


XIUIIIU bapiCIla bUl VIVal VL IUUlUr nCUTUIl 1, ICiUIIlCriO ^OlvllN 1 J } LTallbCiipi VaTlani 

d mRNA 


NM_022874 


Homo sapiens survival of motor neuron 1, telomeric (SMN1), transcript variant 
h mRNA 


NM 006400 


Homo sapiens dynactin 2 (p50) (DCTN2), mRNA 


NM 021969 


Homo sapiens nuclear receptor subfamily 0, group B, member 2 (NR0B2), 

IliXvlN-rV 


NM 021967 


Homo sapiens small EDRK-rich factor 1 A (telomeric) (SERF 1 A), mRNA 


IN JV1__UU 1 0 1 J 


Homo sapiens general transcription factor 1TH, polypeptide 2 (44kD subunit) 

yyr LrZrXZ), miUN/V 


NM_003951 


Homo sapiens solute carrier family 25 (mitochondrial carrier, brain), member 14 
(SLC25A14), transcript variant long, nuclear gene encoding mitochondrial 
protein, mRNA 


NM 004977 


xiomo sapiens uncoupling protein ** ^u^Jr*+j, nuciear gene encooing 
iiiiiuwiuiiuiiai pruicin, iiu\in/\ 




TTf\mn catvipnc r»afMi IrwiTal T AP fprvp^f-rT^TitQiniTicr 1 fRTRfM^ mUMA 
XJ.U111U oapiCUO UavUlUVUdl xr\x ivL/Cal**^Ulllalllillg 1 ^JjUVV^I j 9 1IjJ\J.N/\ 


NMJ)00346 


Homo sapiens SRY (sex determining region Y)-box 9 (campomelic dysplasia, 

nntncnmnl cPY-rpvprcal i ^HYQ^ mPMA 

uLlUJOVliiai OCA lCYCloo!^ \^0\sJ\.s Jy lilTviXii. 


NM 00164S 


numu bd.pieni> idiiy-dciu-v^oenzynie j\ ugase, very long-cnam 1 ^rAi^ vi^i ) 3 
mRNA 


NM 024409 


TTnmo QaniptiQ nfltrinrptif* "npntiflp "nrpmirQnr P 1 rNTPPr^^ -mT?7\T A 
±±\jiLi\j oapiviio iiauiuiciit/ L/CLJuut/ jjic-uuioui ^lxjr hiivinxi. 


NM 024410 

1 "11V 1 Vt<™ A Vf 


FTomo ^anipn^ nntpr Hpticp fibrp csf qtipttti tnilc 1 fOTYRI^ mRNA 

±iAJllL\J aa^lvild UUIU UtlloC Ul oJJt/1111 lOilo L \KJ i-J 1 1 J, IUXvXXzV 


NM 004180 


Homo saoipn** HTR AP familv mpmhpr-a^^npifitpd TsIKlCTi artivatnr ^TA^Tf^ 

mRNA 


NM 024332 


Homo saoiens c6 1A (C6 I A) mRNA 


NM 024324 


Homo sapiens hvoothetical orotein MGC1 1256 (MGC1 1256) mRNA 


NM 024315 


Homo sapiens hvoothetical orotein MGC4175 fMGC4175} mRNA 


NM 024311 


Homo saoiens hvnothetical orotein ET fET^ mRNA 


NM 024309 


Homo saoiens hvnothetical orotein MGC4289 ^1^/1004289^1 mRNA 


NM 024306 


Homo sanipns fattv arid hvHrowlaQp fRA ATT^ mT?NA 


NM 024300 


Homo sapiens hypothetical protein MGC2217 (MGC2217), mRNA 


NM 0949Q6 


Homo <mnipnc "himrkfTipHral nrAtpin ^AC^CAOCVX C\ACiC i '\ 0(\X\ tyiPISJA 


NM 024294 


Homo sapiens hvnothetical nrotein MGC4614 (MGC4614") mRNA 


NM 024292 


Homo sapiens ubiquitin-like 5 (UBL5), mRNA 


NM 024012 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 5A (HTR5A), mRNA 


NM_024123 


Homo sapiens putative Ly-6 superfamily member (G6E), mRNA 


NM_021904 


Homo sapiens gamma-arninobutyric acid (GAB A) B receptor, 1 (GABBR1), 
transcript variant 3, mRNA 


NM 021903 


Homo sapiens garrima-aminobutyric acid (GABA) B receptor, 1 (GABBR1), 
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NM 001470 
NM 001858 


transcript variant 2, mRNA 

Homo sapiens gamma-aminobutyric acid (GAB A) B receptor 1 CGABRfc n 
transcript variant l.mRNA ' h 
Homo sapiens collagen, tvpe XIX, alpha 1 (COL19A1), mRNA 


NM_015071 


Homo sapiens GTPase regulator associated with the focal adhesion kinase i 
p P 125(FAK): KIAA0621 protein (KIAA062H. mRNA 


NM_007329 

NM 023004 
NM 005371 
NM 023033 
NM 023032 
NM 014289 
NM 023089 
NM 023088 


Homo sapiens deleted m malignant brain tumors 1 (DMBT1), transcript variant 
2, mRNA 

jiumo sapiens nogo receptor (NOGOR), mRNA J 
_ Homo sapiens methyltransferase-like 1 (METTLU, transcript variant 1 . mRNA 
_ Homo sapiens metnyitranslerase-like 1 (METTL1 - ), transcript variant 3. mRNA 
- Homo sa P iens metftyltransterase-like 1 rMKTTT.n, transcript variant 2. mRNA 1 

Homo sapiens calpain 6 (CAPN6). mRNA — 

Homo sapiens calpain 10 (CAPN10), transcript variant 7. mRNA 


NM 023087 
NM 023086 
NM 023085 
NM 023084 
NM 023083 
NM 021251 
NMJ)05083 


- Homo sapiens calpain 10 fCAPNIO), transcript variant 6, mRNA 1 

. .Homo sapiens calpain 10 (CAPN10), transcript variant 5. mRNA ~H 
Homo sapiens calpain 10 fCAPNIO). transcript variant 4. mRNA H 
Homo sapiens calpain 10 (CAPN10), transcript variant 3 mRNA | 
Homo sapiens calpain 10 (CAPN10). transcript variant 2. mRNA H 
Homo sapiens calpain 10 (CAPN10), transcript variant 1. mRNA 
Homo sapiens calpain 10 (CAPN10), transcript variant 8 mRNA \ 

fm^?!fo^ U2 ^f? nUClear nbonucle <>Fotein auxiliary factor, small subunit 
i \U/.Ar IKo 1), mRNA 1 


NM_023031 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase 
keratmocyte growth factor receptor, craniofacial dvQftctnQi'c 1 rv™,™« 

. f tvyA > waiiiuxai/iai uy&ublOSlS 1, L^TOUZOn 1 

syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcriot 
vanant 13, mRNA ! 


NM_023030 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase 
keratinocyte growth factor receptor, craniofacial dysostosis l rvrm™„ 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2) transcriot 1 
variant 12, mRNA 


NMJ)23028 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase 
keratinocyte growth factor receptor, craniofacial dysostosis 1 rVmi^n 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
vanant 10, mRNA ' v \ 


NMJ)22976 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase 
keratinocyte growth factor receptor, craniofacial dvsostosis 1 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
vanant 9, mRNA ' v \ 


NMJ)22975 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase \ 
keratmocyte growth factor receptor, craniofacial dysostosis 1 rvr.ii.,™, 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcriot 
vanant 8, mRNA * p 


NM_022974 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 7, mRNA ' 


NM 022973 3 
1 

5 

NM_022972 I 


Komo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase 
ceratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2) transcriot 
'ariant 6, mRNA v 

lomo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase 
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RSsiaiiiivKsy lc giuwui iauiux ret/epiur, traniuidoidi aysubiosis i 9 ^rouzon 
syndrome, PfeifFer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 5, mRNA 


NM.022971 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
ft.ci a Hi iu u y ic giowm iduLui icLepiui, cranioiaciai oysosiosis i, L/rouzon 
syndrome, PfeifFer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 4, mRNA 


NM_022970 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
KeraunocYic growm iaccor receptor, cranioiaciai dysostosis 1 , Crouzon 
syndrome, PfeifFer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 

variant ^ rtVRMA 

Vail Cull J j liU\Arif\ 


NM 022969 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 

Vpffl tin np.vt p <rrf\\xrt\\ faptrvr rpr»f*nfrvr r»ra«irkf«»r»ici1 /Ji/erkot/^cici 1 Prrtnnnn 
j\.ci auiiui/y ic giuwiii lacuji ici/Cptui, uiculiOIaUlai uysOSIOSlS 1, \_40UZ0n 

syndrome, PfeifFer syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
variant 2, mRNA 


NM_0 15850 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer svndrome^ fFGFRl^ tran<;erint variant 9 mRNA 


NM_023111 


Homo sapiens fibroblast growth factor receptor 1 (fins-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 9, mRNA 


NM_023110 


Homo sapiens fibroblast growth factor receptor 1 (fins-related tyrosine kinase 2, 
it iciiicr ayiiuruinej jrvjrivi y, transcnpi van ant o, mtsJNA 


NM_023109 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
ricuier synuromej orivi j, rranscnpt variant /, mKJNA 


NM 023029 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, PfeifFer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 

varicmt 1 1 nVRXTA 
valiant. 11, llUviNr\. 


NM_023108 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
jrieuicr ayiiuronicy ^rorivi ) f transcnpi vanant o, mKJNA 


NM_000141 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
Keraimocyie growtn iacior receptor, cranioiaciai Dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 

vanant 1 ttiT? M A 
VailallL 1, IIUnJLijtV. 


NM_023107 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
nciiicr iynuromcy ^rorxvi ), transcnpi variant D, mKJNA 


NM 023106 


lAuiiiu oapiciio iiuxuuiaoi gruwiii lai/ioi receptor i ^ims-reiateQ tyrosine Kinase z, 
Pfeiffer svndrome^ fROFR W tran^rrint variant d ml? "NT A 

a iviuvi ojti.iui.vf ii ivy VJ i i\i j } u.ailoi/HJJ I vaildllL *t, illXvlNxA 


NMJ)23105 


Homo sat)iens fibroblast srowtb factor recpntnr 1 ^frriQ-rplatpH tvrnQiTip 1rinac*» 9 

Pfeiffer syndrome) (FGFR1), transcript variant 3, mRNA 


NM_000604 


Homo saoiens fibroblast Prowtb fa cAnr repfntnr 1 ^■frnc-rp1at* i H rvrncin** lrinacf» 0 
Pfeiffer svndrome^ ^FGFRl^ tran^crint variant 1 mRNA 

J. iviuw iiui viiivy ^± VJl xviy, Uldliovllpt Vol lull L 1, 11JLLV1 1/1. 


NM 024018 


Homo saniens butvronhilin suhfamilv 2 member rRTTsI?A^^ mRMA 

0<*£/1^11l3 L/Uljrl UJ^/1111111, a UUJLCllllll JT illdilUF&I S\3 ^JD 1 1N^/\J lllXvl NxV 


NM 017614 


Homo saniens netainp-hnmnrvQtpinp mptnv1trancfi»racp 9 rRT-TAyfT9^ mPTsJA 
iiuuiu sapiuio uviaiiib iiuiiiuc/_y oitiilt/ llltlliyiLiallilClaoC ^ ^OJniVll^y, IIUVIN/A. 


NM 005434 


Homo s aniens BFNF "nrntein rRFMF^ mR>JA 

iiwuivj ^apiLiio JDi_/J.iJL< |JA w I will ^XJU/IN J_y liJUCViN/i. 


NM_000351 


Homo saniens stprotH sulfata^p rmiprAcnman arvlcnlfatacp f" 1 i'cA7vmp Q ^QXQ^ 

AAv/iiiv oa^yiviio oiuuiu ouuaiaot ^liiiWUoUlllal^, al YtolillotaoC v>, loU^»jriIiC O 1 0 1 u J, 

mRNA 


NM 024105 


Homo sapiens hypothetical protein MGC3 136 (MGC3 136), mRNA 


NM 024098 


Homo sapiens hypothetical protein MGC2574 (MGC2574), mRNA 


NM 024096 


Homo sapiens hypothetical protein MGC5627 (MGC5627), mRNA 


NM 024095 


Homo sapiens hypothetical protein MGC5540 (MGC5540), mRNA 


NMJ)24091 


Homo sapiens hypothetical protein MGC5297 (MGC5297), mRNA 


NM 024089 


Homo sapiens hypothetical protein MGC5302 (MGC5302), mRNA 
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NM 024082 


Homo sapiens transmembrane gamma-carboxyglutamic acid protein 3 (TMG3) 
mRNA 


NMJ)24081 


Hra^sapiens transmembrane gamma-carboxyglutamic acid protein 4 (TMG4), 


NM_024079 

NM 024078 
NM 024075 
NM 024073 
NM 024060 
NM 024056 
NM 024054 


Homo sapiens hypothetical protein MGC2840 similar to a putative 
glucosyltransferase (MGC2840). mRNA 

Homo sapiens hypothetical protein MGC3162 (MGC3162), mRNA 
Homo sapiens LENG5 protein (LENG5), mRNA 
Homo sapiens hypothetical protein MGC2875 (MGC2875), mRNA 
Homo sapiens hypothetical protein MGC5395 (MGC5395) mRNA 
Homo sapiens hypothetical protein MGC5576 (MGC5576), mRNA 
Homo sapiens hypothetical protein MGC2821 (MGC2821), mRNA 


NM 024051 
NM 024047 
NM 024044 
NM 024043 
NM 024035 
NMJ)24034 


Homo sapiens hypothetical protein MGC3077 (MGC3077), mRNA 
Homo sapiens hypothetical protein MGC3037 (MGC3037), mRNA 
Homo sapiens hypothetical protein MGC5 178 (MGC5 1 78), mRNA 
Homo sapiens hypothetical protein MGC3 1D1 (MGC3 101), mRNA 
Homo sapiens hypothetical protein MGC31 13 (MGC31 13), mRNA 
Homo sapiens hypothetical protein MGC3129 similar to ganglioside-induced 
differentiation-associated protein (MGC3129), mRNA 


NM 024009 
NM 024013 
NM 000521 
NM 000520 


Homo sapiens gap junction protein, beta 3, 31kD (connexin 31) (GJB3), mRNA 

Homo sapiens interferon, alpha 1 (IFNA1), mRNA 

Homo sat)iens hexosarniriiHaQp ft fl^to r\nl-\rr»cvt-»-H/^£»\ /tltcvt>\ tixta 

jupiviio Aiwivjaaiiimiuafrc r> ^pcut polypeptide} IHKa hj, mKNA 

Homo sapiens hexosaminidase A (alpha polypeptide) (HEXA) mRNA 


NM 006044 
NM 003883 
NM 004964 
NMJ)01492 
NM 018486 


Homo sapiens histone deacetylase 6 (HDAC6), mRNA 
Homo sapiens histone deacetylase 3 (HDAC3), mRNA 
Homo sapiens histone deacetylase 1 (HDAC1), mRNA 
Homo sapiens growth differentiation factor 1 (GDF1), mRNA 
Homo sapiens histone deacetylase 8 (HDAC8), mRNA 


NMJ)05089 


Homo sapiens U2 small nuclear nbonucleoprotein auxiliary factor, small subunit 
2 (U2AF1RS2), mRNA 


NM_004285 


Homo sapiens hexose-6-phosphate dehydrogenase (glucose 1 -dehydrogenase) 
(H6PD), mRNA 


NMJ)07210 


Homo sapiens inDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
ducLyA^aiaciosaminyitransterase 6 (GalNAc-T6) (GALNT6), mRNA 


NM_003774 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgalactosaminyltransferase 4 (GalNAc-T4) (GALNT4), mRNA 


NMJ)20474 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgalactosaminyltransferase 1 (GalNAc-Tl) (GALNT1), mRNA 


NM_0 15507 
NM 004942 


Homo sapiens EGF-hke-domain, multiple 6 (EGFL6), mRNA 


NM 005218 


Homo sapiens defensin, beta 2 (DEFB2), mRNA 
Homo sapiens defensin, beta 1 (DEFB1), mRNA 


NM_002474 


Homo sapiens myosin, heavy polypeptide 11, smooth muscle (MYH1 1) 
transcript variant SMI , mRNA 


NMJ)22870 


Homo sapiens myosin, heavy polypeptide 11, smooth muscle (MYH1 1) 
transcript variant SM3, mRNA 


NMJ)22844 


Homo sapiens myosin, heavy polypeptide 1 1, smooth muscle (MYH1 1), 
transcript variant SM2, mRNA 


NMJXH755 


Homo sapiens core-bmdmg factor, beta subunit (CBFB), transcript variant 2 
mRNA 


NM 016458 
NM 020836 
NM 015407 ] 


Homo sapiens hypothetical protein (LOC51236), mRNA 

Homo sapiens KIAA1446 protein (KIAA1446), mRNA 

Homo sapiens DKFZP5640243 protein (DKFZP5640243) mRNA 
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NM UIjUoz 


Homo sapiens KJAA0595 protein (KIAA0595), mRNA 


NM 019100 


Homo sapiens DNA methyltransferase 1 -associated protein 1 (DMAP1), mRNA 


XTl M f\* c A A*\ 

NM 015442 


Homo sapiens hypothetical protein FLJ12890 (FLJ12890), mRNA 


XTK K f\*\ Of\AO 

NM_023948 


Homo sapiens hypothetical protein AF053356_CDS3 (AF053356_CDS3), 
mRNA 




Homo sapiens G protein-coupled receptor, family C, group 5, member C 
(GPRC5C), transcript variant 1, mRNA 


NM^OlocOJ 


Homo sapiens G protein-coupled receptor, family C, group 5, member C 
(GPRC5C), transcript variant 2, mRNA 


XIX if AAATAH 

NM 000707 


Homo sapiens arginine vasopressin receptor IB (AVPR1B), mRNA 


NM 000706 


Homo sapiens arginine vasopressin receptor 1 A (AVPR1A), mRNA 


NM 021923 


Homo sapiens fibroblast growth factor receptor-like 1 (FGFRL1), mRNA 


NM_002011 


Homo sapiens fibroblast growth factor receptor 4 (FGFR4), transcript variant 1, 
mRNA 


NM_022963 


Homo sapiens fibroblast growth factor receptor 4 (FGFR4), transcript variant 2, 
mRNA 


XTX K nOOflzTC 

NM_022965 


Homo sapiens fibroblast growth factor receptor 3 (achondroplasia, thanatophoric 
dwarfism) (FGFR3), transcript variant 2, mRNA 


NM_000142 


Homo sapiens fibroblast growth factor receptor 3 (achondroplasia, thanatophoric 
dwarfism) (FGFR3), transcript variant 1, mRNA 


NM 022336 


Homo sapiens ectodysplasin 1, anhidrotic receptor (EDAR), mRNA 


NM_0 18654 


Homo sapiens G protein-coupled receptor, family C, group 5, member D 
(GPRC5D), mRNA 


NM_002534 


Homo sapiens 2 , ,5'-oligoadenylate synthetase 1 (40-46 kD) (OAS1), transcript 
variant El 6, mRNA 


NM_016816 


Homo sapiens 2 , ,5'-oligoadenylate synthetase l (40-46 kD) (OASl), transcript 
vanant El 8, mRNA 


NM UI4D01 


Homo sapiens ubiquitin carrier protein (E2-EPF), mRNA 


NM 000595 


Homo sapiens lymphotoxin alpha (TNF superfamily, member 1) (LTA), mRNA 


XIX K AA^A/IA 

NM 007040 


Homo sapiens ElB-55kDa-associated protein 5 (E1B-AP5), mRNA 


XTTV /T f\f\ I^TH 

NM 001232 


Homo sapiens calsequestrin 2 (cardiac muscle) (CASQ2), mRNA 


xtx >r An i 1 

NM_001231 


Homo sapiens calsequestrin 1 (fast-twitch, skeletal muscle) (CASQ1), nuclear 
gene encoding mitochondrial protein, mRNA 


XTX yf AAOQOC 

NM 00392j 


Homo sapiens methyl-CpG binding domain protein 4 (MBD4), mRNA 


rNxvi uuzioy 


Homo sapiens growth hormone 2 (GH2), transcript variant 1, mRNA 


JNM UzZjjo 


Homo sapiens growth hormone 2 (GH2), transcript variant 3, mRNA 


"MATT AOO^CT 

NM UZzdj / 


Homo sapiens growth hormone 2 (GH2), transcript variant 2, mRNA 


JNM UZz55o 


Homo sapiens growth hormone 2 (GH2), transcript variant 4, mRNA 


NM_022562 


Homo sapiens growth hormone 1 (GH1), transcript variant 5, mRNA 


MM 022561 


Homo sapiens growth hormone 1 (GH1), transcript variant 4, mRNA 1 


NM 022560 


Homo sapiens growth hormone 1 (GH1), transcript variant 3, mRNA 


NM 022559 


Homo sapiens growth hormone 1 (GH1), transcript variant 2, mRNA 


NM 000515 


Homo sapiens growth hormone 1 (GH1), transcript variant 1, mRNA 


NM 021801 


Homo sapiens matrix metalloproteinase 26 (MMP26), mRNA 


NM_022718 


Homo sapiens matrix metalloproteinase 25 (MMP25), transcript variant 2, 
mKiNA 


NM_022468 


Homo sapiens matrix metalloproteinase 25 (MMP25), transcript variant 1, 
mRNA 


NMJ)06690 


Homo sapiens matrix metalloproteinase 24 (membrane-inserted) (MMP24), 
mRNA 


NM 004771 


Homo sapiens matrix metalloproteinase 20 (enamelysin) (MMP20), mRNA 


NM 002423 


Homo sapiens matrix metalloproteinase 7 (matrilysin, uterine) (MMP7), mRNA 
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NMJ302422 


Homo sapiens matrix metalloproteinase 3 (stromelysin 1, progelatinase) 
(MMP3), mRNA 


NMJ)05941 


Homo sapiens matrix metalloproteinase 16 (membrane-inserted) (MMP16), 
transcript variant 1, mRNA 


NM_022564 


Homo satriens matrix TnetallonrotpiriflQf* 1 6 fmf mhr3np_iricprfp»^\ f\A\/TDi &\ 

i}B|/iuii} iiuiuiA ii Ivul ll \jy x UlCli Ido C 1U ^llldllUldllC lllaCI ICkIJ ^lYLtYUT 1 Oy, 

transcript variant 2, mRNA 


NM_002421 


Homo sapiens matrix metalloproteinase 1 (interstitial collagenase) (MMP1), 
mRNA 


NMJ)04995 


Homo sapiens matrix metalloproteinase 14 (membrane-inserted) (MMP14), 
mRNA 


NM 002427 


Homo sapiens matrix metalloproteinase 13 (collagenase 3) (MMP13), mRNA 


NM 005940 


Homo saiyierK matrix mptallnnrntpinnQP 1 1 ( ctrrvm^Hjevn 3\ flV/TM"D1 1\ ^dxta 


NMJ)22792 


Homo sapiens matrix metalloproteinase 19 (MMP19), transcript variant rasi-9, 
mRNA 


NM_022791 


Homo sapiens matrix metalloproteinase 19 (MMP19), transcript variant rasi-6, 
mRNA 


NM_022790 


Homo sapiens matrix metalloproteinase 19 (MMP19), transcript variant rasi-3, 

mRNA 


NM 002429 


riumu oapiciid iiiauiA iiieuuioproiemasc i7 ^ivlcvlt i y) y iranscnpt variant rasi-1 
mRNA 


NM 004530 


xxuiiiu bapiciib xiiduiA iiiciajiioproicinase l ^geiannase a, /zkjj gelaunase, /zkJD 
type IV collagenase) (MMP2), mRNA 


NM 004994 


xaumu bdpiciib iiiduiA iiicidjioproieinase y ^geiaunase o, i/zKU gelaunase, yzKU 
type IV collagenase) (MMP9), mRNA 


NM 004142 


lxuiiiu oduicna IiiduiA lliCldllupruiCindbc-llK.e 1 ^IVJivlxl^l j) mrsJ\/V 


NM 002424 


xj.uj.iiu c»£ipiciii> iiiauiA lucidiiupruieinase o ^neuxropmi conagenasej (IVLIYLl o), 
mRNA 


NM 002428 


nuiiiu bdpicjib iiiduiA mciaiioproiemase 10 ^memDrane-inserteoj (MJVlrlD), 
mRNA 


NM 002426 


rxuiiiu oapicu^ mduiA meiaiioproLemase iz ^macropnage eiastasej (JV±JVl.rl2), 
mRNA 


NM 002425 


nuiiiu &dpicns> indLnA metalloproteinase i\j ^stromelysin 2) (Lvlivxr ID), niKiNA 


NM_022804 


Homo sapiens SNRPN upstream reading frame (SNURF), transcript variant 2, 
mRNA 


NMJW5678 


Homo sapiens SNRPN upstream reading frame (SNURF), transcript variant 1, 
mRNA 


NM_003097 i 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 

fr?in cr , T"iTvf" vciriciTit 1 mT?T\TA 
Udll&Ulipi Vaildm 1, nilvlN/\ 


NM_022808 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 

franc print "irariont ^ mTJWA 


NM_022807 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 

trfm^rrirkt variant A mRMA 
uaiioviipi vaiidilL t, XliXviN/x 


NM 022806 


nomo sapiens sman nuciear noonucieoprotem polypeptide N (olNKP N), 
transcript variant 3, mRNA 


NM 022805 


xiuinu dapiciia biiiaii nucicdr noonucieoproicin poiypepciue in ( oiNKJriN ), 
transcript variant 2, mRNA 


NM 022717 


Homo sapiens Ul-snRNP binding protein homolog (70kD) (U1SNRNPBP), 
transcript variant 2, mRNA 


NM 006759 


Homo sapiens UDP-glucose pyrophosphorylase 2 (UGP2), mRNA 


NMJ)01400 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 
receptor, 1 (EDG1), mRNA 


NM 005586 


Homo sapiens MyoD family inhibitor (MDFI), mRNA 
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NM 022978 


Homo sapiens small EDRK-rich factor IB (centromeric} (SERFlFfi nVRTxTA 


NM 023947 


Homo sapiens hypothetical protein MGC3234 (MGC3234), mRNA 


NM 023942 


Homo sapiens hypothetical protein MGC3036 (MGC3036), mRNA 


NM 023933 


Homo sapiens hypothetical orotein MGC2494 (MGC2494 > > mRNA 


NM 005471 


Homo sapiens glucosamine-6-phosphate isomerase (GNPI), mRNA 


NM 023925 


Homo saoiens hvoothetical nrotein Fi T??SfiQ fFT T?? 4 ?^^ mPXTA 


NM 004076 


Homo sapiens crystallin, beta B3 (CRYBB3), mRNA 


NM 015717 


Homo saoiens Lant?erhan«? rell cnpnifip r.hmp lAr*fm n A ~\idT2T> tkt\ ^.tjivta 

xj.v/ii_i.u oapiwio x^aixgi/iiicuia UCU opcuilll/ ^-lypc ICl/lin ^JL/vtN vJZllxllN J, mlvlNA 


NM_012329 


Homo sapiens monocyte to macrophage differentiation-associated (MMD), 
mRNA 


NMJ)07020 


Homo samens Tll-^nftlSfP hinHrntr nrnti»ir» Vir»TV-»rJi-\ir f7{\VTW /TT1 C "NTD XTD t> T>\ 
• LiVlllu oaymuo w i oiixsaNj: imiuuig pruicm nomoiog v /viCJLJJ V U I D JN KIN "iJr^J, 

transcript variant 1 , mRNA 


NM_006465 


Homo saniens dear! rinffpr fl1rncrmHiln^_lil«» O fk-ri rrVk-f mA Aa^A n'nn^ /tyt>tt i\ 
AAV1UU oapiviio utau iiugci ^J^IUoUpilHa^-lLKC Z. ^Drignt aUQ GeaO linger) ^1 JKll ,/A 

mRNA 


NM 000015 


Homo sapiens N-acetyltransferase 2 (arylamine N-acetyltransferase) (NAT2), 
mRNA 


NM 000496 


Homo sapiens crystallin, beta B2 (CRYBB2), mRNA 


NM 001886 


Homo saoiens crv«?tal1 in fiptn A4 f'P'RVT* A^ ml? XT A 


NM 023080 


Homo sapiens hypothetical protein FU20989 (FLJ20989), mRNA 


NM 023039 


Homo ^aniPTi<; anlcvnn rpnpaf famtlt/ A /TJT7YAXTV li"L>»\ o /a\tvd a-^\ r> xt a 

xauiiiu aapicius <uij^yrm repeat, iamiiy a ^Kr A/vCNlv-liKe 7, z (AJNlvKAz), mKNA 


NMJ>21905 


Homo sapiens gamma-aminobutyric acid (GABA) B receptor, 1 (GABBR1), 
transcrint variant A m"RNA 


NM_020554 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6dl 
mRNA ' 


NM_020553 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6cl 
mRNA ' 


NM 020552 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6M, 
mRNA 

111AV1 ><xV. 


NM 020550 


xiuiiiu bdpicut) 1 -oeii leuKemia/iympnoma 0 \ 1 transcript variant 1 CL6a3 
mRNA 


NMJH2468 


xawiiiu Da^i&na x-tcn lcuj^cimd/iyrnpnoma o ^iL/JLo), transcript variant ICLoal, 
mRNA 


NM_014418 


Homo saoiens T-cell leuk-^rn.a/lvmnhnrria fk CTC 1 ! &\ tr?>ncr»ri-n+ ffot-ior^t TYr <«o 

a A-v-^ii li/urwuniicui^iij.jjiiuiLia u vboj, transcript variant iL/ivOaz, 

mRNA 


NM 016730 


Homo saoiens folate reeentrvr 1 fnHnlf. fFOT trancv>n'r»t von'atit i -tuDxta 
v "^h* 1 ^ 110 Aviate i^vupiui i ^auuiiy ^ wjurvi iranscnpi vanani rnKiNA 


NM_0 16729 [ 


AAuiiiv oc*pi^iio iwaauc icv/cpiui i ^auuii^ ^Pvyj-ijxi j t transcript variant 4, rniviNA 


NM 016725 


Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 1, mRNA 


NM 016724 


axwiiiv oapicua iridic recepior i ^aauitj {rUL,xs.i ), transcript variant /, rnK-NA 


NM 016025 


Homo saDiens CfTrT-Sl nrnt<*in fTYBPVn mPTsIA 


NM 004406 


xiuiiiKj oapicn6 ucieieu in malignant Drain tumors i ^jujvld 11), transcript variant 
1, mRNA 


NM 000197 


Homo Saoiens hvdrrncvstprnirl (\ 7-h<*taN Hf»hvHmcrf»Tiao*» "X njQ~T\ 1 ttjon ~,dxta 


NMJ)01220 


Hom.0 Saoiens Calcilim/palrnnHnliri-rlpnf^nHpnt nrntpin lAtnaco fC x o\A U«ooo\ TT 
1.J.W1UV ijuyiwiio ^aiuiuiJj/^auiiuuuilll-UCpcilUCIll piUlCin KaHaSC ( L/aiVl Kinase ) 11 

beta fCAMK2B) mRNA 


NM 019071 


Homo Saoiens inhibitor of Prnwth familv mpmhpr ^ /TMf^^ mPMA 


NM_016731 


Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 8, mRNA 


NM 023018 


Homo sapiens hypothetical protein FLJ13052 (FU13052), mRNA 


NM 023016 


Homo sapiens hypothetical protein FLJ21870 (FLJ21870), mRNA 


NM 022911 


Homo sapiens solute carrier family 26, member 6 (SLC26A6), mRNA 


NM 021071 


Homo sapiens ADP-ribosyltransferase 4 (ART4), mRNA 


NM 022113 


Homo sapiens kinesin family member 13A (KEF 13 A), mRNA 


NM 012449 


Homo sapiens six transmembrane epithelial antigen of the prostate (STRAP) 
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mRNA 


NM 016513 


Homo sapiens MAK-related kinase (KIAA0936), mRNA 


\fM 014970 


"HVvmn cnm'pnc "M" ATT-r^lntpH Irinac** fJC TA A0Q^6^ mPNA 


NM 0146RR 

INiYJL VltUOO 


Unmn qqt»iptic r^lflt^H f r\ XT fpmn'niic nf fr*» A?XT'T f D'p\ ml? XT A 
nUJIIU bapiCIltj ICJalCU. IU UlC IN LClIIilliUo Ul UC \XvL> liVC/, 1I1I\J.>I/A. 


"MM 0ft6640 

INJV1 vl/UOHV/ 


T-T r\rvir* canipnc A/TT T cf»r*trn_ltV'<» fiicinti /TV^CJT7\ ml? XT A 

xaumu bdpiciib ivix^i^ ocpLin-iiivc iusioh ^ivior j 7 inixiN/v 


NM 006070 


Homo sapiens TRK-fused gene (TFG), mRNA 1 




xiomo sapiens siomatin-iiKe i ^diujvllij, uikina 


NM_000297 


Homo sapiens polycystic kidney disease 2 (autosomal dominant) (PKD2), 

TTlPXIA 

niJtvjNA. 


TsJA/f fl 16^07 


xiomo sapiens pairea reiatea nomeooox protein ^kazj, mxviNA 


XJlV/f 00**Q9d 


jtiomo sapiens pairea mesoaerm nomeooox zd ^xivl\zi5^, itlkin a 


"NTM 00600? 


ii omu bapicns pairea mcboaeiiii nomeo uox i \r ivjla. i ), transcript variant prnx- 
la, mRNA 


XT\/f 099716 


xiomo sapiens pairea mesoaerm nomeo oox i (rMA i )> transcript variant pmx- 
lb, mRNA 


"MTv yf nOHQ16 

iNivi uuuy l o 


Homo sapiens oxytocin receptor (OXTR), mRNA 


NM 000915 


Homo sapiens oxytocin, prepro- (neurophysin I) (OXT), mRNA 


XTA/f AA/C1 00 

INM UUOloo 


Homo sapiens oncomodulin (OCM), mRNA 


JNM_U22664 


Homo sapiens extracellular matrix protein 1 (ECM1), transcript variant 2, 
mRNA 


XTXif AA/1AAO 


Homo sapiens enoyl Coenzyme A hydratase, short chain, 1, mitochondrial 
(ECHS1), nuclear gene encoding iiiitochondrial protein, mRNA 


NM 022652 


Homo sapiens dual specificity phosphatase 6 (DUSP6), transcript variant 2, 

tmPXIA 
mivlNA 


NM 004419 


Homo sapiens dual specificity phosphatase 5 (DUSP5), mRNA 


XT\jf AA/M1C 

JNM_UU442j 


Homo sapiens extracellular matrix protein 1 (ECM1), transcript variant 1, 
mRNA 


XTK/f AA/M 1 Q 


Homo sapiens dual speciticity phosphatase I (UUorz), rnKJNA 


NM_004961 


Homo sapiens garrima-aminobutyric acid (GABA) A receptor, epsilon 
(CjAJoKb), transcript variant 1, rnRNA 


NM_021990 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, epsilon 
(uABKJb), transenpt vanant 4, mRNA 


JNM_U2iyo/ 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, epsilon 
(GABRE), transcript variant 3, mRNA 


NM_021984 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, epsilon 
(LrAiJKbj, transcript vanant 2, rnKJNA 


XT\/f AA/1AQA 


Homo sapiens dual specificity phosphatase 3 (vaccinia virus phosphatase VH1- 
reiateaj (juuor j ), rnjKJNA 


xtm - nonoR 
INJVX uuijyo 


Homo sapiens enoyl Coenzyme A hydratase 1, peroxisomal (ECH1), mRNA 


NM_001946 


Homo sapiens dual specificity phosphatase 6 (DUSP6), transcript variant 1, 

mJvlN/Y 


XTTV/T AA1Q^9 


xiomo sapiens Jczr transcription iactor o (rizroj, rriKJN/\ 


XTN/T AAIQ^A 


xiomo sapiens xizr transcription iactor £ \ i piu//piju-Dinaing ^Jc.zr4j, mKJNA 


XTA/f AA10AQ 


Homo sapiens E2F transcription factor 3 (E2F3) mRNA, complete cds 


TsTN/T 00^99^ 
IN1V1 UUOZZj 


xiomo sapiens xiZr transcription iactor 1 (Jbzr lj, mKJNA 


NM 022977 


xxuiiiu oapiciiD laiijr at/iu.-\^uciiz.yixic /\ iigaoc, iui ig-ui lain *t ^»-v>ij t + j } iiaiiburipi 

variant 2, mRNA 


NM 004457 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 3 (FACL3), mRNA 


NM_021122 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 2 (FACL2), mRNA 


NM 002473 


Homo sapiens myosin, heavy polypeptide 9, non-muscle (MYH9), mRNA 


NM 001926 


Homo sapiens defensin, alpha 6, Paneth cell-specific (DEFA6), mRNA 


NM 005217 


Homo sapiens defensin, alpha 3, neutrophil-specific (DEFA3), mRNA 
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NM_021912 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, beta 3 
(LjAJdKd J ), transcript variant z, ml<_NA 


NM_021911 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, beta 2 
(uABKdz), transcript variant 1 , mRN A 


NM_000814 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, beta 3 
(GABRB3), transcript variant 1 , mRNA 


NM_0U0812 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, beta 1 
(GABRB1), mRNA 


xnv/r no^/c^n 


Homo sapiens RAS p21 protein activator (GTPase activating protein) 1 
jkaoAI ) 9 transcript variant z, iilkina 


JN1V1 UUJZDy 


Homo sapiens intercellular adhesion molecule 5, telencephalin (ICAM5), mRNA 


NM_022377 


Homo sapiens intercellular adhesion molecule 4, Landsteiner-Wiener blood 
group ^1L/AM4;, transcript variant z, mKJNA 


NM_001544 


Homo sapiens intercellular adhesion molecule 4, Landsteiner-Wiener blood 
group (ICAM4), transcript variant 1, mRNA 


NM 002162 


Homo sapiens intercellular adhesion molecule 3 (ICAM3), mRNA 


NM 000873 


Homo sapiens intercellular adhesion molecule 2 (ICAM2), mRNA 


NM 022308 


Homo sapiens islet cell autoantigen 1 (69kD) (ICA1), transcript variant 3, 
mRNA 


NM_022307 


Homo sapiens islet cell autoantigen 1 (69kD) (ICA1), transcript variant 1, 
mRNA 


NM_022581 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 
transcript variant 5, mRNA 


NM_022580 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 
transcript vanant 4, mRNA 


NM_022579 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 
transcript vanant 3, mRNA 


NM_022578 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 
transcript vanant 2, mRNA 


NM_0O1318 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 
transcript variant 1, mRNA 


NM_022646 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 
variant 4, mRNA 


NM_022645 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 
variant 3, mRNA 


NM.022644 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 
variant 2, mRNA 


NM_020991 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 
variant l,mRNA 


NM_022642 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
(CSH1), transcript variant 4, mRNA 


NM_022641 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
(CSH1), transcript variant 3, mRNA 


NM_022640 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
(CSH1), transcript variant 2, mRNA 


ATA>f AA1117 
JNM__UU1J1 / 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
(CSH1), transcript variant 1, mRNA 


NM_002371 


Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant a, 
mRNA 


NM_022440 


Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant d, 
mRNA 


NM 022439 


Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant c, 
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mRNA 


NMJ)22438 


Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant b, 
mRNA 


NM 001790 


Homo sapiens cell division cycle 25C (CDC25C), transcript variant 1, mRNA 


NM 022809 

X.T1YJ. \J £*4~\J\J S 


Homo sanipns cell division pvpIp O^C* ffTV^Sf^ tranQprint van' ant 0 ml? "MA 


NMJ)21141 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 

cells 5 fdonhle-sfrand-hrpaV rpininfncr "fiTu antnantiopn ROlrD^ rYTRPPS^ nVR"MA 


NM_022550 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 4 OCRCC4^ transcrint variant 3 mRNA 


NM 022406 


Homo saniens X-rav renair comnlpmpriHrKT Hpfpptivp rpnair in PhinPQP hamQtpr 

xxwxxxv* oopi^ilO ./v Lay iv^/clu W/XXlLJXl/lXXl'XXLXXXg UvlwllV& 1 wLjail 1X1 V^llIllCoC lldllxoLCl 

cells 4 (XRCC4), transcript variant 2, mRNA 


NM 005432 


HVvmo QnniPTiQ "5f-rav rpnair pfYrrrrVIPTnpntinO' rli a ff»r»ti'i/'*» rpnai-r in f^Viin^o** komcfpr 
xxuiiivj oaLyi^iio y\. lay i^yan V/UiJupiciiiCiiiiixg ucic^livc lCUail ill V^IUIxCoC Hal I lb LCI 

cells 3 (XRCC3) mRNA 


NM 003401 

1 llll \J\J 1 


Rnmn ^anipnQ "X~-rav rpnair p.rvmnlpmpntinor Hpflpptiv^ rpnair in f^ninACP* nctmcfpr 
aauxixvj oaL/iuio /v xajr xt-pciix vuiiiLyiciiiciiiiiig ucivwlivc lCUa.il ill v>lllllCoC llallloLCi 

cells 4 OCRCC4 1 transcrint variant 1 mRNA 


NM 022405 


Homo saniens X transporter nrntein 3 OCT^ transrrint variant 0 mPMA 
iiuiiiu jupiviio v w cuxojjisx tvx [/luvviii -J ^/v x Jyj uaix&^'iiLJv VAllcu.ll i«, 1 ixxviN j \ 


NM 016192 


Homo saniens transmembrane nrotein with FGF-1ikp anrf two fnllisfatin-HVp 

AA vii i V ou^/ivllk} iiuituiiiv^iiiui un^ Ui v/ WJUi JLjVJI 1 CLXXvX IVYv XvllXOLtXLXXX 1XXVC 

domains 2 (TMEFF2), mRNA 


NM 006786 


Homo saniens urotensin 2 (LJTS2 1 transcrint variant 2 mRNA 


NM 021995 


Homo sapiens urotensin 2 (UTS2), transcript variant 1, mRNA 


NM 003353 


Homo saniens urocortin mCNl ml? MA 


NM 021991 


Homo sanipns innction nlakncrlnV)in TTTTP^ tran Qpn'nt variant 0 mPNA 
x-x'-'xxx^; oa ljxv^xxo j uxxV'U.uxx ljxoaaj^xuuxxi ^ui Udiioi/iipi VdlXallt Z-j llxxviNxV 


NM 021737 


Homo sapiens chloride channel 6 (CLCN6), transcript variant ClC-6d, mRNA 


NM 021716 

i. 1 J.YA \)JL* L / ■J\J 


nuiiiU oa|JlCilo UxuUllUC UlxalillCl O ^V><L-\_/XNU Jj ird.ni>Onpi Vaxla.nL v^lV^-OC, miViNrV 


NM 021735 


Homo sapiens chloride channel 6 (CLCN6), transcript variant ClC-6b, mRNA 


NM 006S36 


nuiiiu t>apicii6 uiiiuiiuc L/iiannci, cdiuium dcnvaieu, ianuiy memoer z ^LLLAZj, 
mRNA 


NM 004000 


TTnmn Qanipnc rnitinac** ^-lilrp 9 ^OWT^T 9^ mPMA 
nullMJ oopiCllb OllUIllabC J-I1K.C Z ^V>xll JJUZ. ^, IIxivlN/\ 


NM 002641 


rxuiiiu oapiciia piiUopilallUyxlllUoUUl giyuall, Uiaob J\ ^pafOA.ybmal nocturnal [ 

hemoglobinuria^ rPTOA^ transnrint variant 1 mRTsIA 


NM 020473 


Homo saniens oho snhatiHvl inositol olvpan plass A fnarnYVQmal nnptnmal 

J-J.'Jxxxv/ oajJinio £Jxxuo^sxxaLxu.jr xxxxv^OXLV^l ^iy\^<xi\^ vlaoo xv I Udl VJA.V olXl«l llUUtlXlllol 

hemoglobinuria) (PIGA), transcript variant 3, mRNA 


NM 020472 


HnttiA campns nnncnnatirlvlmncitnl orlvr^an r»1occ A ( narnY^/cmol r»fmtii-rr»Ql 
JJLU111U oajjicili pilUDpilaUUjf lillUoltUl gljL/dUj Oiaoo A ^JmUAyMllal nOULUITlal 

hemoglobinuria) (PIGA), transcript variant 2, mRNA 


NM 001699 


Wnmn Qanipns A*XT Tf*(*f*T\t(\r fvrr\cir>p Vinacp> ( AYT ^ tranci^i-int variant 0 mP TsTA 
X1VJ111U aa|JX&lxo rUVXj ICOCJJLUI LyiUiSlllC lUilabC ^xVyVl^. 11 dIlt>UOp I VdJlanL IIlxviN/V 


NM 021913 


T-Tnmo QanipnQ A^fT Yf^rmirw tv/rncinp IrinQc/* / A YT ^ tran ofrint tror-ionf 1 -mT? XT A 
xlUlllU oapxcius AAXj lCOCpiUl lyiUMllC KlllabC ^AALij, LxalloCnpi Valldni 1, IIlxviNjrV 


NM 016188 


Homo sapiens actin-like 6 (ACTL6), mRNA 


NM 000509 


nuiiiU daiyidid liuiiuugcii, gaiiiiiia poij^pcpiioe uu uaiiscnpi Vanant gammd- 
A, mRNA 


NM 021870 


riuniu dajyi^iiD xiuiiiiugcii, gdiuiiia puij'pcpuuc ^rvjvjr^, udjibonpi variant gamma- 
B.mRNA 


iNxvl UUJ 1H 1 


nomo sapiens iiormogen, d oeia poiypepnae (rOJt)^, miviNA 


NM_02187l 


Homo sapiens fibrinogen, A alpha polypeptide (FGA), transcript variant alpha, 
mtviN/v 




xiomo sapiens iionnogen, a aipna polypeptide (ruA;, transcript variant aipna-xi, 
mRNA 


NMJ)00920 


Homo sapiens pyruvate carboxylase (PC), nuclear gene encoding mitochondrial 
protein, transcript variant A, mRNA ; 


NM 022172 


Homo sapiens pyruvate carboxylase (PC), nuclear gene encoding mitochondrial 
protein, transcript variant 2, mRNA 


NM 004358 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 1, mRNA 


NM 021874 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 4, mRNA 
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NM 021873 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 3, mRNA 


NM 021872 


xAVJiiivj oapiciio i/Cii uivioiuii wjrOic ^i/v/^Ji) J } Uaiiouiipi v all ail I IT1KJ,N/V 


NM_020990 


Homo sapiens creatine kinase, mitochondrial 1 (ubiquitous) (CKMT1), nuclear 

OFTtf* p"nrT\r1in cr rnitnonrvnHrial nrntpiti mPT\I A 
gwiiv Cliwuuiilg liilLUwIUliUllal piUlCJJu, IWVLN/Y 


NM 021962 


Homo sapiens active BCR-related gene (ABR), transcript variant 1, mRNA 


NM 001009 


nuino bapiens active uv>jv-reiaiea gene iajbjkj, iranscnpt variant itlkjna 


NM 021794 


Homo sapiens a disintegrin and metalloproteinase domain 30 (ADAM30), 

UolloOlipL Valiant 1, IIU\J.N/\ 


NM_001464 


Homo sapiens a disintegrin and metalloproteinase domain 2 (fertilin beta) 


MM_021780 


Homo sapiens a disintegrin and metalloproteinase domain 29 (ADAM29), 

Uallbl/I ipi Vail dill Z, IIliSJLNrV 


NM_021779 


Homo sapiens a disintegrin and metalloproteinase domain 29 (ADAM29), 

uailoOiipi Veil laill J, IILI\J.>I/V 


NM_014269 


Homo sapiens a disintegrin and metalloproteinase domain 29 (ADAM29), 

Udllbl/iipi VdlldllL 1, IUIVIN/V 


NM_021723 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 

mP"NTA 
imSJLNrV 


NM_021722 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 

rnPXTA 


NM_021721 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 

rr-iPXT A 


NM_016351 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 

mPXTA 
mKJNA 


NM_021832 


Homo sapiens a disintegrin and metalloproteinase domain 17 (tumor necrosis 
factor, alpha, converting enzyme) (ADAM 17), transcript variant 2, mRNA 


NM_003183 


Homo sapiens a disintegrin and metalloproteinase domain 17 (tumor necrosis . 
iactor, aipna, convening enzyme; (/yuajvii iranscnpt vanant 1, mKNA 


NM_003815 


Homo sapiens a disintegrin and metalloproteinase domain 15 (metargidin) ■ 

^ADAMI^ tWRXTA 
\l\xJi\]yx L0)y IilKlN/v 


NM_021641 


Homo sapiens a disintegrin and metalloproteinase domain 12 (meltrin alpha) 
{j\ijj\ivLLz.) 9 transcript vanant z, mtvJNA 


1NXV1 \)Ll.\3lL 


Homo sapiens a disintegrin and metalloproteinase domain 1 1 (ADAM1 1), 
LTdnscnpi vanant z, itiivln/\ 


NM_006437 


Homo sapiens ADP-ribosyltransferase (NAD+; poly (ADP-ribose) polymerase)- 

1 fATTPPTT H mPMA 


NM_001618 


Homo sapiens ADP-ribosyltransferase (NAD+; poly (ADP-ribose) polymerase) 

f AFlPPT* mPMA 


NM 021738 


Homo sapiens supervillin (S VIL), transcript variant 2, mRNA 


XFA/T WXMA 
iNivi Uvj i m 


Homo sapiens supervillin (SVTL), transcript variant 1, mRNA 


NM_002505 


Homo sapiens nuclear transcription factor Y, alpha (NFYA), transcript variant 1, 

mKJNA 


NM_021705 


Homo sapiens nuclear transcription factor Y, alpha (NFYA), transcript variant 2, 
mKJNA 


NM_000832 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 1 (GRJN1), 

tran cprirvt - vari an f "MP 1 _ 1 mP TsJ A 
uailoUI 1JJI VallallL iNXvl - 1 , llHvi>i/\ 


NM_000673 


Homo sapiens alcohol dehydrogenase 7 (class IV), mu or sigma polypeptide 
(ADH7), mRNA 


NM_000671 


Homo sapiens alcohol dehydrogenase 5 (class IH), chi polypeptide (ADH5), 
mRNA 


NM_000670 


Homo sapiens alcohol dehydrogenase 4 (class H), pi polypeptide (ADH4), 
mRNA 
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"MA/f AA1 OlO 


Homo sapiens colipase, pancreatic (CLPS), mRNA 


NM_UZ 1 /So 


Homo sapiens b.LK4, bib -domain protein (bJttr accessory protein 1) (LJUK.4), 
transcript variant b, mRNA 


"MA/1 AO 1 7 AO 

JNM v)Zi 


Homo sapiens CD27-binding (Siva) protein (SIVA), transcript variant 2, mRNA 


JNM UUuHZ / 


Homo sapiens CD27-binding (Siva) protein (SIVA), transcript variant 1 , mRNA 


NM_021804 


Homo sapiens angiotensin I converting enzyme (peptidyl-dipeptidase A) 2 

( t^C^l\ mRNA 
yr\\^]jjZ, ), IljJvlNrV 


NM 020208 


Homo sapiens X transporter protein 3 (XT3), transcript variant 1, mRNA 


"MM H9in^n 

INIVl UZIujU 


xiomo sapiens zinc linger proiem lh [jsxjjv. o) jzjNr i^t), ituvIN/v 


XTN/f AOA/ISK 
JNM UZU*foO 


xiomo sapiens Knesus Diooa group, L/Ctie antigens ^ivriv^Jtij, iiikjna 


NM 016232 


Homo sapiens interleukin 1 receptor-like 1 (IL1RL1), mRNA 


JNM_UUlooU 


Homo sapiens FXYD domain-containing ion transport regulator 2 (FXYD2), 
transcript variant a, mRNA 


NM_021603 


Homo sapiens FXYD domain-containing ion transport regulator 2 (FXYD2), 
transcript variant b, mRNA 


NM 005387 


Homo sapiens nucleoporin 98kD (NUP98), mRNA 


NM_021602 


Homo sapiens CD79B antigen (immunoglobulin-associated beta) (CD79B), 
transcript variant 2, mRNA 


NM.000626 


Homo sapiens CD79B antigen (immunoglobulin-associated beta) (CD79B), 
transcript variant 1, mRNA 


NM 021601 


Homo sapiens CD79A antigen (immunoglobulin-associated alpha) (CD79A), 
transcript variant 2, mRNA 


NM.021599 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 2 (ADAMTS2), transcnpt vanant 2, mRNA 


NM_006988 


TT * J* * a * 1*1- — J j 11^ » / i • , \ • , i 

Homo sapiens a dismtegrin-hke and metalloprotease (reprolysin type) with 

t _ _ 4 _ 1 _ — _j.;X > 1 / A T\ A TV /PTC 1 \ «^»T>\T A 

tnrombosponam type 1 motii, 1 (ADAMTS1), raKNA 


NM_004069 


Homo sapiens adaptor-related protein complex 2, sigma 1 subunit (AP2S1), 
transcnpt vanant Ar 1 /, mJbCJNA 


NM_021575 


Homo sapiens adaptor-related protein complex 2, sigma 1 subunit (AP2S1), 
transcnpt vanant Ar l / delta, mKJN A 


JNM U21J/4 


Homo sapiens breakpoint cluster region (BCR), transcript variant 2, mRNA 


ATTV/T AA/1QT7 
JNM UU4JZ/ 


Homo sapiens breakpoint cluster region (BCR), transcript variant 1, mRNA 


JNM__UU7327 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 1 (GRIN1), 
transcript variant NR1-3, mRNA 


XTTV/f no 1 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 1 (GRIN1), 
transcnpt vanant inj\.i-z, mj\jNA 


Tsjiv/f 09(108/1 
IN1V1 UZUS/OH- 


no mo sapiens cnonne aceryiiransierase ^xi/vi ), transcnpi vanant Jv, mxvJNA 


JNM VJZKjyoj 


jtiomo sapiens cnoiine aceryjixansierase ^criA a j, transcnpt vanant in j , nuvJN A 


JNM uzuo^y 


nonio sapiens cnojine aceryiiransierase ^JtiAi ), transcnpt vanant m, mbuNA 


NM 001615 


Homo sapiens actin, gamma 2, smooth muscle, enteric (ACTG2), mRNA 


JNM U2U9oo 


Homo sapiens choline acetyltransferase (CHAT), transcript variant N2, mRNA 


NM 018662 


Homo sapiens disrupted in schizophrenia 1 (DISCI), mRNA 


NM 018406 


Homo sapiens mucm 4, tracheobronchial (MUC4), mRNA 


NM 017783 


Homo sapiens hypothetical protein FLJ20357 (FLJ20357), mRNA 


NM 004532 


Homo sapiens mucin 4, tracheobronchial (MUC4), mRNA 


XTNif A1 OO 1 C 

NM_U12215 


Homo sapiens meningioma expressed antigen 5 (hyaluronidase) (MGEA5), 
mRNA 


NM_020326 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 5, mRNA 


NM_020325 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 4, mRNA 


NM 020324 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
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transcript variant 3, rnRNA 


NM_020323 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 2, mRNA 


NMJ)20298 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 9 
^ABCC9), transcript variant SUR2A-delta-14, mRNA 


NM_020297 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 9 
(ABCC9), transcript variant SUR2B, mRNA 


NM_021270 


Homo sapiens leukocyte-associated Ig-like receptor 2 (LAJ0R2), transcript variant 
2, mRNA 


NMJ>02288 


Homo sapiens leukocyte-associated Ig-like receptor 2 (LAIR2), transcript variant 
l,mRNA 


NM 020983 


Homo sapiens adenylate cyclase 6 (ADCY6), transcript variant 2, mRNA 


NM 015270 


Homo sapiens adenylate cyclase 6 (ADCY6), transcript variant 1, mRNA 


NM_020987 


Homo sapiens ankyrin 3, node of Ranvier (ankyrin G) (ANK3), transcript variant 
l,mRNA 


NM 020977 


Homo sapiens ankyrin 2, neuronal (ANK2), transcript variant 2, mRNA 


NM 001148 


Homo sapiens ankyrin 2, neuronal (ANK2), transcript variant 1, mRNA 


NM 020481 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 8, mRNA 


NM 020480 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 7, mRNA 


NM 020479 


Homo sapiens ankyrin 1, erythrocytic fANKl), transcript variant 6, mRNA 


NM 020478 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 5, mRNA 


NM 020477 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 2, mRNA 


NM 000037 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 3, mRNA 


NM 020476 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 1, mRNA 


NM 020475 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 4, mRNA 


NM 021056 


Homo sapiens tuberous sclerosis 2 (TSC2), transcript variant 3, mRNA 


NM 021055 


Homo sapiens tuberous sclerosis 2 (TSC2), transcript variant 2, mRNA 


NM 000548 


Homo sapiens tuberous sclerosis 2 (TSC2), transcript variant 1, mRNA 


NM_004041 


Homo sapiens arrestin, beta 1 (ARRB1), transcript variant 1, mRNA 


NM 020251 


Homo sapiens arrestin, beta 1 (ARRB1), transcript variant 2, mRNA 


NMJ)00872 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 7 (adenylate cyclase- 
coupled) (HTR7), transcript variant a, mRNA 


NM_0 19860 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 7 (adenylate cyclase- 
coupled) (HTR7), transcript variant b, mRNA 


NM_0 19859 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 7 (adenylate cyclase- 
coupled) (HTR7), transcript variant d, mRNA 


NM_004228 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains 2 (cytohesin- 
2) (PSCD2), transcript variant 2, mRNA 


NM^O 17457 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains 2 (cytohesin- 
2) (PSCD2), transcript variant 1, mRNA 


NMJ)04302 


Homo sapiens activin A receptor, type IB (ACVR1B), transcript variant 1, 
mRNA 


NM_020328 


Homo sapiens activin A receptor, type IB (ACVR1B), transcript variant 3, 
mRNA 


NM_020327 


Homo sapiens activin A receptor, type IB (ACVR1B), transcript variant 2, 
mRNA 


NM 012082 


Homo sapiens Friend of GATA2 (FOG2), mRNA 


NM_000578 


Homo sapiens solute carrier family 1 1 (proton-coupled divalent metal ion 
transporters), member 1 (SLC1 1 Al), mRNA 


NM_021094 


Homo sapiens solute carrier family 21 (organic anion transporter), member 3 
(SLC21A3), mRNA 


NM_003739 


Homo sapiens aldo-keto reductase family 1, member C3 (3-alpha hydroxysteroid 
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dehydrogenase, type II) (AKR1C3), mRNA 


NM 000735 


TTomn QSHll^nG crl vrnnrnfpin Vinrmnnpc a1nV»a -nrtlvnmYhi/fo (C^CX A\ mPXTA 
j.jajxxx\j ocllji V1J.O gijri/ULJXUlv>iii lluxilHJlxvo, axjJXid puiypcpilUC ^V^-VJA/, IIllvLNA 


NM_014272 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombo^nonriin fvnp 1 motif 7 f*Ai~)Alvi*T^7^ mPNA 

IXXitJXXXUUOlVUXXUXXX IjrLJw 1 XXXUlXi., / yJ?\JJf\tVX JL O / ^/j HlXvLi/\ 


NM_019863 


Homo sapiens coagulation factor VIE, procoagulant component (hemophilia A) 

fF8^ tran^cnnt variant 9 mP iSTA 

yji *->y j LitiiiDVi ljJt vaxxaxxi 1XJLXVX ixtl 


NM 000132 


T-f nTTin Cflmpnc f*naaii1atinn fa r»tr»r \/TTT "nrrvrr^Q rrnla-nf r-nmnnnonf /liBmsvnVi-ilin A\ 

xiuaxxu oapiciia vuaguiauuii iduiur viU) pruouaguiani componeni inemopniiia A) 
rF8^ tran ccnnt variant 1 mPNA 

\a yfjy u.<*xxol<xx|jl vanaJ.ll x, lllXvl > A 


NM 019616 


Homo sarvien<» poaoiilation faptfvr VTT f Qpmm rvrfithrnrnhin r»nnv#>rci/Yn 

iiuuiu oapiwio i/uaguiaLXUXX xauiux V JJL ^oCl Uill piUUlluxilLHIl VvUIlVCfolUIl 

accelerator^ CF7t tran^crmt variant 9 mP* NA 


NM_000131 


Homo saTjiens coagulation fantor VTT f <5Pnim nrothrnrnn.fn rrmvprcinn 

•* Aviiiv oupivixo vuaguiaiiuii Xui/ i\jx y JUL ^ovx UXXX pxvJlliiLUllUIH OUI1 VCI MUll 

accelerator) (F7), transcript variant 1, mRNA 


NM 007219 


Homo saDiens rine fineer nrotein 24 fRNF94^ mRNA 


NM 021010 


Homo sapiens defensin, alpha 5, Paneth cell-specific (DEFA5). mRNA 


NM 016250 


Homo ^anipn^ N-mvo riownQtrparn-rpcnilatf*H oprip' 9 fXTPiP ClOi -mPXTA 


NM 020525 


Homo sapiens interleukin 22 (IL22), mRNA 


NM 006774 


Hrtinn canipnc inHr»l£»tnv1an-nnf» XT -moiVn/lfr-onrfor-n r-o /TKTlV/f r r\ t^T5\T a 

xauixiu &apiciij> iiiuuiciiiyidirxinc lN-nxeinyiiransierase ^junxYII ) 9 miviNA 


NM_014310 


Homo sapiens similar to mouse Ras, dexamethasone-induced 1 (RASD1), 
nYRNA 

1XXXYX > .TY 


NM_020322 


Homo sapiens amiloride-sensitive cation channel 3, testis (ACCN3), transcript 

variant ^ mP "M A 
y all axil j, iiirviN/\ 


NM_020321 


Homo sapiens amiloride-sensitive cation channel 3, testis (ACCN3), transcript 

variant 9 mT?MA 
vaxxaxxi z., lixivl n/x 


NM_020334 


Homo sapiens a disintegrin and metalloproteinase domain 30 (ADAM30), 
li cults onp i variant z, mixiNA 


NM 019559 


Homo sapiens coagulation factor XI (plasma thromboplastin antecedent) (Fl 1), 
uanscnpi variant z, mxviN a 


NM_000128 


Homo sapiens coagulation factor XI (plasma thromboplastin antecedent) (Fl 1), 
iranscripi vanani 1 , mKXN a 


NM_000443 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 4 

( ARr^RA^ trancfrint variant A ml? XT A 


NM_018850 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 4 

f ARfTM.^ tranQr*rmt variant C* m"RXTA 
^/VDV^Dt^, UaxlovXipL VaTldlll V^, IIirvlNin. 


NM_018849 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 4 

( Aftf^Rd.^ trancnrint variant "R mPXTA 
V-rujv^JDHy, uaixaUIipL VdlldllL jl>, lillvlNA 


NM 020038 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/IVIRP), member 3 

fARfY" 1 ^ transrrmt variant A/TRP^R ml? XT A 
li dnburipi vdridiii lvixvr j D t itixvLn A 


NM_020037 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 3 

( ARPP^ troncrrinf ^rariont A/TP PI A *viPXT A 

^/vdv^j aanscnpt vanani misx j a, miviNA 


NM_003786 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 3 
I/udv./V^oj, uanscnpi vanani iVLivr j, nuviNA 


NM_019624 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 9 

fARfRQ^ froncpn'nt vorianf O mPXTA 

yixD^s&y), uanscnpi vanani z, niKiNA 


NM_019625 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 9 

f ARfRQX trinc^n'nf irorion+ 1 rviPXTA 

lADv^rjyj, uanscnpi vanani i, ituvlna 


NM 004996 


Homo saniens ATP-hinHincr ra^<;pttp mih-familv P ^PITTP/MPP^ m/>mr»Ar 1 
oayiwio *ixx i/xxxvjxxxg ^aoovin/j ouy xaxxxxxy ^v^x. ixs/IVJJVl I, lllClllUCi 1 

(ABCC 1 ), transcript variant 1 , mRNA 


NM_019902 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(ABCC 1), transcript variant 7, mRNA 


NM_019901 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(ABCC 1 ), transcript variant 6, mRNA 


NM 019900 


Homo sapiens ATP-bindinR cassette, sub-family C (CFTR/MRP), member 1 
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(Adlli ), Transcript variant j, itikjna 




Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
^aolli j, transcript variant h, rriKiNA 


7\JA/f A1 QQQR 

in ivi_u lyoi/o 


nomo sapiens AiJr-Dinaing cassette, suo-iamiry \ \^r iiviviixr ) y memoer l 
^AjdlL/ i transcnpi van am j, iuivin a 


NMJH9862 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
jajdl,v_, i ) 9 transcript vanant z, ituvLNA 


tsja/t ai qgai 


Homo sapiens adducin 3 (gamma) (ADD3), transcript variant 2, mRNA 


NM 001640 


Homo sapiens N-acylarninoacyl-peptide hydrolase (APEH), mRNA 


XTA/f A1 OQ^O 


Homo sapiens protein A (A), transcript variant A-2, mRNA 


xjx/t aaa,ia7 

INJVl UUU4U / 


xiomo sapiens glycoprotein id ^piateien, oeta polypeptide {yjr louj, rriKiNA 


NM_015675 


Homo sapiens growth arrest and DNA-damage-inducible, beta (GADD45B), 
ihivlna 


NM 016824 


Homo sapiens adducin 3 (gamma) (ADD3), transcript variant 1, mRNA 


in ivi_uz vvjy 


Homo sapiens amiloride-sensitive cation channel 2, neuronal (ACCN2), 
transcript variant 1 , mRNA 


MM UUSioo 


Homo sapiens pnosaucin-liKe (rDLL), mRNA 


NMJH7585 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 6 
(SLC2A6), mRNA 


NMJ)20238 


Homo sapiens inner centromere protein antigens (135kD, 155kD) (INCENP), 
mRNA 


vt» r f\r\ t" t\r\ o 

NM 006908 


Homo sapiens ras-related C3 botulinum toxm substrate 1 (rho family, small GTP 
binding protein Racl) (RAC1), transcript variant Racl, mRNA 


NM_018890 


Homo sapiens ras-related C3 botulmum toxm substrate 1 (rho family, small GTP 
binding protein Racl) (RAC1), transcript variant Raclb, mRNA 


NM 018891 


Homo sapiens lammm, gamma 2 (nicein (lOOkD), kahnm (105kD), BM600 
(lOOkD), Herhtz junctional epidermolysis bullosa)) (LAMC2), transcript vanant 

1 . . , T> XT A 

2, mRNA 


NM_0l3430 


Homo sapiens gamma-glutamyltransferase 1 (GGT1), transcript variant 3, 

— T>XT A 

mRNA 


NM_0l342l 


Homo sapiens gamma-glutamyltransferase 1 (GGT1), transcript variant 2, 

__T> XT A 

rnKJNA 


NM 004954 


Homo sapiens ELKL motif kinase (EMK1), transcript variant 2, mRNA 


"MTV/T A1 H AC\f\ 

JNM 017490 


Homo sapiens ELKL motii kinase (EMK1), transcnpt vanant 1, mRNA 


"MTV/T AA/11AC 


Homo sapiens EGF-containing fibulin-like extracellular matrix protein 1 
(JirJcJvir i ), transcnpt variant l, rnKlNA 


NM 002403 


Homo sapiens microfibrillar-associated protein 2 (MFAP2), transcript variant 2, 
mKJNA 


KTKA AIT/ICO 


Homo sapiens microfibrillar-associated protein 2 (MFAP2), transcript variant 1, 


JNM UU J 1 1 J 


Homo sapiens major vault protein (MVP), transcript variant 2, mRNA 


JN1VL Ul /43o 


Homo sapiens major vault protein (MVP), transcript variant 1 , mRNA 


lNlVl__Ulooy4 


Homo sapiens EGF-containing fibulin-like extracellular matrix protein 1 
{crx^Nir i)) transcnpt variant z, mKiNA 


NM 016519 


Homo sapiens ameloblastic enamel matrix protein (AMBN), mRNA 


NM 017409 


li-UUlU bapiCIIa ctldAin L rClalCU prulvin \l\L\-iX\ ) y Uallbt'iipi Vdllani z, mrvLNA 


NM 007193 


Homo sapiens annexin A10 (ANXA10), mRNA 


NM 019102 


Homo sapiens homeo box A5 (HOXA5), mRNA 


NM 018971 


Homo sapiens G protein-coupled receptor 27 (GPR27), mRNA 


NM 003379 


Homo sapiens villin 2 (ezrin) (VIL2), mRNA 


NMJ)16830 


Homo sapiens vesicle-associated membrane protein 1 (synaptobrevin 1) 
(VAMP1), transcript variant VAMP- IB, mRNA 
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NM.014231 


Homo sapiens vesicle-associated membrane protein 1 (synaptobrevin 1) 

r\/ ATVyTDI "\ francr»i-ir»t variant VA A/TP-! A ml? TSJ A 

^ v AiVLri ), rranscnpi vanani v /xivijr-i/\, niivr«.r\. 


NM_017489 


Homo sapiens telomeric repeat binding factor (NIMA-interacting) 1 (TERF1), 

■f*i*o-r^r» r»t*i-r\^ T70t*i *lt>r 1 "Wile M i\ 

Transcript variant i, mivi.N/\ 


XTA K ArtOOl 0 

NM_003218 


womo sapiens teiomenc repeat omaing iacior \iNnviA-inicracimg^ 1 ^iiukxi^, 
rranscnpi vanani z, rnxuN/v 


JNM_U1 /4jj 


TT/vmr* oor\if»r»c ctrrvmal rpll Hprivprl fartnr rpppntm* 1 fSFVFR 1^ trnnscrint variant 
nomo sapiens sironiai lcii ucnvcu la^iui icocptui i ^oltimi, utuiauniji vanam 

aipna, uirviN/\ 


XTAvf AA7AQC 
JNM_UU/Uyo 


TTrvmrt canine r»1atVvrin hpa\m nn1vr\Pritif!p-liVp 1 f f^T Tf^T 1^ tranSPITnt Variant 9 

nomo sapiens ciainirn, ncavy puiypcpuuc-iiivc i \ksi.i i v>j_> i umio^nyi vaiicuiw 

mRKTA 
IiUVLN/x 


1N1V1 u 1 / 1 j 1 


iinmrt cariipriQ R AT1 -assnriatpH nrntpin 9 fRATAP2^ transcrint variant 2 mRNA 

JdUlIlw odpiCllo D/u 1 "uooUvlulvU pi I/It'll! a» yxj.fXJ.fXl ■«/> uanov/iijyi vcu.iu.iJi' ijij.vjl w&. 


TvJNyf A17ZK0 
iNlVI U 1 /4jU 


TTrvmr* cjmipnc RATI -a scoria tpr! nrotpin 9 rRATAP2^ transcrint variant 1 mRNA 


INlVI UU101 / 


UnmA cariipnQ nHHnriri 9 fheta^ ^AT^T)2^ transcrint variant beta-1 mRNA 


XT\yt A174RR 

IN1Y1 Ul/ £ tOO 


TTnTno cirnipnc arlHnrin ? Aipta^ TADD2^ transcrint variant beta-4 mRNA 


"MM" H17/1R7 i 
1N1V1 U 1 / 4o / ! 


TTnmn csi-nipnQ nHHiirin 2 fbeta^ ( ADT)2^ transcrint variant beta-6b mRNA 


XTA/f A17zlRfi 

INlYl \J I /'tOO 


TTnmn cjinipnc aHHnrin 1 Hieta^ rADD2^ transcrint variant beta-6a mRNA 


iNlVI Ul /4oj 


xjrttTiA canipnc sHHiirin 9 fhpta^ T ADD2^ transcrint variant beta-5a mRNA 


NM 017484 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-3b, mRNA 


JNM Ul /4oJ 


XJi-»-tvir* canionc orlrliTPin 0 /T^#»t*i^ ^ A T~^T^7^ tr*«incr*'ri , nt variant V^pt mJ\ a Tnl?"NJA 
nOlnO Sapiens aQQUCin L ^DCld.^ \r\UUZ,) 9 uallouiipi vallaili ucLa-Jd, nuviin. 


XTTV/f A17/tG7 

INM U1/46Z 


Wnmr* conipnc a rl 1 1 rM n 7 rKpta^ Z' A T^T^7^ fT , 5JTiCf»ri'nt variant Kpfn-9 ml^^fA 
nOulO oapicnb aUUUH.Il Z> ^UCld^ ^/xJ-zJ-ZiCf^j UdJLXoUiipt. vaiiaiit uvia iiiivlnxx 


JNM UloDOl 


u ntnft conipnc riirFTPSR^rn???^ nrntpin fDliCF7P^R6D222Yl mRNA 


XTAvf A1 Q/l 1 1 

NM Ulo4lJ 


jnLomo sapiens cnonuroum H-bujjLouaii&iciaac ^hoi ) t ixuvl>(/\ 


JNM Ul/o33 


xlomo sapiens enromosome z i openreaomg jxamc ^l-ziujvtj^, uijmn^v 


xnvyf A1 Q77£ 


nomo sapiens argmyi aimnopepiiuooc ^ainiiiupcpLiuaoc r>j-iu\c i ^xvL>ii:jj»j:xjiy, 
mRNA 


XTA/T rtl OOA/1 

JNM UlozU4 


Jntomo sapiens cyxosKcieion dbsoviaicu pruicni ^jvrtr/,j, iiu\j.n/\ 


NM 018200 


Homo sapiens high-mobility group 20A (HMG20A), mRNA 


NM 017595 


Homo sapiens i-Kappa-o-interacung Kas-iiKe proxein z ^ivxjjvrvozj, mivLN/v 


NM 017613 


Homo sapiens downstream neighbor of SON (DONSON), mRNA 


NM 017596 


Homo sapiens KJAAU449 protein (jsJLfVAU44yj, mKiMA 


NM_017456 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains l(cytohesin 1) 
(PSCD1), transenpt variant 2, mKJNA 


NM_0 16829 


Homo sapiens 8-oxoguanine DNA glycosylase (0GG1), nuclear gene encoding 
mitochondrial protein, transcript variant 2e, mRNA 


NM J) 16828 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 2d, mRNA 


NMJU6827 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 2c, mRNA 


NMJ) 16826 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 2b, mRNA 


XTA It f\ 1 /TOO 1 

NM_J) 16821 


Homo sapiens o-oxoguanine jjina giycosyiase ^wvjuij, nuciear gene encoamg 
mitochondrial protein, transcript variant 2a, mRNA 


XTA K ni/ioiA 

NM__0 16820 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant lc, mRNA 


NM_016819 


Homo sapiens o-oxoguamne jjjna glycosylase (Uoui nuclear gene encoamg 

mi+nr'Vi/^-nHri al nrritpiTi tTansprint vanflTit In mRNA 
IIxlLOUllUllUIial piUlCliJ, Uc*iioviJi|Ji vol lam a*-*, iijllvl>^x 


NM 002197 


Homo sapiens aconitase 1, soluble (ACOl), mRNA 


NM 016841 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 4, 
mRNA 


NM_016835 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 1, 
mRNA 


NM 016834 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 3, 
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mRNA 


NM.016938 


Homo sapiens EGF-containing fibulin-like extracellular matrix protein 2 
(EFEMP2'i mRNA 


NM 005569 


Homo sapiens LIM domain kinase 2 (LIMK2), transcript variant 2a, mRNA 


iNiVJ. U1U/JJ 


nomo sapiens i^iivi aomam Kinase z (LiiviRz), transcript variant zo, mRNA 


NM 002314 


Homo sapiens LIM domain kinase 1 (LIMK1), transcript variant 1, mRNA 


IN1V1 UiO/JJ 


nomo sapiens J^iiva aomam Kinase i (LJLMK1), transcript variant dLJMK, mRNA 


NMJ)06855 


Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retention receptor j v j\jJiii^Kj j, transcript variant 1 , mRNA 


NM 016/^7 


nomo sapiens rujjbiw (JLys-Asp-uiu-JLeu) endoplasmic reticulum protein 
retention receptor 3 (KDELR3), transcript variant 2, mRNA 


009 101 


nomo sapiens giycopnonn c (ijerbicn blood group) (CjYFC), transcript variant 
1, mRNA 


NM 01£fl1^ 


Homo sapiens glycophorin C (Gerbich blood group) (GYPC), transcript variant 
2, mRNA 


iNJVI UUDZ'fZ 


Homo sapiens coagulation factor II (thrombin) receptor-like 1 (F2RL1), mRNA 


NMJH6818 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 1 
(AJbSULrl j, transcript variant Z, mKjNA 


NM 0O/1Q 1 ^ 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 1 
(ABCG 1), transcript variant 1 , mRNA 


"MM nn?^47 

IN 1V1_U UZJ ^tZ 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant la, mRNA 


nm nnn^s 


nomo sapiens acetyicnoimesterase ( Y 1 blood group) (ACHE), transcript variant 
E4-E6, mRNA 


rNiVL \jioyyy 


Homo sapiens mesenchyme homeo box 1 (MEOX1), transcript variant 2, mRNA 


NM.003927 


Homo sapiens methyl-CpG binding domain protein 2 (MBD2), transcript variant 

1 tviDMA 

1, mJKJN A 


NM_015832 


Homo sapiens methyl-CpG binding domain protein 2 (MBD2), transcript variant 
testis-speciflc, mRNA 


NM_002384 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript variant 

A ml? MA 


NM_0 15847 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript variant 

rtM 1 , mKJN A 


NM 015846 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript variant 
1, mKJN A 


NM_015845 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript variant 
Z, mKJN A 




Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript variant 


NM 009^1 1 


I- 1 /~Wy*i r% OOrilOnri lirmnA TTT T\"\T A A 'I'll -1 - _ .- -1 - .- A. fw T/^ 1 \ J _ j • i 1 j 

nomo sapiens Hgase ill, DNA, Air-dependent (LICj3), transcript variant beta, 
mRNA 


NM 01307^ 


nomo sapiens ligase ill, UNA, Al-F-dependent (LIG3J, transcript variant alpha, 


NM 014100 


nomo sapiens aaaucm 1 (alpna) (AJDU1 ), transcript variant 3, mRNA 


NM 01/1180 


Homo sapiens adducin 1 (alpha) (ADD1), transcript variant 2, mRNA 


NM 001119 


Homo Saniens adducin 1 (fllnha^ fADDl^ fTfln<?crint variant 1 mPMA 


NMJH5831 


Homo sapiens acetylcholinesterase (YT blood group) (ACHE), transcript variant 
E4-E5, mRNA 


NM 016572 


Homo sapiens ubiquitin specific protease 21 (USP21), mRNA 


NM 016388 


Homo sapiens T-cell receptor interacting molecule (TRIM), mRNA 


NM 016272 


Homo sapiens transducer of ERBB2, 2 (TOB2), mRNA 


NM 016135 


Homo sapiens transcription factor ets (TEL2), mRNA 
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NM 016247 

A TUVA U 1 VuT / 


Homo Qarvipnci mtprnliotorpppntor matriv nrotpoolvpjm 900 fSIP Af^RPAXA 

mRNA 


NM 016334 


Homo wniVnc rvntptivp fT-TYrAtpin ooirnlprl r^pfmt/Yr ^QT-1190^ TnT?XT A 

XX\JL1X\J oaL^ltliD pULClLlVw VJ~JJlUlWlI L/UUJJiCU. 1 CUC|J LU1 ^OXXX^V/^, IIXlVLNrV. 


NM 016124 


Homo sapiens Rhesus blood group, D antigen (RHD), mRNA 


INxYl_U 1 J ou»? 


nomo sapiens soiute earner iamiiy i*f jurea transporter/, memoer I (jsjad blood 


NM 016112 


Homo sapiens polycystic kidney disease 2-like 1 (PKD2L1), mRNA 


NM 01 fA\ R 


nomo sapiens punnergic receptor x/a, ugana-gateu ion cnannei, z \rJ.ssJ^Z) 9 
mRNA 

IJtXXVX^f /*, 


NM.016653 


Homo sapiens sterile-alpha motif and leucine zipper containing kinase AZK 
(ZAKi mRNA 


NM 016556 

x^fxvx ui uj ju 


xxuiiiu od.piciit> vjx 170, ivUixipieie v^ivr jnuivxvjrx 1"oaj, ixitviNA 


NM 016431 


xxuuiu aajjiciia iiiiLugcii-4t/Uvaicu protein Jvindse o interacting protein z 

^i.VXXiX XVOXX 1* J } lllXvINxA 


NM 016377 


Homo ^rnipn^ A Irinacip fPPl<CA^ nnrlinr nrnfpin 7 f ATC AP7\ ml? "MA 
xxuxuvj oapaviio rx ivxiiaot- ^x xvxv-rv^ cui^iiui piuiCJil / yxAxvxAx / ^, IIlx\JLN/\ 


NM 016346 


Homo Cflm'pnc nnplpar rpr*pr»tAr cnV*fami1xr 9 rrrmm T7 momKof Q / r \rD7131\ 

xxuiiiu oapiciid iiuuicai ic^cpiur bUDidiiiiiy z, group n, memoer j ^inxv/Jjo ), 
mRNA ; 


NM 016325 


Homo sapiens zinc finger protein 274 (ZNF274), mRNA 


NM 016324 


Homo ^yrnipn^ 7vnc fin opt nrotpin 974. ^7X117974^ -ml? XT A 


NM 016293 


Homo Qflnipn^ hriHcrino intpomtor 9 rRTM9^ ml? XT A 


NM 015909 


Homo ^3"Oipnc npiiT*oV%l5>ctr\Tn5»-Q"mr%1ifipr1 nmtAin /T r^r^^1^0/l\ m"D\TA 
xxuxxlu oapi^iio iiwUXiJUiaoLwiixa-axxipilXICU piULClIi ^J-»v/V./J x J7 'ry, IIxxVlNA 


NM 015890 


Homo sapiens spondyloepiphyseal dysplasia, late, pseudogene (SEDLP), mRNA 


NM Ol^RR^ 


nomo sapiens r\^r up nomoiog (rur 1 1), mKJNA 


NM_015991 


Homo sapiens complement component 1, q subcomponent, alpha polypeptide 
[Ksi v/v, rriru.N/\ 


IN lYx V/ 1 D Z* \J i 


nomo sapiens JLeman coneo-coii protem \ \j^\Jz), niKJNA 


XJM 0161 ^7 


nomo sapiens tropriinin (iKUj, mKJNA 


xnvr nns^o 

rNJ.Yl_VJ I 


Homo sapiens peroxisome proliferative activated receptor, gamma (PPARG), 
mRNA 

XL XXVI 


NM 016615 

J.1AVJL \J X wv/ X 


xxuiiiu bapiciib buiuic oairicr xaiTiiiy o i^ncurouaiismiiier transporter, uAdai, , 
member 13 CSLC6A13^ mRNA 1 

uiviuuwi a ~j ^ui^ vuii i j y, ixxivjxji. 


NM 016389 


Homo sanien*; NS 1 -hinHin v nrntpin fMS 1 -TKV i mRlSJ A 


NM 016648 


Homo <;anipn<; HDPMA 1 RP nrotein THTjPMA 1 SP^ m ft XT A 
xxuiiiu aajJicub xrxXJ v^lvx.rV i Ox piUlClIl ^xxJL^v^lVx/V 1 Ox ) y IIlxViN/A 


NM 016527 


Homo wniVnc l^vHrriY\/*ar*ir1 r\vi/^<jcp» 9 ^li~\n rr r»Tiaii-»^ CVX ACX1\ ml? XT A 
AAvJiiiU oaLJJCilb lljUiUA.yauiU UAIUaoC L ^lUUg t/Jiam^ \L\t\\JL)y ITlxviN/V 


NM 016263 


Homo ^aoiptiQ P*7t1 nrotpin /T77R 1 "\ mRXJA 


NM 016602 


Homo sapiens G protein-coupled receptor 2 (GPR2), mRNA 


NM 01 SR09 


nomo sapiens n ceil kao associatea protem ^JtSKAij j, miviN A 


NM 016187 


Homo sapiens bridging integrator 2 (BEN2), mRNA 


NM 00^^7^ 


nomo sapiens vuicuiin ^ vca^j, transcript variant VL/Lr, itikjna 


NM 014000 


nomo sapiens vmcuim ( vci^j, transcript variant meta-VLX, mKiNA 


NM 01 3QQ9 


nomo sapiens pairea dox gene o (x^AAoj, transcript variant JrAAoii, mKiNA 


"NM 011QRR 


Homo sapiens Parkinson disease (autosomal recessive, juvenile) 2, parkin 
^r/iivxvzy, trans enpt variant j, mtvJNA 


NM 01^0R7 

IiIVX_V 1J70 / 


Homo sapiens Parkinson disease (autosomal recessive, juvenile) 2, parkin 

rPAliXCJ\ tra r»or»T-ir\f iron' Q-nf 9 mT?XJA 

\rf\]\L\.&j y uariscnpt variant z, mtsJN a 


NM 013985 


Homo sapiens neuregulin 2 (NRG2), transcript variant 6, mRNA 


NM 013984 


Homo sapiens neuregulin 2 (NRG2), transcript variant 5, mRNA 


NM 013983 


Homo sapiens neuregulin 2 (NRG2), transcript variant 4, mRNA 


NM 013982 


Homo sapiens neuregulin 2 (NRG2), transcript variant 3, mRNA 


NM 013981 


Homo sapiens neuregulin 2 (NRG2), transcript variant 2, mRNA 


NM 013964 


Homo sapiens neuregulin 1 (NRG1), transcript variant HRG-alpha, mRNA 


NM 013962 


Homo sapiens neuregulin 1 (NRG1), transcript variant GGF2, mRNA 
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NM 013961 


Homo saDiens neiireeulin 1 fNRGl^ transcrint variant GGF mRNA 


NM 013960 


Homo ^anien^ netirpoiiHn 1 fNRfrl^ tran^mnt variant nHfidl nVRNA 


NM 013959 


Homo sapiens neuregulin 1 (NRG1), transcript variant SMDF, mRNA 


NM 01395X 


Wrunn QanipriQ npnrf*oii1in 1 fNT?fr1'\ trnncprmt variant TTRO 'Kp'+qI ml? XT A 

XAvJllIlj> oapivlla iluUlCgUilll 1 ^INXYvJ 1 j f UoiloUlipi Veil leu 11 IJJWJT - DClclJ } mtVlNA 


NM 013957 


Homo sapiens neuregulin 1 (NRG1), transcript variant HRG-beta2, mRNA 


l^iiYl v JLJ7JU 


TTronn canipnc npi trprmlin 1 f\n?fl1\ Irancpn'nt Tro-r-i onl TTD/T. V»<»+o1 iWDXT A 
xlUiliU oapicild IlCULCgUilil 1 JWJ 1 y, UcUlol/iipi Vallani iXtvVjr-Dcla l , ITltvlN/V 


NM 013955 


Homo sapiens NADPH oxidase 1 (NOX1), transcript variant NOH-lLv, mRNA 


NM 013QS4 


xiomo bdpicnb ivi\jjrn. oxidase i ^in vj^v i ), iranscnpi variant JNUii-io, rnKJNA 


NM_0 13995 


Homo sapiens lysosomal-associated membrane protein 2 (LAMP2), transcript 

variant T AAyTP9'R nVPTsJA 
Vai ldlll JL»/\iVix Zjj , IHI\JN/\ 


NM_007334 


Homo sapiens killer cell lectin-like receptor subfamily D, member 1 (KLRD1), 

UanaCiipt V ail all I Z, mi\lNx\ 


NM_002262 


Homo sapiens killer cell lectin-like receptor subfamily D, member 1 (KLRD1), 
transcript variant 1 , mRNA 


NM_0 13976 


Homo sapiens glutaryl-Coenzyme A dehydrogenase (GCDH), nuclear gene 
encoding mitochondrial protein, transcript variant 2, mRNA 


INiVi__V 1 D o**l 


Homo sapiens adenosine deaminase, RNA-specific (ADAR), transcript variant 

ADAP-r mRNA 


TsTTV/f A1 <C/lft 
IN iVl_V/ 1 *> OH\) 


nomo sapiens adenosine ueaminase, jkjn A-specinc (/yjAK), transcript variant 
ADAR-h mRNA 


NM 001 1 1 1 

LV±Y±_\J\J 1111 


xivuiu bapiciib auciiubiiic ucaiiiiiifioc, iviNrv-speciiic \/\JL'/vjtvj, uanscript variant 
ADAR-a, mRNA 


NM 01499S 


Hn-rnn Qfinipnc l^T A A 1 009 nr/vtefn fYT A A 1 009"l mPWA 


NM 014QfK 


xiomo sapiens giuiaminase ^01^0 ), rnKJN a 


NM 014fni 

1N1V1 111 Ho J J 


riomo sapiens jvi/iAuoio gene prouuct (j\JLf\Auoloj, nixuNA 


NM 014863 


Homo sapiens B cell RAG associated protein (BRAG), mRNA 


NM 01 ^£46 
1N1V1 UlJOnD 


nomo sapiens KArirs, memoer 01 kao oncogene lamiiy (KArlrJj, mRNA 


NM 01 S491 


Homo sapiens aminoadipate-semialdehyde dehydrogenase-phosphopantetheinyl 
transferase (AASDHPPT), mRNA 


NM 01SS9^ 


nomo sapiens sman uagmeni nuclease ^JL/ivrZ»rDooril44j, mKJNA 


NM 0143Q7 


nomo sapiens jnima ^never m mitosis gene a;-reiatea Kinase 0 (NbKo), mKNA 


NM 01/1940 

lNiVl__U 1 HZ*+y 


nomo sapiens nuciear receptor suDiamiiy z, group 11, member 5 (NKzliJj, 

ml? NT A 


NM 014161 


nomo sapiens coniacun d ijndj, rriKiNA 


NM_014341 


Homo sapiens mitochondrial carrier homolog 1 (MTCH1), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 014556 


Homo sapiens Ellis van Creveld syndrome (EVC), mRNA 


NM 014106 


Homo sapiens hypothetical protein (HSPC1 17), mRNA 


NM 014^01 


Homo sapiens CpG binding protein (CGBP), mRNA 


NM_0 14567 


Homo sapiens breast cancer anti-estrogen resistance 1 (BCAR1), mRNA 


NM 014971 
iNiVl_0 1 **Z / j 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 6 (ADAMTS6), mRNA 




Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
inrombosponain type 1 motit, 2 (ADAMriS2), transcript variant 1, mRNA 


MM 014440 


Homo sapiens protein A (A), transcript variant A-l, mRNA 


NM 007319 


HfYTTin QflTviPTl^ nrPQPtlllin 1 ^A1*7hpimf*r HlCPacP ^P^IT7N^ franc rr-irvf xra-ria-nt T 
xl\J111AJ Dapiuilo pi vovlilllll X ^>rviZil i^ll lit 1 UlovdoC DJ ^lOdil /, LnillbLIipL Vail dill 1- 

374., mRNA 


NM_007318 


Homo sapiens presenilin 1 (Alzheimer disease 3) (PSEN1), transcript variant I- 
463, mRNA 


NMJH3953 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8D, mRNA 


NM 013952 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8C, mRNA 


NM 013951 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8B, mRNA 
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NM 013945 


Homo sapiens paired box gene 7 (PAX7), transcript variant 2 mRNA 


NM.013942 


Homo sapiens paired box gene 3 (Waardenburg syndrome 1) (PAX3), transcript 
variant PAX3B, mRNA 


NM_013411 


Homo sapiens adenylate kinase 2 (AK2), nuclear gene encoding mitochondrial 
protein, transcript variant AK2B, mRNA 


NM 000631 


Homo sapiens neutrophil cytosolic factor 4 (40kD) (NCF4), transcript variant 1, 
mRNA 


NM_013416 


Homo sapiens neutrophil cytosolic factor 4 (40kD) (NCF4), transcript variant 2, 
mRNA 


NM_006125 


Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 
3, mRNA 


NM.013427 


Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 
1, mRNA 


NM_013423 


Homo sapiens Rho GTPase activating nrotein 6 f AP WGAP^ h-ancpnW vat-ion* 
4, mRNA 


NM_013422 


Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 
5, mRNA 


NM_001174 


Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 
2, mRNA 


NM 013436 


Homo sapiens NCK-associated protein 1 (NCKAP1), mRNA 


NM 012310 


Homo sapiens kinesin familv member 4 A CKTPdA} mP"WA 


NM_0 13449 


Homo sapiens bromodomain adjacent to zinc finger domain, 2A (BAZ2A) 
mRNA 


NM_007333 


Homo sapiens killer cell lectin-like receptor subfamily C, member 3 (KLRC3), 
transcript variant NKG2-H, mRNA 


NM_007328 


Homo sapiens killer cell lectin-like recentor subfa-milv P m^tr»i-»#»r i fvt prM\ 

v iwuii iiiv.^ i ikji o\x\j LaiLiiiy v^j illCIIlDcr 1 1 ,Kl * 1 /> 

transcript variant NKG2-B, mRNA 


NM_002259 


Homo sapiens killer cell lectin-like receptor subfamilv C member 1 HCl PfM\ 
transcript variant NKG2-A, mRNA 


NM_004214 


Homo sapiens fibroblast growth factor ( acidic") intracellular binding nrntein 
(FIBP), mRNA 


NM 006350 


Homo sapiens follistatin (FST). transcriDt variant FST31 7 nVRNA 


NM 013409 


Homo sapiens follistatin flFST), transcript variant FST344, mRNA 


NM 013324 


Homo sapiens cytokine inducible SH2-r nntafmna nrnt^n /V^tn mPxr a 


NM_012486 


Homo sapiens presenilin 2 (Alzheimer disease 4^ fP9PT\P?^ tr5»no/vri«+ v/n-ion*- o 
mRNA 


NM_012485 


Homo sapiens hyaluronan-mediated motilitv receDtor fRHAMA/H /TTMMP^ 1 
transcript variant 2, mRNA 


NM_012484 


Homo sapiens hyaluronan-mediated motility receptor fllHAMM) (HMMR'i 
transcript variant 1 , mRNA 


NM 012483 


Homo sapiens granulysin (GNLY1 transcrint variant S1Q mRNA 


NM 006433 


Homo sapiens granulysin fGNLYV transmit variant 'MK'OS mPUA 1 


NM 001930 


Homo sapiens deoxyhypusine synthase fDHPS) transerint variant i mPXTA I 


NM 013407 i 


Homo sapiens deoxyhypusine synthase (DHPS), transcript variant 3, mRNA 


NM 013406 


Homo sapiens deoxvhvnusine svnthase fDHMS'l trnncf>rir»t vai-iant o ^wdma 
" uv " A j^jpuo»^ oyiimooo yxyiLL o y ? uaiioCTipi variant Z, mKJNA 


NM_013229 


Homo sapiens apoptotic protease activating factor (APAF1). transcript variant 1 
mRNA 


NM 013251 


Homo sapiens tachykinin 3 (neuromedin K, neurokinin beta) (TAC3), mRNA 


NM 013396 


Homo sapiens ubiquitin specific protease 25 (USP25), mRNA 


NM_0 13255 


Homo sapiens muskelm 1, intracellular mediator containing kelch motifs 
(MKLN1), mRNA 


NM 013290 


Homo sapiens GT198, complete ORF (HUMGT198A), mRNA 



419 



WO 03/074654 



PCT/US03/05028 



NM_005102 


Homo sapiens fasciculation and elongation protein zeta 2 (zygin D) (FEZ2), 
mRNA 


in ivi_yu*i o j u 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 3 

(\ lOVTYk fCJt^Wi mPXTA 
\LD\jifjJ) \ \^i\.orD) i nuvlNA 


NM 009588 


Homo sapiens lymphotoxin beta (TNF superfamily, member 3) (LTB), transcript 
variant z, mtuN a 


NM 013227 


Homo sapiens aggrecan 1 (chondroitin sulfate proteoglycan 1 , large aggregating 
proteoglycan, antigen laentitiea Dy monoclonal antibody AO 122) (ACrCl), 
transcript variant 2, mRNA 


MM 019475 


nomo sapiens uDiquitin specinc protease zi (UoKZi ), mKNA 


ViLvx^y 1 x.*tZiO 


riomo sapiens stromal ceil derived tactor receptor 1 (oDrKl), transcript variant 
beta, mRNA 


INiVl^U 1 ZZZO 


Homo sapiens purinergic receptor P2X, Iigand-gated ion channel, 2 (P2RX2), 

m"R"M A 
IIUviN/v 




nomo sapiens oiiactory receptor, lamuy 2, subiamily r, member I (OR2F1), 

mRNA 


NM 012218 


Homo sapiens interleukin enhancer binding factor 3, 90kD (ILF3), mRNA 


NM 019394 


nomo sapiens miiogen-acuvatea protem Kinase a interacting protein 2 
(MAPK8IP2), mRNA 


NM 019405 

± YiYX V 1 A*tUJ 


nomo sapiens isoprenyicysteine carooxyi metnyltransierase (1CM 1 ), rnKNA 


NM 019070 


riomo sapiens attractin (aijkjnj, rnKJNA 


NM 006874 


Homo sapiens E74-like factor 2 (ets domain transcription factor) (ELF2), mRNA 


nm rvw^riR 

IN 1VI_UU / J \J o 


Homo sapiens synuclein, alpha (non A4 component of amyloid precursor) 
(SNCA), transcript variant NACP1 12, mRNA 


IN 1VI__U UU J *r D 


Homo sapiens synuclein, alpha (non A4 component of amyloid precursor) 
(SNCA), transcript variant NACP140, mRNA 


NA>f hhckbq 


Homo sapiens arylsulfatase D (ARSD), transcript variant 2, mRNA 


NM_001158 


Homo sapiens amine oxidase, copper containing 2 (retina-specific) (AOC2), 
transcript variant 1, mRNA 


NM_005910 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 2, 

mT> XT A 


NM_007338 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 

iwn'nnfTM TJP1 T 1 w»T>XT A 

variant JJLtiui-Ll, mKNA 


NM_007337 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant ULJbul-oJ, rnKJNA 


NM_007336 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant DLbCI-oz, mKNA 


lNiVL_UU/^Jj 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant DLEC1-S1, mRNA 


JNM__UU D 1 Uo 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant ijjliiu i -In l , mKNA 


NTv/f /VKom 

1N1VI_UUjUUZ 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9 
(39kD) (NDUFA9), mRNA 


NM 001771 


Homo sapiens keratin, hair, acidic, 6 (KRTHA6), mRNA 


NM 00041 R 


Homo sapiens paired box gene 3 (Waardenburg syndrome 1) (PAX3), transcript 
variant PAX3 A, mRNA' 


NM 007052 


Homo sapiens NADPH oxidase 1 (NOX1), transcript variant NOH-1L, mRNA 


NM 006715 


Homo sapiens mannosidase, alpha, class 2C, member 1 (MAN2C1), mRNA 


NMJ)07325 


Homo sapiens glutamate receptor, ionotrophic, AMPA 3 (GRIA3), transcript 
variant flip, mRNA 


NMJ)05813 


Homo sapiens protein kinase C, nu (PRKCN), mRNA 


NM 000398 


Homo sapiens diaphorase (NADH) (cytochrome b-5 reductase) (DIA1), nuclear 
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gene encoding mitochondrial protein, transcript variant M, mRNA 


NM_007306 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCAl - 
exon4, mRNA 


NM_007305 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
delta9-l0-llb, mRNA 


NM_007304 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
deltal lb, mRNA 


NM_007303 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCAl- 
deltal 1, mRNA i 


NM_007302 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
delta9-lO,mRNA 


NM_007301 


Homo sapiens breast cancer I, early onset (BRCAl), transcript variant BRCAl- 
deltal5-l7, mRNA 


NM_007300 


Homo sapiens breast cancer l, early onset (BRCAl), transcript variant BRCAl- 
deltal4-18,mRNA 


NM 007299 


Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAl - 
delta 14- 17, mRNA 


NM_007298 


Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCA1- 
delta9-ll,mRNA 


NM_007297 


Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCA1- 
delta2-10, mRNA 


NM_007296 


Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAl a 1 , 
mRNA 


NM_007295 


Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAlb, 
mRNA 


NM 007294 


Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAla, 
mRNA 


NM_007322 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-d, 
mRNA 


NM_007321 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-C, 
mRNA 


NM_007320 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-b, 
mRNA 


NM_000754 


Homo sapiens catechol-O-methyltransferase (COMT), transcript variant MB- 
COMT, mRNA 


NM 007310 


Homo sapiens catechol-O-methyltransferase (COMT), transcript variant S- 
COMT, mRNA 


NM_000714 


Homo sapiens benzodiazapine receptor (peripheral) (BZRP), nuclear gene 
encoding mitochondrial protein, transcript variant PBR, mRNA 


NM_007311 


Homo sapiens benzodiazapine receptor (peripheral) (BZRP), nuclear gene 
encoding mitochondrial protein, transcript variant PBR-S, mRNA 


NM_007314 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 2 (arg, 
Abelson-related gene) (ABL2), transcript variant b, mRNA 


NM_007313 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 1 
(ABL1), transcript variant b, mRNA 


XTTk AT AAC i en 

NM_005157 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 1 
(ABL1), transcript variant a, mRNA 


NM 006325 


Homo sapiens RAN, member RAS oncogene family (RAN), mRNA 


NM_000902 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALL A, CD 10) (MME), transcript variant 1, mRNA 


NM.007289 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALL A, CD 10) (MME), transcript variant 2b, mRNA 
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NM 007288 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 

enKcpiiailllaSe, v^/VL-JU/Y, \sXJl\J) ^VJLLVJLil/, uaUSCripi Vandlll Za, mKlNA 


NM_007287 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 

An V<>nVi q 1 in q c/=» f AT T A fT^1 1 /A/TIMT^ trancr*t*i-nt variant Ihic ml? XT A 
enK.cpilaIinaoC, V_//vL/JUrV, Vw/ly I UJ ^IVJjVlxl J, ITallSCnpi Vail all I 1 U1S, IIlAlN A 


NM.006481 


Homo sapiens transcription factor 2, hepatic; LF-B3; variant hepatic nuclear 

•FaHrvr /TfT?^ trnn crrinf -variant K ml? XT A 

idoior ^lLrzj, iraiiaunpt variant u, iuivin/v 


NM_006884 


Homo sapiens short stature homeobox 2 (SHOX2), transcript variant SHOX2a, 


NM_003030 


Homo sapiens short stature homeobox 2 (SHOX2), transcript variant SHOX2b, 
mRNA 


1NiV1_UUjUU3 


Homo sapiens selectin P (granule membrane protein 140kD, antigen CD62) 
(SELP), mRNA 


JNM._UUD/ lo 


Homo sapiens pleiomorphic adenoma gene-like 1 (PLAGL1), transcript variant 
2, mRNA 


xnv/f nn^Rss 
INm_UlOooo 


Homo sapiens solute carrier family 25 (mitochondrial carrier; phosphate carrier), 
member 3 (SLC25A3), nuclear gene encoding mitochondrial protein, transcript 

imri ant 1 /> ■mD\TA 

variant la, mtviNA 


NM.006491 


Homo sapiens neuro-oncological ventral antigen 1 (NOVA1), transcript variant 

1 ml? XT A 


NM.006489 


Homo sapiens neuro-oncological ventral antigen 1 (NOVA1), transcript variant 

Z, mKJNA 


NM 007088 


Homo sapiens calbindin 2, (29kD, calretinin) (CALB2), transcript variant 

PAT T>0/n. _v-T>XT A 

CALrszc, mKJNA 


NM_007087 


Homo sapiens calbindin 2, (29kD, calretinin) (CALB2), transcript variant 


NM_001740 


Homo sapiens calbindin 2, (29kD, calretinin) (CALB2), transcript variant 
CALB2, mRNA 


NmJJVflyl 


Homo sapiens acyl -Coenzyme A oxidase 1, palmitoyl (ACOX1), transcript 
variant 2, mRNA 


JNJVl__l/U4UJJ 


Homo sapiens acyl-Coenzyme A oxidase 1, palmitoyl (ACOX1), transcript 
variant 1, inxvLN/\ 


IN 1V1__V vUOjZ 


xiomu Dapicnb linegrin, aipna ivi ^complement component receptor j t aipna, aiso 

Itinwri c 1*111 In it>170^ TriQfTrvr^Vi q ctp anticrpn alnlia nr*l\jnp»nfiH#»^ fTTfrATV^N 
MIUVY1J. uo KsXJXXU \\J X /\JJ) IllOVlUpilagC ailllgCil aipiia pUlypcpUUC^ \X LKJ/WfXJ^ 

mRNA 


NM 007097 

1 TJ.VJ. \J\J 1 \JJ 1 


T-Tomo <5fnri £*n <? clathriTi licrVit •nn1vnf*r»tiHf* C\ rW\ fC^J TTV\ mRrVA 

XIAJlllVJ oct^/AW-IlO Vlulllllllj llglll |JUlJf ^/CjJllviC ^J_As(JJ ^V_y.L» i- JL> y , llJJXlNxi 


NM 007090 


TTnmn wmpnc JiriH nhr\crVhatacf» 1 cnlnWp ( Af" T P1^ tran cr*Wnt variant V\ ml?"WA 
XXXJiiiVJ oaj^/iwiio owu ^llvJoLyiialao& 1, ovHUUIC ^/\.or 1 j 9 UalloUULJl vail Oil I. U, lliXviN/i. 


NM 007177 


Homo sapiens TU3 A protein (TU3A), mRNA 


MA/f 00794^ 
1N1VI /Z^J 


xiomo sapiens ataxin z reiaieu protein ^AZiJrj, rranscnpt variant i, mKJNA 


NM_006487 


Homo sapiens fibulin 1 (FBLN1), transcript variant A, mRNA 


IN1VL UUO4C0 


xiomo sapiens iiouim i ^rrSLrXNi ), transcript variant u, mKJNA 


NM 006485 


Homo sapiens fibulin 1 (FBLN1), transcript variant B, mRNA 


XTA/f 

JNM UUo/zl 


Homo sapiens adenosine kinase (ADK), transcript variant ADK-long, mRNA 


NM_006132 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 

4, mKJNA 


NM_006131 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
^ mRNA 


NM_006130 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
6, mRNA 


NM_006129 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
3, mRNA 


NM.006128 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
2, mRNA 
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NM 002516 


Homo sanietK npiiro-oncolocrical ventral antiopn 9 fMOVA9^ mRNA 

XAVJXllVJ OdjJi^llO V/ UllvUiuglwOl Y WILL til CUXlXgl/ll Z> ^1 1 V-V V r\X,Jj lliXVi^ixY 


NM 007008 


Homo ^anierK reticiilon 4 rRT7 s »J4^ mRNA 

XAVXX1VJ OClL/l^llO XWrllVslXiVJ.il > \ X — i J y HiXVJ. ^1 jMk 


NM 007046 


Homo sapiens elastin microfibril interface located protein (EMDLIN), mRNA 


NM 007037 

X tIXVA V/V / V/»J / 


WYvfTlrt CPiniPrtc n nicintpO"riTi..1iV"P unH TnptaUrvrwntpocp fT*PrYrv\1"V7eir» ■H/t\p»^ wri+V* 
xxvjuiu oapiwiio a utoJLU LVvgx ixx~xxA.G alivx lUCLdliupiUlCaov ^ICUIUlYolxx lypcy W1U1 

txirombosnondin tvne 1 motif 8 (ADAMTSfft rnPNA 

U..U. \jxxx\j\j opvsiivxux i,jr|jti x iiivjlxx, o ^iLL/ruvx l. u oy j 1 1 IXvX 1 1\. 


NM 007038 


Homo <!anipn^ a HiQintPOTin-liVp anH mptnllnnrntpncp ( rpnmli/oin tvnp wifh 
iJLuiiiu oclljiwio a viioiixLv^gi nr"iixv.t/ oxiu ixi&iAiiiJiyiiJLvvaov ^ICUIUlVoill ^j^^J Willi 

thrombosDondin tvne 1 motif 5 fa£2recanase-2^ TADAMTS5^ mRNA 


NM 006799 


Homo sani ens nrotease serine 21 ftestisini fPRSS21i mRNA 


NM_006814 


Homo sapiens proteasome (prosome, macropain) inhibitor subnnit 1 (PI3 1) 
(PSMFH mRNA 

\A MATH J ) illlVllXl 


NM 003466 


Homo saniens naired box eerie 8 fPAX8 1 tran^crint variant PA"x"8 A mRNA 

HO LsCXll V*VX UvA gVUV/ VJ \_X ilAUyj LI CUloV/l 1LJL V dl lull L X iV/Vu/i) XlXXVAliY 


NM 006790 


Homo saniens titin immunoglobulin domain nrotpin frnvntilin^ rTTTD^ mR"NTA 

AAvrmv/ uupl^lio 1X1X11 1XXX11XUX1VJ glVJUUXJll VlUllXlllli LVi Lis 111 ^lllj' VJ LI 1X1 1 J y X X 11/ Jj lllXVXNX* 


NM 006782 


Homo saniens zinc fin per nrotpin-likp 1 T7FPT 1 i mRNA 

■M.*.\JM.l.l\f uupiuuj uillV llllgw L'lulvllJ 11JW X \4L^X X X^ X y j 1 1 IX VX 1 / i 


NM 006795 


Homo sapiens EH domain containing 1 (EHD1), mRNA 


NM 006588 


Homo sanipns sulfofTansfpra^p familv rvtnQolir IC* mptnbpr 0 fQTTT T1^ 1 0^ 

mRNA 


NM 006694 


Homo sanipns iTimnino" fTfln<3lnpntinn Krpnlmnint f TTR i ml? XT A 

xxvjxiivx oaLJiv-iio juiiijjxiig tx ailolvJvctixuJll Ul CaivjJVjillt \J x,D) i lllxvINxi. 


NM 006597 


Homo sapiens heat shock 70kD protein 8 (HSPA8), mRNA 


NM 006708 

X^JXVX \J\J\J 1 \J O 


Hrvmn QJiTiipTi c clvnynlacp T fCrJ (~t 1 ^ ml?7sJA 
xiwiuu oajpiciio gxy\JsL.ciiaa\* x ^VJJUv-/ 1 ) 7 llxxvLN/\ 


NM 006703 


xxuiixu oapiciid xiuuiA ^uuvicuMue uipnuspnaie luiKea moiety a. y-xype motii j 
fNTIDT^ i mRNA 

\_X> wX_/ X. *J J) lllXVX^XX 


NM 000655 


flfnmn Qflnipnc cplppfin T nvrrrnViopi/tp nHVipeinn mrtlpnnlp 1 ^ /^Q T7 T T \ tnPMA 
xxi/xxxu dapit/XXo o&ivwL>Lixx ±j ^ljrxxijJiivJvvjf IC aUliColUIX IXXv/lCUlxlC 1 ) yOi'A t \ , IIlXvlNiV 


NM 006488 


Homo sapiens ketohexokinase (fructokinase) (KHK), transcript variant b, mRNA 


NMJ)06297 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 1 OfRPn i mRNA 


NM 006339 


Homo sapiens high-mobility group 20B (HMG20B), mRNA 


lNivi uyu'tU)' 


xiomo sapiens iNoi-Dinaing protem \xNoi-jdJtj, mKiNA 


XNIYJ. UUOJ^tv/ 


xiomo sapiens i5/\ii-associaTea protein z (oAiArzj, transenpt variant j, mKINA 


NM_001353 


Homo sapiens aldo-keto reductase family 1, member CI (dihydrodiol 
aenyarogenase i, zu-aipna ^-aipna^-nyaroxysteroia aenyarogenasej (AJsJ<lClJ, 
mRNA 

111XV1>Z». 


NM 000202 


riuiiiu Sapiens laurondie z-suiiatase ^xiunier synorome^ ^ijuoj, transcript variant 
1 mRNA 

Xj 1 1 IX vi. 1 A 


NM 005890 


Homo sapiens growth arrest-specific 7 (GAS7), transcript variant b, mRNA 


NM 006123 


xxuiiiu oapiciio luuiuiiaic z.-bundLabc ^nuiucr bynuromcj ^nyijy, transcript vanant 
2, mRNA 


NM 006053 

X^IXVX vvUVJJ 


rxuxiiu oapiCIid I -t/Cll, lIxllxlUIxC XCgUlalOr 1^1 V-'lxvO 1 ^, mivLN/\. 


NM 005990 


Homo sapiens serine/threonine kinase 10 (STK10), mRNA 


NM 006019 


nomo sapiens i-cen, immune regulator l ^AL,iiv\jrij, nuuNA 


NM_006041 


Homo sapiens heparan sulfate (glucosamine) 3-O-sulfotransferase 3B1 

/nrroQOX^tll^ ml? 1ST A 

^noj o 1 do 1 J, miUN/v 


NM_006042 


Homo sapiens heparan sulfate (glucosamine) 3-O-sulfotransferase 3 Al 




xiomo sapiens neparan suliate (glucosamine^ j-U-suliotransierase 2 (HSJMz), 
mRNA 


NM 000557 


Homo ^anipil^ DTOwfh HiffprpnfiatinTl fflPtnr *i ^rartilncrp-rlpTivpH mnrrVhncrpnpftp 
xxvjiiivj oapiwio ^i kj w lii villlCI CJiiiaiiuii xavviui j yydx LnagC-vJCi 1 vcti ixlvJlUllUKCilCLlO 

protein-1) (GDF5), mRNA 


NM_005847 


Homo sapiens solute carrier family 23 (nucleobase transporters), member 2 
(SLC23A2), mRNA 


NM 005751 


Homo sapiens A kinase (PRXA) anchor protein (yotiao) 9 (AKAP9), mRNA 


NMJ)05691 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 9 
(ABCC9), transcript variant SUR2A, mRNA 
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NM 005688 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 5 


NM 005730 


Homo ^aniens conserved ppnp amnlifipd in n<»tpo<jarpoma ffW4^ mPXTA 


NM 005562 


Wnmn ^anipnQ larmnin cram ma 0 fnirprn flOflVTi^ Valinin flfi^MTii TX\/[/Zfl(\ 
xxv/xiiv oaLJiwiio itnijuniiij gauiiiia £* \illvvlil ^iv/vJVx-' J 9 JValllUIl 1 l\JJL\±JJ 9 xjIVxOvv 

(100kD), Herlitz junctional epidermolysis bullosa)) (LAMC2), transcript variant 
1 mRNA 


NM_005534 


Homo sapiens interferon gamma receptor 2 (interferon gamma transducer 1) 
(TFNGR2i inRNA 


NM 005682 


Homo sapiens G protein-coupled receptor 56 (GPR56), mRNA 


NM 005666 


T-Tomo QanipnQ TT factor fpnmrVlf*rn#»nt , \-1ilr#* fHT?T i mPMA 


NM 005503 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 2 
Otll-like, (APBA2i mRNA 


NM 005431 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 2 fXRCC2 > ) mRNA 


NM_005465 


Homo sapiens v-akt murine thymoma viral oncogene homolog 3 (protein kinase 


NM 005446 


Homo sapiens purinergic receptor P2X-like 1, orphan receptor (P2RXL1), 
mRNA 


NMJ)05336 


Homo sapiens high density lipoprotein binding protein (vigilin) (HDLBP), 


NM_005265 


Homo sapiens gamma-glutamyltransferase 1 (GGT1), transcript variant 1, 


NMJ)05243 


Homo sapiens Ewing sarcoma breakpoint region 1 (EWSR1), transcript variant 

XJr VV L>, IIlXVlN/\ 


NMJ)05236 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
compiemeniaiion group h ) i rriKiN a 


NM_005075 


Homo sapiens solute carrier family 21 (organic anion transporter), member 3 

f<?TP91Ali mPNA 

I rYJ J, ITlxVLNwrv 


NM_00505O 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 

tranQPrint variant 1 mRWA 
u. auaid ijji vaiiaiii x, nuvrN.rV, 


NM 005006 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 1 (75kD) 

rNADR-rnAn7vmp fi r^Hnrtjicpi fNTTjT TT7<n 1 > V mPXTA 
^i>i/-\x^xx-vuciiZiyiiic v< rcuuvuibej ^iN.L/ur'o Jt ) 9 mrvlN/v 


NM_005135 


Homo sapiens solute carrier family 12 (potassium/chloride transporters), member 
6(SLC12An^ mRNA 


NM_004968 


Homo sapiens islet cell autoantigen 1 (69kD) (ICA1), transcript variant 2, 
mRNA 


NM AOS 1 1 A 


nomo sapiens neparan suiiaie ^glucosamine^ j-u-sunotransierase 1 {jioibl L), 
mRNA 


NM 004958 


xxuiiiu bcipiciib rxvjuo oinaing protein iz-rapamycin associaiea protein i 
fFRAPl i mRNA 


NM 001478 


rTnm<i QarHPnc T II 1"P— ~NJ-.ci pRt^/l -.qIt^Vi a -,T^_ crci 1 q ftf^cQminp' / r M o n f>f^/l-n<»i Tmrv-v-tT-iTrl^ 
xxvsiius oapicjio Kjur -1^-aUCiyi-aipila-x-f-gd.laLlUoaIIiniC.^lN-aC 1- 

ffalactosvlpliico^vlpprflmiflp N-apptvltTJilaptAQnminvltrfl'ncfprjicp ^^nl\TA/» T^ 

fGALGT) mRNA 


NM 004031 


Homo saniens intprfpron rpoiil a trvrv fartnr 7 rTRK7^ tranQprint varinnt mPTsJA 


NM 004030 


Homo saDiens interferon rponlfltnrv factor 7 ORP7^ tran^rrmt variant r mPMA 


NM 004029 


Homo sapiens interferon regulatory factor 7 (IRF7), transcript variant b, mRNA 


NM 004034 


Homo sapiens annexin A7 (ANXA7), transcript variant 2, mRNA 


NM 001156 


Homo sapiens annexin A7 (ANXA7), transcript variant 1. mRNA 


NM 004033 


Homo sapiens annexin A6 (ANXA6), transcript variant 2, mRNA 


NM 001155 


Homo sapiens annexin A6 (ANXA6), transcript variant 1, mRNA 


NM 004629 


Homo sapiens Fanconi anemia, complementation group G (FANCG), mRNA 


NM 004738 


Homo sapiens VAMP (vesicle-associated membrane protein)-associated protein 
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±> and L (VAro), inKJNA 


XTR K C\f\ A T7 A 

NM 004774 


Homo sapiens rrAK binding protein (rrAKrJrj, mKJNA 


NM 004819 


Homo sapiens symplekin; Huntingtin interacting protein I (SPK), mRNA 


NM 004169 


Homo sapiens serine hydroxymethyltransierase 1 (soluble) (MiMl 1), rnRNA 


\ti r r\r\ A t o f 

NM_004l86 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semaphorin) 3F (SEMA3F), mRNA 


"VTJl K t\l\ ATI A 

NM 004730 


Homo sapiens eukaryotic translation termination factor 1 (ETF1), mRNA 


NM 004161 


Homo sapiens RAB1, member RAS oncogene family (RAB1), mRNA 


NM_004762 


Homo sapiens pleckstnn homology, Sec7 and coiled/coil domains l(cytohesm 1) 
^PSCDl), transcript vanant 1, rnRNA 


NM 004253 


Homo sapiens phospholipase A2-activating protein (PLAA), mRNA 


xttv m r\f\ a r /To 

NM_004562 


Homo sapiens Parkinson disease (autosomal recessive, juvenile) 2, parkin 
(rAKK.2), transcript vanant 1, mKWA 


XTTV X (\f\ A TAC 

NM_004705 


Homo sapiens protein-kinase, interferon-inducible double stranded RNA 
dependent inhibitor, repressor of (P58 repressor) (PRKRIR), mRNA 


•x 7X K AA/IOCJ 

NM 004553 


Homo sapiens neuregulin 2 (NRG2), transcript variant 1 , mRNA 


XTX K AA/ICCA 

NM UU4jjy 


Homo sapiens nuclease sensitive element binding protein 1 (NSEP1), mRNA 


XTX if t\C\A£.A£. 

NM 004646 


Homo sapiens nephrosis 1, congenital, rinnisn type (nepnrin) (NPHM), mRNA 


NM 0U4oy/ 


Homo sapiens multiple inositol polyphosphate phosphatase 1 (MINPP1), mRNA 


NM 004527 


Homo sapiens mesenchyme homeo box 1 (MEOX1), transcript variant 1, mRNA 


NM 0045/12 


Homo sapiens cerebral cavernous malformations 1 (CCM1), mRNA 


NM 001572 


Homo sapiens interferon regulatory factor 7 (IRF7), transcript variant a, mRNA 


-V.TTV K f\f\ AC 1 C 

NM 0045 lo 


Homo sapiens interleukin enhancer binding factor 3, 90kD (ILF3), mRNA 


NM 004505 


Homo sapiens ubiquita specific protease 6 (Tre-2 oncogene) (USP6), mRNA 


NM 004761 


Homo sapiens RAB2, member RAS oncogene family-like (RAB2L), mRNA 


NM ,004495 


Homo sapiens neuregulin 1 (NRG1), transcript variant HRG-gamma, mRNA 


NM 004821 


Homo sapiens heart and neural crest derivatives expressed 1 (HAND1), mRNA 


NMJ)04458 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 4 (FACL4), transcript 
variant 1, mRNA 


NM 004091 


Homo sapiens E2F transcription factor 2 (E2F2), rnRNA 


NM_004714 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase IB 

JTT» TT ■* T> \ ± * A. 'a T* "VTA 

(DYRK1B), transcript vanant a, mRNA 


NM 004859 


Homo sapiens clathnn, heavy polypeptide (He) (CLTC), mRNA 


NMJ)04921 


Homo sapiens chloride channel, calcium activated, family member 3 (CLCA3), 
rnRNA 


NM 004344 


Homo sapiens centnn, EF-hand protem, 2 (CETN2), mRNA 


NM_004332 


Homo sapiens biphenyl hydrolase-like (serine hydrolase; breast epithelial mucin- 
associated antigen) (BPHL), mRNA 


NM 004842 


Homo sapiens A kinase (PRKA) anchor protein 7 (AKAP7), mRNA 


NM_004194 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 
mRNA 


NM 004300 


Homo sapiens acid phosphatase 1, soluble (ACPI), transcript variant a, mRNA 


NM_004769 


Homo sapiens amiloride-sensitive cation channel 3, testis (ACCN3), transcript 
variant 1, mRNA 


NM 004027 


Homo sapiens inositol polyphosphate-4-phosphatase, type I, 107kD (INPP4A), 
transcript variant a, mRNA 


NMJ)04003 


Homo sapiens carnitine acetyltransferase (CRAT), nuclear gene encoding 
mitochondrial protein, transcript variant peroxisomal, mRNA 


NM 004028 


Homo sapiens aquaporin 4 (AQP4), transcript variant b, mRNA 


NM 001650 


Homo sapiens aquaporin 4 (AQP4), transcript variant a, mRNA 


NMJ)02390 


Homo sapiens a disintegrin and metalloproteinase domain 1 1 (ADAM1 1), 
transcript variant 1, mRNA 
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"VnV/f A A 1 Cf\A 

INM UU10U4 


Homo sapiens paired box gene 6 (aniridia, keratitis) (PAX6), mRNA 


\TA/T fkfi^QG^ 


Homo sapiens natriuretic peptide receptor B/guanylate cyclase B (atrionatriuretic 
pepnae receptor t>) ^JNrKZj, mxuNA 


vnv/f nmoo/i 
iNivi uu j yy4 


uomo sapiens jkji ngana (KJIIaj), mKNA 


INM UUIUOJ 


Homo sapiens transferrin (TF), mRNA 


inm uu^yyu 


Homo sapiens paired box gene 2 (PAX2), transcript variant e, mRNA 


NM 003989 


Homo sapiens paired box gene 2 (PAX2), transcript variant d, mRNA 


XTX/f AA1AOO 

NM 003988 


Homo sapiens paired box gene 2 (PAX2), transcript variant c, mRNA 


\n >r AAOAO*7 

INM 003987 


Homo sapiens paired box gene 2 (PAX2), transcript variant a, mRNA 


NM 000278 


Homo sapiens paired box gene 2 (PAX2), transcript variant b, mRNA 


NM 000221 


Homo sapiens ketohexokinase (fructokinase) (KHK), transcript variant a, mRNA 


XTK X AAA1 1 C 

NM 000115 


Homo sapiens endothehn receptor type B (EDNRB), transcnpt vanant 1, mRNA 


"XTTk if" AftATf C 

NM_000755 


Homo sapiens carnitine acetyltransferase (CRAT), nuclear gene encoding 
mitochondrial protein, transcript variant mitochondrial, mRNA 


XTTk >f AA 1 1A1 

NM 001292 


Homo sapiens CDC-like kinase 3 (CLK3), transcript variant phclk3/ 152, mRNA 


NM 001291 


Homo sapiens CDC-like kinase 2 (CLK2), transcript variant phclk2/ 13 9, mRNA 


NM_001282 


Homo sapiens adaptor-related protein complex 2, beta 1 subunit (AP2B1), 
mRNA 


NM 001272 


Homo sapiens chromodomain helicase DNA binding protein 3 (CHD3), mRNA 


NM 001268 


Homo sapiens chromosome condensation 1-like (CHC1L), mRNA 


NM 000734 


Homo sapiens CD3Z antigen, zeta polypeptide (TiT3 complex) (CD3Z), mRNA 


NM_000657 


Homo sapiens B-cell CLL/lymphoma 2 (BCL2), nuclear gene encoding 
mitochondrial protein, transcript variant beta, mRNA 


"V T"fc M" AAA //^ ft 

NMJ)00633 


Homo sapiens B-cell CLL/lymphoma 2 (BCL2), nuclear gene encoding 
mitochondrial protein, transcript variant alpha, mRNA 


NM 000055 


Homo sapiens butyrylcholinesterase (BCHE), mRNA 


NM_003594 


Homo sapiens transcription termination factor, RNA polymerase II (TTF2), 
mRNA 


NM_003722 


Homo sapiens tumor protein 63 kDa with strong homology to p53 (TP63), 
mRNA 


NM 003856 


Homo sapiens interleukin 1 receptor-like 1 (IL1RL1), mRNA 


NM 003140 


Homo sapiens sex determining region Y (SRY), mRNA 


NM_003615 


Homo sapiens solute carrier family 4, sodium bicarbonate cotransporter, member 
7 (SLC4A7), mRNA 


NM_003759 


Homo sapiens solute carrier family 4, sodium bicarbonate cotransporter, member 
4 (SLC4A4), mRNA 


NM 002980 


Homo sapiens secretin receptor (SCTR), mRNA 


NM_002890 


Homo sapiens RAS p21 protein activator (GTPase activating protein) 1 
(RASA1), transcript variant 1, mRNA 


NM_003624 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-a, 
mRNA 


NM_002817 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 13 
(PSMD13),mRNA 


NM_000447 


Homo sapiens presenilin 2 (Alzheimer disease 4) (PSEN2), transcript variant 1, 
mRNA 


INM_UUUUZ l 


Homo sapiens presenilin 1 (Alzheimer disease 3) (PSEN1), transcript variant I- 
467, mRNA 


NM 002768 


Homo sapiens procollagen (type M) N-endopeptidase fPCOLN3\ mRNA 


NM 002752 


Homo sapiens mitogen-activated protein kinase 9 (MAPK9), mRNA 


NM_002656 


Homo sapiens pleomorphic adenoma gene-like 1 (PLAGL1), transcript variant 
1, mRNA 


NM 002635 


Homo sapiens solute carrier family 25 (mitochondrial carrier; phosphate carrier), 
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member 3 (SLC25A3), nuclear gene encoding mitochondrial protein, transcript 
variant 1h mRNA 

v q.i ict.il l x Uj * i M-Vi. ^ ; i 


NM 002584 


Homo sapiens paired box gene 7 (PAX7), transcript variant 1, mRNA 


NM O007K0 

X^lYX \J\J\J£*0\J 


Rattia wnipnc "nairpH Hrw optip f\ farnrirfin Vprntitic^ fPA"Vf^^ ml? NT A 
xiuiliu oajJicuto jjaiieu uvja gtuc u ^aJJiiiLLia, ivciauuoj ^x aau j t xixxvj.N.rv 


NM 002555 

X^XYX VWJJJ 


UfiTTin caTiipric Qnlntp psn-ripr fbmilv 77 /nronrir ^atinn t"rpn QTinrt^r^ mprnVip-r 1_ 
JLL\JHl\J oaxjieiio aUiUiv isaxiiei Lai Lilly \\Ji gallic i/auuii uaiiopui LClj, llxeilluCx I ~ 

like CSLC22A1D mRNA 


NM 000907 


Homo saniens natriuretic nentide recentor B/euanvlate cvelase R fatTionatriiirptin 
peptide receptor B) (NPR2), mRNA 


NM 002515 


Homo saniens neuro-oncolorical ventral antigen 1 fNOVAl^ transcrint variant 
l.mRNA 


NM 003204 


TTomn ^anien*; nuclear factor rervthroid-deri ved 2Vli1ce 1 fWFF,9T O nYRNA 


NM 003970 


Homo sapiens myomesin (M-protein) 2 (165kD) (MYOM2), mRNA 


"MM 0008QQ 


Unrnn curviVnc VW lirronH fK"TTT fT\ mRNA 
X1UU1U bdpiCUb JSJLx ilgdllU ^XVl X XwVJ IXiJVLN/\ 


NM_002394 


Homo sapiens solute carrier family 3 (activators of dibasic and neutral amino 

acid rranQrtnrrt Tnpmhpr 7 fST P3 A7^ m"RNA 


NM_001879 


Homo sapiens mannan-binding lectin serine protease 1 (C4/C2 activating 

crvnrnnnpnt c\~F TCn-rpartivp factnr^ H\/fAS"P1^ m"RNA 


NM 002353 


Hnmn Qarripn^ hirnnr-a^npiatpH ralciiinn Clonal tran<iHnrpr 7 f T A 1 T 17 ^ 

J.XAJ1XXVS OuiyiWlXO IUXXXUX aaoUUiai^U vaiwLUXX OXgXXaX IXaXXoUlXVyeX Xt y X rv^u J. JJx> 1 j 

mRNA 


NM 002341 


Hnmn QfiTvipnQ Ivmnlintovin Viptn fTNTP Qiinprfflrnilv mprnhpr 3^ TPl^ frnncrrint 
JLi\jiixu oaLjiwiio ij^xxiiyixv^tuA.ixx ut-ia ^xx^ix oixLy^xxaxixxxjr 9 iiiviiiut-i jj \Lj jlxjj 9 uaiiovxi^i 

variant 1 mT^NA 


NM_002294 


Homo sapiens lysosomal-associated membrane protein 2 (LAMP2), transcript 

variant T AMP7A mftNA 

Veil lalil J^/^iYLTZ/A., IliXVlN/A. 


xNxYx \J\JL/,\} L t 


ixonio bdpicjub Koiyopncnn aipnd i ^xinpuriiii aipua j) ^xvx in/\i ) 9 iiiivln/\ 


NM_002261 


Homo sapiens killer cell lectin-like receptor subfamily C, member 3 (KLRC3), 
Lranscnpt van an i inxvvjz-h, itii\j.n/\ 


NM_002230 


Homo sapiens junction plakoglobin (JUP), transcript variant 1, mRNA 


"NM 0015^^ 
INxVl Uul jOO 


nomo Sapiens mosixoi poiypnospnaLe-*+-pnospnaiase, type i, iu/kjl/ ^HNxr4/\j > 
transcript variant b, mRNA 


"MM 0021 £A 


xiuiiiu sapiens inuoicaiiunc-pyxToic z>, j txiuAygcna.se ^liNiJU ), iiixvln/tl. 


1\IM 003879 


numu sapiens iiuuicax rci/cpior suuiaimiy ^, gruup a, iiieiriucr z ^inxvj/vz^, 
mRNA 


NM 000R36 


£±\JLIL\J oapicilo gllXlalllalC IClsCJJUJl, lUllULLUpiO, Xi-IIlCUiy 1 1/ oopdl laL-C L,xJ 

(GRIN2D), mRNA ' . . 


NM 000R7R 


xiuiiiu sapiens giuuimaLe receptor, lonoiropnit/, /\xyi_t/\. j \\js\jj\jj, iransunpi. 

varinTit flnrv ml?NA 
vaxxaxxt xiul/^ ixxevXixv 


NM 002056 


Homo sapiens glutamine-lTuctose-6-pliosphate transaminase 1 (GFPT1), mRNA 


NM 000161 


rauuiu sapiens vj xx uyt/ionyuruiase x ^uopa-icsponsivc uysionia^ ^oVw/xxi j, 

mRNA 


NM 0001 5Q 


TTninn Q5ir\iPtiQ rrl 1 itQT^/1 —C**r\f*n 7\;mp A Hp»Vi\/riTrvo f f > 'n p cp iiYf^r^T-T^ niiplpar rvpnp 
ixuiiivj aapx&xio ^iULaiyi~V^UCllZrjrlllC A U-Cliyux v^ciiaoe ^vj v^JL/xxy , ilUUlCal ^CIIC 

pnpfiHinO" mitripVinn/^fial -nrr^fpin tTQncprir»t x/Jirinnt 1 mlJNA 
exxk/uuiix^ xxxxuuuiiuilvxxiai piuicxii, u.aiioi'iipk vaxxaxxi x, xxxxviNrx 


NM 003 


RrtrnA QflTMPtic rrrrvxirfVi at-r/ i cf"_C'np k /^i"fir» 1 ( C\ A ^17^ trcincprint variant a mT?XFA 
xjiuiliu sapiens giuwui aires t-spCvlllO / \VJ/^o/ J } uaixSULUJl VdilaUl a, IlitviNrV 


NMO0O817 


Homo sapiens glutamate decarboxylase 1 (brain, 67kD) (GAD1), transcript 

vnrinnt OADfi7 rnRNA 
Vail ail i \jr\u\j / j nnviN/\ 


NM 000813 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, beta 2 
fGABRB2\ transcrint variant 2 mRNA 


NM 000146 


Homo sapiens ferritin, light polypeptide (FTL), mRNA 


NM 001996 


Homo sapiens fibulin 1 (FBLN1), transcript variant C, mRNA 


NMO01995 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 1 (FACL1), nuclear 
gene encoding mitochondrial protein, mRNA 


NM_001973 


Homo sapiens ELK4, ETS-domain protein (SRF accessory protein 1) (ELK4), 
transcript variant a, mRNA 
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NM 003991 


Homo ^aniens enfiOtVielTn recpntor tvnp \K fPT*)NRTV\ tran sprint variant 9 mP T\JA 


NM 001925 


Homo sapiens defensin, alpha 4, corticostatin (DEFA4), mRNA 


NM 001 3S9 

X^llVX \J\J 1JJ7 


Homo caniptic 9 A"\/1 {""ViA rprln r*tQ cp 1 rmt/\r»r*i/vn<4ria1 /TiTh^T? 1 i >iha1 Qnr 
xxwiiiu oajjivixa A.,*t**UldlUjrl ^UA ICUULaabC 1, lllllUUnuniLQai ^JL'XlV^JVx ) t nUCicat 

(tArip e1^p^f^'i'no■ ■mitopViO'nHnal tvotpin mPMA 

gl/llls Islll/vlllllg UllLUL'liUlllXllul {JlUlXvlll, IIXIVI^I jTV 


NM 001337 


Homo saniens chemokine «TVJT3-r^ rpppntor 1 fPY3PR1 i mRNA 

X X\JIH\J OOXJlV/ilO WltsllllFXVlXll/ \^-' -/Y J ^ lWl/tsfJtVJl 1 ^V>iVj v^Xv 1 J, lllJCVxNxV 


NM 001835 

X^IXtX uujujj 


Homo campus plathrin Vipsw ■nnlvnpntiHp-lilrp 1 fC*X TC*1 i\ frcmorrinf xro-r-Jafit 1 

XXVJXXIV DcLLViwlXO WO.U1X ill, li^aYj pUl j^CptllXC-llXVC I ^V>i-/ 1 V_/JL/ 1 I, UoIlov/IlUt Vail cull 1 } 

mRNA 


NM 001834 


Mnmn cnniPTic plathrm H oVit •nr\lim/ : »ntir1f» n\\ \ (C^X TT^ fronr^n'nt imnnnf 
xxuniv da^/iciio w a. till ill, ijgiii puiypcpixUC ^x_/L»U^ yv^JO X JDJ } IxdnoCTipi Valiant 

nonbrain, mRNA 


NM 003 992 

XNXYX \J\jDjy 


JxUIllU oapiCIlo V^l>'Ly"'llJVC KlUabv J ^v>JLJV.3 ) 9 TXallSCnpi Valiant pilClKo, ilxKINA 


NM 003993 


xxUlliU bapiCIla vyUU-lllvC Jvlllabc Z ^V^JLJVZ J, UanSCripi Variant pJiCiKZ, mi\JN A 


NM 001286 


Homo sapiens chloride channel 6 (CLCN6), transcript variant ClC-6a, mRNA 


NM 0019RS 


nomo sapiens cmonae cnannei, caicium acnvaiea, iamiiy memoer i {l_J_A_/Ai ), 
mRNA 


NM 00182S 


nuiiiu ddpiciid ^icduxic AjiidSv, nucocnonunai l ^sarcomencj ^^Jviviiz), nuclear 

g^ilt/ vll^UUlxlg xililUV/ilUilUIlal piUlCHx, xniVlN/Y 


NM 003465 


Homo «?anien<; cViitinflOP 1 /rfii*tnfTinQirtacf»i /'P'WTT^ mPXTA 


NM 001783 


Homo sapiens CD79A antigen (immunoglobulin-associated alpha) (CD79A), 

iran^rrint vartant 1 mPMA 

UalXoV^li^/l Vol laill Xj lliXVl i^A. 


NM_001199 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 

1, lXXxVLN^L 


NM 001669 


Homo sapiens arylsulfatase D (ARSD), transcript variant 1, mRNA ! 


NA/f 001 17f) 


riomo sapiens acjuaponn / / ), mixiN a 


NM_001160 


Homo sapiens apoptotic protease activating factor (APAF1), transcript variant 2, 
mRNA 


XT* >f Afk 1 1 /1Q 


Homo sapiens ankyrin 3, node of Ranvier (arikyrin G) (ANK3), transcript variant 

9 mT?"WA 


NMJM625 


Homo sapiens adenylate kinase 2 (AK2), nuclear gene encoding mitochondrial 
pruicm, udHocnpi vdxidni ajvZA, mxvLNA 


NM_001135 


Homo sapiens aggrecan 1 (chondroitin sulfate proteoglycan 1, large aggregating 
proteoglycan, antigen laenutiea oy monoclonal anuboay AU1 2z) (AuCl), 
transcript variant 1, mRNA 


vnvyf nni 191 


Homo sapiens adenosine kinase (ADK) 5 transcript variant ADK-short, mRNA 


xnv/r omen 
iNxV1_UUj eS 1Z 


Homo sapiens a disintegrin and metalloproteinase domain 23 (ADAM23), 

mPTMA 
IlixvLN/V 


NM 001 09S 


xiomo sapiens amiionae-sensitive canon cnannei z, neuronal ^AOv^iNzj, 
transcript variant 2, mRNA 


NM 016184 


Aivxiiu oapiciid ijfjjc yi/aiuiuni ucpciiuen L, uaruonyuraie-recogniuon Qomain I 
lectin sunerfamilv member ft (C\ VC$\V6\ mRNA 

IWVllXj OUpu XOli.llljr li.l^/Xlll/^1 \J ^ V>X-/X_is^OX w 11 1X\JL i zV 


NM 003186 


Homo ^floien^ trfln^trelin rTAOT Ni mRMA 
xx\Jiii\j oapiwiio uaxxogvPixii \^ x zivJXvlN lllxviNxA. 


NM 004084 


xxuiiiu bapiciib uciciiisiii, aipna i, myciuiu-reiaieu sequence ^j-ztirAi ) 9 mxvLNA 


NM 022908 


Homo conipnc TivnofVif>fif»al r»rr\tf>in PT Tl 9A49 A7T T1 r )AAO\ rWQ TvT A 

xxuiiiu dapiciib iiypumcLiuai protein ri^j lz^fH-z ^rJLJ iz*w-z^, mivtNA 


NM_022906 


Homo sapiens hypothetical protein FLJ13 195 similar to stromal antigen 3 
fFrT13195i mRNA 


NM 022903 


Homo sapiens hypothetical protein FLJ12800 (FLJ12800), mRNA 


NM 022902 


Homo saoiens hvnothetical nrotein FLJ12496 (FLJ12496i mRNA 


NM 022900 


Homo sapiens hypothetical protein FLJ21213 (FLJ21213), mRNA 


NM 022895 


Homo sapiens hypothetical protein FLJ12448 (FLJ12448), mRNA 1 


NMJW6997 


Homo sapiens transforming, acidic coiled-coil containing protein 2 (TACC2), 
mRNA 


NMJJ20979 


Homo sapiens adaptor protein with pleckstrin homology and src homology 2 
domains (APS), mRNA ' " J 
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NM 018557 


Homo sapiens low density lipoprotein-related protein IB (deleted in tumors) 
(LRP1B), mRNA 


NM 014921 


Homo sapiens lectomedin-2 (KIAA0821), mRNA 


NM 014112 


Homo sapiens trichorhinophalangeal syndrome I gene (TRPS1), mRNA 


NM_000539 


Homo sapiens rhodopsin (opsin 2, rod pigment) (retinitis pigmentosa 4, 
autosomal dominant) (RHO), mRNA 


NM 012452 


Homo sapiens transmembrane activator and CAML interactor (TACI), mRNA 


NM 003564 


Homo sapiens transgelin 2 (TAGLN2), mRNA 


NM 003632 


Homo sapiens contactin associated protein 1 (CNTNAP1), mRNA 


NM 006506 


Homo sapiens RAS p21 protein activator 2 (RASA2), mRNA 


NM 014427 


Homo sapiens copine VII (CPNE7), mRNA 


NM 006032 


Homo sapiens copine VI (neuronal) (CPNE6), mRNA 


NM 005338 


Homo saniens huntinetin interacting nrotein 1 fHlPl^ mRNA 


NM 021973 


Homo saniens heart and neural crest derivatives exnressed 9 rfTAND21 mRNA 


NM 005339 


Homo saniens huntinetin interacting nrotein 2 rHTP2 1 mRNA 


NM 021920 


Homo sapiens secretin (SCT), mRNA 


NM 016491 


Homo saoiens mitochondrial ribosomal nrotein L37 (MRPL37 1 mRNA 


NM 014211 


Homo saniens ffarnrna-arninobutvric acid TGABAi Arecentor ni TGABRPi 
mRNA 


NM 004658 


Homo sapiens RAS protein activator like 1 (GAP1 like) (RASAL1), mRNA 


NM 004807 


Homo sapiens heparan sulfate 6-O-sulfbtransferase (HS6ST), mRNA 


NM 002622 


Homo sapiens prefoldin 1 (PFDN1), mRNA 


NM 005186 


Homo sapiens calpain 1, (mu/I) large subunit (CAPN1), mRNA 


NM 001748 


Homo sapiens calpain 2, (m/H) large subunit (CAPN2), mRNA 


NM 014299 


Homo sapiens bromodomain-containing 4 (BRIM), mRNA 


NM 007208 


Homo sapiens mitochondrial ribosomal protein L3 (MRPL3), mRNA 


NM 022838 


Homo saniens hvnothetical nrotein FT T12969 (FT T1?969^ mRNA 


NM 022837 


Homo sapiens hypothetical protein FLJ22833 (FLJ22833), mRNA 


NM 022830 


Homo saniens hvnotheriral nrotein FT T97347 (FT T773471 mftTMA 


NM 022819 


Homo sapiens phospholipase A2, group HF (PLA2G2F), mRNA 




T-Fnmf\ Qflttipnc tiiKViA/ Gimpr-fam-ilir nrntf* in CV\ TQT^ mT?^JA 


NM 020061 


TTr^TTif> cfini pnc rvncin 1 ipnnp m'trmpnto^ Inn fr—vx/nT/p-OAnGitiYrp (r*n1nr hlinHnpcc 
XXUlllU oapiCIIo upbill X yyUilC piglllCIlloy, lUIlg-WaYC , "fcCIl3lllVC ^UUlUr UliilUIlcba, 

nrotanWOPNIT mRNA 

pi \J tally y V-/J. IN IJj V¥ ilLLvl>(^L 


NM 000513 


nfomo Sfinietis onsin 1 (c*c\T\f* "niormpnt*!^ nnpHiiiTTi-wjivp-Qpnc'iti'i/p (rc\\r\v VilinHnpcc 

AAV/HIV oajJlvvliO VJjJoill 1 ^VVUIC JJlgliil^lllOy, VVaVv OVllOlllVw ^IsV/lUl UlUlvil Ivoo, 

deutan) (OPNIMWH mRNA 


NM 001708 


Homo saniens onsin 1 (none ni omen ts^ short-wave-sensitive (color blindness 

tritan) (OPN1SW), mRNA 


NM 016363 


Homo saniens fflvconrotein VI fnlatelefi ^GP6^ mRNA 


NM 022139 


Homo saniens GDNF familv recentor alnha 4 fGFRA4^ mRNA 


NM 002485 


Homo sapiens Nijmegen breakage syndrome 1 (nibrin) (NBS1), mRNA 


NM 006052 


TTomo Wm'pnQ Dnwn cvnHrnmp Pritir*a1 rpoirtn rrprip ^ rTi^r^D^^ mP TSTA 

11U111U oapiwilo lyU VVil o jrllUi V/iiUv£U l^glUll gCllv «J ^JL/uv/i\J ^ lliXVLNxV 


NM 00SR67 


iivjiiiu oapicub i^/uwii byxiurunic crmoiu rcgiun gene *t ii^/ov^jv+/, iiixvin/\. 


NM_005087 


Homo sapiens fragile X mental retardation, autosomal homolog 1 (FXR1), 
mRNA 




xxuiiiu aapiciio ucaincba, duiosomai uuininani j ^jltin/\j j y mtviNA. 


NM 000433 


Homo saniens neutronhil cvtosolic factor 2 f651dD chronic orannlnmatnns 
disease, autosomal 2) (NCF2), mRNA 


NM 000111 


Homo sapiens solute carrier family 26, member 3 (SLC26A3), mRNA 


NM_000044 


Homo sapiens androgen receptor (dihydrotestosterone receptor; testicular 
feminization; spinal and bulbar muscular atrophy; Kennedy disease) (AR), 
mRNA 


NM 000333 


Homo sapiens spinocerebellar ataxia 7 (olivopontocerebellar atrophy with retinal 
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degeneration) (SCA7), mRNA 1 


rMivi__uuj / /o 


Homo sapiens nuclear localization signal deleted in velocardiofacial syndrome 

\riL, V », mXvlN A 


mm nn^QAi 


iiomo sapiens wisKou-Aioncn synarome-iiKe (YVAoX-»j, mx\i\A 


MM 090680 


xiomo sapiens lN-terminai Kinase-iuce xjsjlj, rnxxxNA 


MM 0997RQ 


xiuiiivj bapiens lniencUKin i /n v.xij i /xl 1 , mxvLNA 


"MM 0997B7 


riomo sapiens inivjun aaenyiyirransierase, nicotinamiae mononucleotide adenylyl 

UaUblCXaoC ^IN1YLIN/\1 } f UUtviNA 


MM 099786 

INIYl UZZ / oO 


xiomo sapiens iiKeiy onnoiog 01 yeast akv i (akv i j, itikjna 


KIM 09978^ 
xnxvx uzz / oj 


xiomo sapiens nypouieucai proxem tljzjjoo (rUZjjooj, rxxxviNA 


MM 09977^ 
XN1VJL UZZ IlJ 


xiomo sapiens nypotneticai protein rXJZZiz/ (rLJzziz/), mKxNA 


MM 099771 
1N1V1 UZZ / /«> 


xiomo sapiens nypotnencai protem ru xzoo x (ru xzoo 1 ), rxix<JNA 


NM 022772 


Homo sapiens hypothetical protein FLF21935 (FLJ21935), mRNA 


MM 099761 
XNXVX UZZ/OX 


xiomo sapiens nypotneticai protein rJLJz34yy (rLJz34yy;, niKNA 


NM 022756 


Homo sapiens hypothetical protein FLJ1 1730 (FLJ1 1730), mRNA 


MA/T AO O 710 


xiomo sapiens h,3 ubiquitm ligase SMURF2 (SMURr 2), mRNA 


NM 022725 


Homo sapiens Fanconi anemia, complementation group F (FANCF). mRNA 


NM 017646 


Homo sapiens tRNA isopentenylpyrophosphate transferase (IPT), mRNA 


NM_005443 


Homo sapiens 3'-phosphoadenosine 5'-phosphosulfate synthase 1 (PAPSS1), 

_^.T> XT A 

mRNA 


NM_004670 


Homo sapiens 3-phosphoadenosine 5'-phosphosulfate synthase 2 (PAPSS2), 
rriKJNA 


1NM_JJ 01084 


Homo sapiens procollagen-lysine, 2-oxoglutarate 5-dioxygenase 3 (PLOD3), 
mRNA 


XnM Uzz/zU 


Homo sapiens DiGeorge syndrome critical region gene 8 (DGCR8), mRNA 


NM 007331 


Homo sapiens Wolf-Hirschhorn syndrome candidate 1 (WHSC1), mRNA 


JNM_00/ 1 23 


Homo sapiens Usher syndrome 2A (autosomal recessive, mild) (USH2A), 
mRNA 


XTAyf AAACC1 

JNM OOUjwU 


Homo sapiens Werner syndrome (WRN), mRNA 


NM__006531 


Homo sapiens Probe hTg737 (polycystic kidney disease, autosomal recessive, in) 
(TG737), mRNA 


INM Uloyoz 


Homo sapiens Down syndrome critical region gene 6 (DSCR6), mRNA 


KTNT fl 1 QQA O 

INM Uloo4o 


Homo sapiens McKusick-Kaufman syndrome (MKK.S), mRNA 


JNM_U 1 /4Z4 


Homo sapiens cat eye syndrome chromosome region, candidate 1 (CECR1), 
mKJNA 


MM 01^880 


xiomo sapiens ix'a maucioie gene-x (XiLr-i ) ) mivNA 


NM 016430 


Homo sapiens Down syndrome critical region gene 5 (DSCR5), mRNA 


MM 00/441/1 


Homo sapiens Down syndrome critical region gene 1 (DSCR1), mRNA 


MM 011 /Ml 


Homo sapiens Down syndrome critical region gene 1-like 2 (DSCR1L2), mRNA 


NM_012436 


Homo sapiens sperm associated antigen 8 (SPAG8), mRNA 


NM 012227 


Homo sapiens Pseudoautosomal GTP-bindmg protein-hke (PGPL), mRNA 


NM 007173 


Homo sapiens protease, senne, 23 (SPUVE), mRNA 


NMJ)00501 


Homo sapiens elastin (supravalvular aortic stenosis, Williams-Beuren syndrome) 
(ELN), niRNA t 


NM 006025 


Homo sapiens protease, serine, 22 (PI 1), mRNA 


MM 00S60Q 


Homo sapiens phosphorylase, glycogen; muscle (McArdle syndrome, glycogen 
storage disease type V) ffYGM), mRNA 


NM 004991 


Homo sapiens myelodysplasia syndrome 1 (MDS1), mRNA 


NMJ)04600 


Homo sapiens Sjogren syndrome antigen A2 (60kD, ribonucleoprotein 
autoantigen SS-A/Ro) (SSA2), mRNA 


NM_004380 


Homo sapiens CREB binding protein (Rubinstein-Taybi syndrome) (CREBBP), 
mRNA 
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INJVL UUUjji 


Homo sapiens von Hippel-Lindau syndrome (VHL), mRNA 


NM_000462 


Homo sapiens ubiquitin protein ligase E3 A (human papilloma virus E6- 
associated protein, Angeiman synarome j ^ujcjiijaj, mKiNA 


NM 001064 


Homo sapiens transketolase (Wernicke-Korsakoff syndrome) (TKT), mRNA 


XTTVvf AAAOC/C 

NM 00035O 


Homo sapiens 1 readier Collms-rrancescnetri syndrome 1 (ICUrl), mRNA 


NM_000455 


Homo sapiens serine/threonine kinase 1 1 (Peutz-Jeghers syndrome) (STK1 1), 
mRNA 


NM.002351 


Homo sapiens SH2 domain protein 1A, Duncan's disease (lymphoproliferative 

J ,\ /fITTOT* 1 A \ T*XT A 

syndrome) (SH2D1 A), mRNA 


NM_000336 


Homo sapiens sodium channel, non voltage-gated 1, beta (Liddle syndrome) 

/C/*"iXTXT1 T""tA T) XT A 

(SCNN1B), mRNA 


NM_000335 


Homo sapiens sodium channel, voltage-gated, type V, alpha polypeptide (long 
(electrocardiographic) QT syndrome 3) (SCN5A), mRNA 


NM 000318 


Homo sapiens peroxisomal membrane protein 3 (35kD, Zellweger syndrome) 
(PXMP3), mRNA 


\f» jT aaai 1 1 

NM_Q00311 


Homo sapiens prion protein (p27-30) (Creutzfeld-Jakob disease, Gerstmann- 
Strausler-Scheinker syndrome, fatal familial insomnia) (PRNP), mRNA 


NM000299 


Homo sapiens plakophilin 1 (ectodermal dysplasia/skin fragility syndrome) 

/Tyr/"T>1\ TiXTA 

(PKP1), mRNA 


NM_000283 


Homo sapiens phosphodiesterase 6B, cGMP-specific, rod, beta (congenital 
stationary night blindness 3, autosomal dominant) (PDE6B), mRNA 


XTA K 1 

NM 003731 


Homo sapiens Sjogren's syndrome nuclear autoantigen 1 (SSNA1), mRNA 


NM_000260 


Homo sapiens myosin VILA (Usher syndrome IB (autosomal recessive, severe)) 

/A AT\JT\'f A \ _T>XT A 

(MY07A), mRNA 


NM 003720 


Homo sapiens Down syndrome critical region gene 2 (DSCR2), mRNA 


XTA /T ftAftl AC 

NM_000195 


TT _ ^_ • _ _ _ TT— — T T» JT 1 J _ /TTTION n\T A 

Homo sapiens Hermansky-Pudlak syndrome (HPS), mRNA 


NM_000194 


Homo sapiens hypoxanthine phosphonbosyltransferase 1 (Lesch-Nyhan 
syndrome) (HPRT1), mRNA 


XTA A f\f\f\ \ T1 

NM_000171 


Homo sapiens glycine receptor, alpha 1 (startle disease/hyperekplexia, stiff man 
syndrome) (GLRA1), mRNA 


NM_003494 


Homo sapiens dysferlin, limb girdle muscular dystrophy 2B (autosomal 
recessive) (DYSF), mRNA 


NM 000081 


Homo sapiens Chediak-Higashi syndrome 1 (CHS1), mRNA 


NMJ)00052 


Homo sapiens ATPase, Cu++ transportmg, alpha polypeptide (Menkes 
syndrome) (ATP7A), mRNA 


XTA /T AAI/Of 

NM_001635 


Homo sapiens amphiphysin (Stiff-Mann syndrome with breast cancer 128kD 

t jl * \ /"AH jfT^TTA T^\T A 

autoantigen) (AMPH), mRNA 


XTA /f ATliT/d 


Homo sapiens CTAGE-1 protein (CTAGE-1), mRNA 


NM 022662 


Homo sapiens meiotic checkpoint regulator (MCPR), mRNA 


XTA Jt AOO^CO 

NM vzlojo 


Homo sapiens homeo box Co (HOXC8), mRNA 


XTA AAAC^A 

NM_0O0569 


Homo sapiens Fc fragment of IgG, low affinity Ilia, receptor for (CD 16) 
(rCGR3A), mRNA 


xtn it aaaqao 
NM UUUoUz 


Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 2, mRNA 


NM 006991 


Homo sapiens zinc finger protein 197 (ZNF197), mRNA 


XTA M A 1 Oft /t 

NM_0 18946 


TT * XT , i »• 'J1 1a ,1 *1» • •* , 1 

Homo sapiens N-acetylneurarmnic acid phosphate synthase; sialic acid synthase 

\oJ\^>), nirU.N/\ 


NM 003979 


Homo sapiens retinoic acid induced 3 (RAD), mRNA 


NM 021785 


Homo sapiens retinoic acid induced 2 (RAI2), mRNA 


NM 001436 


Homo sapiens fibrillarin (FBL), mRNA 


NM_012151 


Homo sapiens coagulation factor VHI-associated (intronic transcript) (F8A), 
mRNA ^ 1 


NMJ)07170 


Homo sapiens testis-specific kinase 2 (TESK2), mRNA 
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iNJYl UUOZoJ 


xiomo sapiens lesus-speciiic Kinase i \\. jidivi2> nriviN/v 




xiomo Sapiens cispiaiin rcsisiance-associaiea overexpresseu protein (L»ULy /AJ, 


NMJH2152 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- 

pmmlpH rRCPninr 7 rPDCrT^ mRMA 

1/UUpiGU lCL-t-JJtUIj / yC/Ly\J / J y lllTSaN/A 


NM 007360 


WVvmri c^TvipriQ DMA epermpnf nn pVirvkmr* crimp 17 AinimiPi 0 A5Z.Q pvnrpccprl 
XlUlilU bapiwllo JL/lN/\ oOJjlIlClH UI1 WIT UIIlUoUJIlC XZ) ^UiliqUCJ CApreooeu 

ceauence fD12S2489F J i mRNA 


NM 004924 


Urtmfi Qam'pTis flptiirm fllnVin 4 f Af v TM4i nVRNA 

XXUXliVS OaLyAV^llO aVsLXLlUX, CiJJlld *T ^AVjli^t^j 1 1 IX VI i A 


NM 001102 


"HYvmo ^flTviftnf; actinin fllnha 1 fAf^TMl^ tn*RNA 
J. iuuiu oapiono ai/tixixii, uipiia 1 ^.r\v» x x>i x y, nixvi^i^i. 


NM 012128 


TTomn caTvipnc. phi nn* rip pTiflrrnpl pfllpinm aptivntpH familv mpmlipr A (C**\ fA4i 

mRNA 


NM 014551 


Homo sapiens hypothetical protein 384D8 6 (384D8-2), mRNA 


NM 018977 


XXUI11U odpi Clio HCUIUII5III J ^INJUVJIN D) 9 AllXViN f\. 


NM 001103 


Homo sapiens actinin, alpha 2 (ACTN2), mRNA ! 


INIYI UZZjO:/ 


T-T/vrvi/'v pamoTic M /H£>or»*»4~trI r» no /^T 01 il r Afro>^ pram on ^ /"X II 1 CJ ' 1 "/I \ wD\T A 

xiomo sapiens iNKieaceiyiase/xN-suiioiransierase h rnixiNA 


NM 005892 


Homo sapiens formin-like (FMNL), mRNA 


XT"N/f A1 /C17A 

JNM UlOJ/U 


Homo sapiens KAr>y-iiKe protein (KAByL), mKJN A 


NM_012135 


Homo sapiens DNA segment on chromosome 6(unique) 2654 expressed 
sequence (Doozoo4xij, mKJN A 


NM_007161 


Homo sapiens DNA segment on chromosome 6 (unique) 49 expressed sequence, 
iNJv ceil triggering receptor, pju ^uoo4y£i-j, mKiNA 


NM_006114 


Homo sapiens DNA segment on chromosome 19 (unique) 1177 expressed 
sequence ^uiyoi i / /si), rniuNA 


XTN/f AA/Cfkl/I 

JNM_UUolH4 


Homo sapiens DNA segment on chromosome X (unique) 9879 expressed 
sequence ^i/Aoyo rriiviNA 


in ivx__uuh o 7 y 


riomo sapiens jl/ina segment on enromosome a juniquej vyzo expressea 
sequence ^u^oyyzosi), TTUviN/\ 


IN1V1 UUJDOJ 


xiomo Sapiens jl/in/v segment on enromosome zi ^uniquej zi/jo expressea 
Qpnnpnpp 1 ^70Sfiln i ml?r>JA 


NM 01S484 

XNlVx v/U*tO*t 


XlUillU oapiCllo VJV/Ix -111LCI dV/llllg piULCill pZf ^/.y'^, lIIxvlN/A. 


NM 01 1763 


TJfnmn entvipne lvrrkrnr\Hri"m5»'i'n_r»r»rita'iTii - ntT *7 ^RT?T^7i ml? XT A 
XxVlllvF oapiCUo UlUlIIVJUUllialll~^/tlllLallllllg / yDJMJ/ J, lilxVLN.rv 


NM 0771 S7 


XXvJUlw oapiciio J\ag piuiciil ^VJ JLxvZ>^, lllxvLNxA. 


NM 014604 


T-Tnmr^ c5>t>iptiq T'qy ■intprap+inn nrntpin 1 Z'' i '1 P_ 1 i ml? XT A 

XX\JllL\J oapiCllo laA UlLCiat/llUil piULCHl 1 ^ X XJL 1 J, HLL\AriX\ 


NM 00191S 


Unmn QaTiiPTi<! pv+nrVirnmp V»-S^1 /PVR^fil^ mPMA 
XXwilHJ oapiwllo \sj lUt/iJUL UlJ.lC' U*JU1 \\^ L Lj^JKJ LJ, llLl\±y r\ 


NM_012188 


Homo sapiens forkhead box 11 (FOXI1), mRNA 




xiuniu oapiciib somaiosiaun recepior-inieracimg protem ^oo i x\ir ) 9 mxvi.N/\ 


NM 022482 


Homo sapiens hypothetical protein FIJ21794 (FLJ21794), mRNA 


XTA/T AOO/IOl 

JNM {JZZHyo 


Jblomo sapiens nypotnetical protem rLJzlyoo (rJLJziyooj, mKJN A 


NM 022489 


Homo sapiens hypothetical protein FLJ22056 (FLJ22056), mRNA 


iNM Uzz4oj 


Homo sapiens nypotnetical protein ^^22405 (rU2240o), liiKNA 


1NM__U22464 


Homo sapiens endoplasmic reticulum chaperone SIL1, homolog of yeast (SIL1), 
mRNA 


NJYI_Uz24j0 


l-iomo sapiens nypotnetical protein rU22!>4o similar to gene trap rAl 12 

/TTT TOO^zl^ mPXTA 
(rl^JZZJHoy, mKJNA 


NM 022450 


Homo sapiens hypothetical protein FU22357 similar to epidermal growth factor 

rpppntrvr-rpl flfpH nmfpi-n H7T T9 / 7'? i >7^ ml?WA 

ICL/CpLUI-lCiatCU piUlCin \J? JLfJ ZZ J J / IILCvlN-rV 


NM_022443 


Homo sapiens myeloid leukemia factor 1 (MLF1), mRNA 


NM_022136 


Homo sapiens SAM domain, SH3 domain and nuclear localisation signals, 1 
(SAMSN1), mRNA 


NM 012217 


Homo sapiens mast cell tryptase (TPSD1), mRNA 


NM_020366 j 


Homo sapiens retinitis pigmentosa GTPase regulator interacting protein 1 
(!U>Gl^l),rnRNA ~ i 
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NM 016541 


Homo sapiens guanine nucleotide binding protein 13, gamma (GNG13), mRNA 


NM 004204 


Homo saniens nhosnhatidvlinositol elvcan class 0 rPIGO^ mRNA 


NM 014946 


Homo saniens snastic nanmleffia 4 ( autosomal dominant* snastin^ fSPG4^ 
mRNA 


NMJ)22146 


Homo sapiens neuropeptide FF 1; RFamide-related peptide receptor (OT7T022), 
mRNA 


NM 004885 


Homo saniens neuroneotide G nrotein-counled recentor* neuronentide FF 2 

XAV/liiV OUl/IVXlW llvUi vL/vl/VlV*V VJ Ui U twill vvUUlvU 1 vvwl/tvl * livUlvUwUUUw X X X# 

fNPGPR) mRNA 


NM 002958 


Homo saniens RYK recentor-like tyrosine kinase fRYIO mRNA 


NM 002931 


Homo saniens rintr fineer nrotein 1 fRINGl") mRNA 


NM021111 


Homo sapiens reversion-inducing-cysteine-rich protein with kazal motifs 
(RECK), mRNA 


NM 001655 


Homo sapiens archain 1 (ARCN1), mRNA 


NM 016639 


Homo saniens tvne T transmembrane nrotein Fnl4 fFNl 4^ mRNA 


NM 006686 


Homo sapiens actin-like 7B (ACTL7B), mRNA 


NM 0066R7 


UAinn saniens artin-like 7 A f ACTT 7A^ mR"WA 


NM 005856 


Homo sapiens receptor (calcitonin) activity modifying protein 3 (RAMP3), 

mRNA 


IN1VI KJyJJOJ 6 * 


noiiiu odpiciib icucpiui ^vaioiLuiiiiy cit/Uviiy muunymg pruicm z, ^ivriivii z,j 9 
mRNA 


NM_005855 


Homo sapiens receptor (calcitonin) activity modifying protein 1 (RAMP1), 
mRNA 

1111 VI ^1 xV 


NM 000475 


Wnrnn saniens nuclear ree en tor suhfamilv 0 trrnnn R mpTnhfT 1 fNTRORI^ 

mRNA 


NM 005493 


Homo saniens RAN bindine nrotein 9 fRANBP91 mRNA 


NM 004634 


Homo saniens bromodomain and PHD fin per containing 1 fBRPFl'l mRNA 

A AVlllv Ot+LFJVllvJ L/l VAA AJtV/U- VlliiAlll HUv 1- * m ' * XJ-llE^Vl wV/AAliAAlAAll&j 1 I A^AVA X JL fj x AMJLx_L ^ X X 


NM 000140 


Homo saniens ferrochelatase fnrotononYhvria^ fFFGFO nuclear pene encoding 
mitochondrial protein, mRNA 


NM 000031 

iilrl VvVvJ 1 


Homo ^anien^ aminolevnlinate delta- debvdratase ( AT.AF)^ mRNA 


NM 000027 


Homo sapiens aspartylglucosarninidase (AGA), mRNA 


NM 000026 

1N1YJL \J\J\J\JjL\J 


Unmn Qflnipncs flH^nvlrvQiirpiTifltf* Ivjiqp ( AF)ST ^ ml^NA 

l-LV/illU ouuivllO tXXJXj'liy l\J&\A\s\s XXLCLV\s LycLj\s ^rli/uijlj 11 l-LVJ. N / V 


NM 000025 


Homo sapiens adrenergic, beta-3-, receptor (ADRB3), mRNA 


MM 000090 


numu odpicnb dLiivin /\ rcLcpior iype h-iikc i vivl<i j } iilc\j.n/\ 


NM_000019 


Homo sapiens acetyl-Coenzyme A acetyltransferase 1 (acetoacetyl Coenzyme A 
Lnioidbc^ ^/vv^Ai i /, nuuicdx gene encoding nuiocnununax protein, uiJxiN/\ 


NM 000018 


xiunio oapienb at/yi"*v^ucuz»yiiic /\ ucnyurugcnaoe, very long wiaiij ^Av^/ijj ylj, 


NM 000017 


^ AC^AOS^ nnnlpnr cene encoHina mitfifbonHrial nrotein mRNA 

^/*.\-/iiJL/U 11 Ul^ 1 V^OL gt/llV Vslll<\Jlllllg ixxxLlJ\sxx\Jxx\&l 1CL1 1 1 Ll VI > IX. 


NM 000016 


Wnmn sanipn<? ar.vl-Ooen7vmp A HebvHrnapnfl^e C-4 to CI-12 Rtraiffht ebain 
T AGAD^/H nuclear cene encoding mitochondrial nrotein mRNA 


NM 000476 


Homo saniens adenvlate kinase 1 fAKl^ mRNA 


NM_001830 ] 


Homo sapiens chloride channel 4 (CLCN4), mRNA 


NM 022365 


l-Tomo saniens bvnothetical nrntein similar to mouse Dnaill rDNAJT^l^ mRNA 

±L\jxxx\J ocxjjivilo liy ^j\jixi\^Li\>ax \J iwlll o l i l ll l Cxi. l\j llluuoL x-yiicxj 1 1 ^i/iirujuiyj llllx-l ^tx*. 


NM 022350 


Homo sapiens aminopeptidase (LOC64167), mRNA 


NM 022335 


Homo sapiens hypothetical protein PR02849 (PR02849), mRNA 


NM 005259 


Homo sapiens growth differentiation factor 8 (GDF8), mRNA 


NM 001789 


Homo sapiens cell division cycle 25 A (CDC25A), mRNA 


NM 022006 


Homo sapiens FXYD domain-containing ion transport regulator 7 (FXYD7), 
mRNA 


NM_022003 


Homo sapiens FXYD domain-containing ion transport regulator 6 (FXYD6), 
mRNA 
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MM 090/^5 


xiomo sapiens junctopniiin j ^jrxij ) 9 itlxvln/y 


NM_002855 


Homo sapiens poliovirus receptor-related 1 (herpesvirus entry mediator C; 
nectinj ^rvivJLij, miviNA 


vr\/f 019140 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 
dependent 2 (NFATC2), mRNA 


mm oo^qq 


riomo sapiens nuciear iactor 01 activated, i-cens D, tomcity-resonsive (iNrAl 5), 

IIJuVLNrV 


MM 00A169 
iNlVl_UUO I Oz. 


noniu sapiens nuciear iactor 01 acuvaieQ 1 -ceus, cytoplasmic, caicineurin- 
Hpnendpnt 1 OsTPATPI i nYRMA 

UCLJwxXUVXllr 1 yiirAJLV/lJj illXV-lNzi. 


NM 022061 

X^tXYX \J et{i\J\j X 


Homo QJinipnQ riKoQOmal nrotpin T 17 icnlncr (\ C\C*(\'\%riS\ mPMA 

xxvlXXXU oaLyiwXXo llUVJoUXiXdl piUlwlil la I / XoUlv/g \XJ\J\s\JDO f J J t IlixviN/A. 


NM 022095 


Homo «mipn<3 hvnofhptir.a1 P91-T9 7inc finopr nrotpin T?T T99^04 HJT T99*\0^ 

XAVXXXtJ oaiJXl'llO Xljf lyVJlXXt/UV/ttl V^jLXIZ. ZuXXv XllXgt/X jJlUlC'lll IT X-» J Z*Z* \T iuiJ jL£mj\J i + J y 

mRNA 


NM 022091 


Homo <?anien<; HT467N1 1 1 nrotein (DT467M1 1 1^ nVRMA 


NM 022084 


Homo <;anipn<; hvnothpHral nrotpin HT1 09TT1 Q 4 fTiT1 09TT1 Q 4^ ml?M A 


NM 022077 


Homo <sar>ipn<; hvnotVipfiral nrotpin HT1 141 F1 S 9 iT>T1 141 "PI S 9^ mPMA 


NM 022098 


Homo <;anipn<j fivnotliptiral nrotpi-n T OP63090 H 006^090^ mUMA 


NM 022081 


Ufimn cnnipnc Inmnfhptir'fll nrntpin Tilf 104RPQ ^ (TXXC 1O4fiT70 ^^ mPXTA 
XxUlllU bapiCIlo IiypuUlCUUal piUlCill UxVl V/*tOX2»".-) ^JDJ^xI/ £ t011". D) 9 UlxvlN/v 


NM 021081 


xxuiiiu oapiciio giuwui iiuiiiiuiic lcicabing nui mune ^oixivrx/, mxviN/v 


NM 022168 


Homo Qar>iPTi<i mplanoma HiffVrpntiatirin aQcnpiat^H nrntpir»_^ ^MT^A^^ mt?TvT A 

AxUxxlU octiyi^ilo llit/itlllWllJa Ullltl CllllaLUJll doaUL/icHCLl JJIULCIH"^ ^ 1 VI 1 / r\ i Til i\ IN/A 


NM 022165 


Womo Qanipnc T ir>-7H r»rofpin fT TM_7T^"\ mPMA ! 


NM 022161 


xxUXXXLf oa-LyXVsXIo IJYXXi XXIXllUilUX "V/l'apUWJoXa ^J-<1 V JLTN J 9 IlixviN/^. 


NM 0991 


TTomo ccinipnc T7TT •nrntf»in rpTT ^ mpMA 
rlUIilU odpiCIlb LZLLj piULClIl ylZLL,), IIlI\J.N/\ 


NM 092 1S6 

IN IVx yLiUU 




MM 0991^1 


xiomo sapiens ivi/\r- 1 protein ^ivi/vr- 1 nuviN J\ 


MM 099150 


noiDo sapiens ivxaniiae-reiaieG pepnue precursor ^i^ivr ), rniviNA 


MM 099140 


xiomo sapiens ivx/\vjiir i protein ^xViAvjiir i) 9 mixiN A 


MM 099 144 


xiomo sapiens myoauiui protein ^lAA^o^f iuz ^, mivLN/v 


NM 022141 


X1UI1HJ octpicxlb gaXlxilla-pal VIII rvlx Y \JJ f llllVlN/V 


NM 022134 


T-Tomo cnnipnQ alvponrotpin Hpfn-fxal ^'-ciilfnfrancfprQOp /'<T-P'^Q'T V \ mPMA 
xxuxxxu oapicilb gxy L-upiULClxl UCLa-VJal j 'oUllUiXanSlClaSe ^UtJiji ExxviN/v 


NM 022131 


Homo ^ampnQ rfllQvntpnin-9 ^^~ 1 S9^ mPNA 

XXVXXXV^ oujJX^XXO UAXOj'XXlvXXXXX Z> J 9 XXXXVlNxx 


NM 022129 


Homo ^ariiptiQ MA^WT) hinHitia nrotpin f^/^A^A^RP^ mPMA 

XXV1XXV7 oa-jJlV^XXA XVXxa. TV XJ UXlXUXXXg JJXUICXXI ^IVJXl. VVXJX J 9 |I 1 fV |M /-\ 


NM 022123 


Homo sanipn<5 nasin-hpliY-loon-hpliY-PAS nrotpin i'MPAQ'3^ mPMA 

xx\JL±±\j oaiJXv/XXo Uaolv IXvXlA l\J\J yj "XXv/lXA. X /xl> pUJLC-LLl ^liX AO J ^ llLLVXi/V. 


NM 022121 

X TlXTl \f£d£t lAl 


Homo <?anipn<: nS^-indiirpH nrotpin PTfrPPI fPTf^PPI^ mT?MA 

odJJltllo JJ^ J iilVluL>GU. pXv/lCllX 171VJl7V_^l ^riUlLil Jy IIITxIN/Tl. 


NM 022120 


Homo cnniPTiQ hvnotnptinnl nrotpin PTf Q<^9^ rFTT TOOO^O^ mT?\TA 
xiVxllU oapiCllo liypUUlCtltdl piULClIl xxVOVJZJ ^FJLJ \J\j\J3\J) t IxJxSJ.N/V 


NM 029114 


xxuxxxu oapiCixo fJ\ UUlliaxil OUllldxIllIlg iO ^x IvL/xVl 1 OJ, liU vl N x\ 


NM 092119 

XNXVx 


xxuiiiu bapiens pj j'-rcguiatcu apoptoais-mQucmg protein i ^x djaix i ) } mxvJNA. 


NM 0991 1 1 


xxuiiiu sapiens nomoiog 01 yvenopus uiaspm ^v^jl/vox jjn uikjna 


MM 099101 


Womo ccinipnc lY\mr*tl^ptipci1 r\rr»+<=«Tr» T7T T99Q/^^ /T7T T99Q/^^\ -mPXTA 

xxuxixu b api cx lis nypotnciicdi proiem r i^j zzyoj ^x*i-JZzyoD ^, nii\iN/\ ! 


MM 0990R7 


rxuinu sapiens nypotnencai protein rLrjzioJH- (±*.LJZiOjnj, nuxiNA 


MM 099083 

1NJ.V1 uZZ>V/OJ 


TToniO caT*lPTlo niViQ-n -nrrk+^irt f\\ I D AXTV rv»PXT A 

xxuxiiu bdpiciis niDdii prutein ^>ixx5/\.iN/, imvlN/\ 


NM 022078 


Homo sapiens hypothetical protein FU12455 (FLJ12455), mRNA 


MM 099076 


nomo sapiens nypotnencai protein nviAVxb wyy 14 vJLUUo3yU4j, mKJNA 


NM 022072 


Homo sapiens hypothetical protein FLJ22609 (FLJ22609), mRNA 


1NM UZZUo/ 


Homo sapiens hypothetical protein FU 12707 (FLJ 12707), mRNA ! 


iNM VZZvQy 


nomo sapiens u-protein coupled receptor oo (vjrKoo), mRNA 


MM 099044 


xxuiixu ddpxcxis biroiTidi ceii-uenveu iduior z-nive i ^ojl/pzjli ) 9 rnxviN/v 


NM.022042 


Homo sapiens solute carrier family 26 (sulfate transporter), member 1 
(SLC26A1), mRNA 


NM_022039 


Homo sapiens split hand/foot malformation (ectrodactyly) type 3 (SHFM3), 
mRNA 


NM 021173 


Homo sapiens polymerase (DNA-directed), delta 4 (POLD4), mRNA 


NM 016371 


Homo sapiens hydroxysteroid (17-beta) dehydrogenase 7 (HSD17B7), mRNA 
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NM 000023 


Homo saniens sarcoelvcan aloha f50kD dvstroohin-associated rivcorjrotein^ 
CSGCA* niRNA 


NM 005099 


Homo saniens a disinteerin-like and metalloDrotease (reDrolvsin tvoe^ with 
thrombospondin type 1 motif, 4 (ADAMTS4), mRNA 


NM 016590 


Homo sapiens prostate andro gen-regulated transcript 1 (PxARTl), mRNA 


NM 014223 


Homo sapiens nuclear transcription factor Y ? gamma (NFYC), mRNA 


NM 006166 


Homo saniens nuclear transcrintion factor Y beta fNFYB^ mRNA 


NM 002268 


Homo saniens karvonherin alnha 4 fimnortin alnha 3^ fECPNA4i mRNA 


NM 005229 

X 1 i-VX \I\J *J 


Homo saniens EOC1 member of ETS oncogene familv flELKl i mRNA 


NM 021796 


Homo saniens olacenta-soecific 1 rPLACl^ mRNA 


NM 015596 


Homo sapiens kallikrein 13 (KLK13), mRNA 


NM 003553 


Homo sapiens olfactory receptor, family 1, subfamily E, member 1 (0R1E1), 
mRNA 


NM 021926 

XXXVX \J£*m.S4*\f 


Homo saniens aristal ess-like homeobox 4 ( ALX4^ mRNA 

JL i-VlHV UUulWiW UiAUlUAvOO 111\v 11VJ11 Ivv/ l/\/A » W |l ■» 1 y 11UVL 11 A. 


NM 021957 


Homo sapiens glycogen synthase 2 (liver) (GYS2), mRNA 


NM 090980 


Homo sanipns annaoorin 9 ( AOPQA mRNA 




T-Tnmn cciniptic optiii ryo ttitti a 1 ( A f v 1 "fr 1 I mPXTA 
lAUlliU oapiciia clVvLlil, gaillilia 1 ^xxv^ 1 v J 1 ^, 1 1 Ixvl N t\ 


NM 018690 


Homo sapiens apolipoprotein B48 receptor (APOB48R), mRNA 


1NIVL_U UjZjU 


riomo sapiens blivj, xiio-uomain protein ^oivr accessory protein ^n-i^iv j ^, 


IN xYl_UvJ 0 1 v) 


xxuiiiu oapiwiio a u.iDxiiiwgi ill aiiu ixiCuiiiUpi uiciiiaoc ViUiliaUl 7 ^iii&iuiii gaiiiiiiaj 

(ADAM9), mRNA 


iNivi UUUo^ / 


XlOlllO Sapiens glUlallllUnC O- IXdllSlCl aSC /\J ^vjo 1 /\J ^, IIUVlN^V 


xNxVx_l/Z 1 0 1 *t 


nonio sapiens nomuiog 01 yeasi long undin puiyunsaiuriiicu iduy auiu ciungaiiuu 

CllZtjrlllC \xxLI)Lj\J 1 11U.VX xxx 


NM 021628 


Homo sapiens arachidonate lipoxygenase 3 (AL0XE3), mRNA 


Tsiiv/r ni9dio 
iNivi viz^iy 


nuiiiu sapiens rcguiatur 01 vj-pruicin signaiiiiig 1 / ^j\a_joi / ) y iiix\j.n/\ 


1>UY1__U 1 HOO J 


tTr\TVirfc conipnc Virvrnr*r > \ retain p»_iti Hi ir"i V\1 f» fnHrkrkli* ctvii^* tpHpiiIiitti cfrpcc-itiHiifiVilp 
XXUiIlU oapiClla llUlllUl/y OICIIIC-IIIUUL'IUIC, CilLlUpiaolIllw> ICliUUlUlil oil vOO-UlUUV/lL/lt/, 

ubiquitin-like domain member 1 (HERPUD1), mRNA 


1N1Y1 \J\JJ I UJ 


XxUiiiv/ oapiciio paii~iiciijaiupuicuu CAjpicoaiuii ^x ixxj/iviw j, iiixvin xx 


NM_004906 


Homo sapiens Wilms' tumour 1 -associating protein (KIAA0105), mRNA 


IN iVA__U U.3 1 U 1 


xiomo sapiens sicroi vj-acyiixansierasc ^acyi-v^ocnzynic /v cxiuiesicroi 

aUjrxU.allaICiaoCy 1 ^Ov/xV JL I J } lllXviNxT. 


INivi UZlz/UJ 


XlUIIivJ SapiCIlo pilUSpilUglUl/UlTlUlaSC J \T \Jl\Ujy IIlxviN/x 


IN JVx^vU J J J J 


nuiiiu sapiens uiiaL/iuiy rcivcpiur, laiiiiiy i, suL/iaiiiiiy vj, nieuiuei i ^v^jvivjiy, 
mRNA 

IllXVL XXX 


NM 0015S2 

XXXYJ. VVJJiJa> 


Homo sanipns olfactorv rpppntor familv 1 snhfamilv T) member 4 TOR 1 D4^ 

Xxv^lll^/ ooixit'iia uiiuu y ivvtuiui) xcxiiixiy ij OLXUXtiiiiiijr jxivxiil/wx ~ yv/xvix/^ jj 

mRNA 


NM 001345 

X X XT J. \J \J 1 -/ T *-/ 


Homo saniens diacvlelvcerol kinase alnha f80kD^ fDGKAy mRNA 


NM 021620 


Homo saniens PR domain containing 13 rPRDM13^ mRNA 


NM 020999 


Homo saniens n euro opn in ^ rNFTrROrr^^ mRNA 

XXVJllll/ OuL/1 vl lO XIV IXX UtvlllU IXiIjUIWVIJ /j tlXXVX X 


NM 020227 

X XXVX VXfU^tt / 


Homo saoiens PR domam containing 9 fPRT*)A/f9i mRNA 

llf IliU o<*LJXw1Xl> X XV VXvyllXCllll WlliaxilXXi^ J \1. XVX_/lVX^yj X X 1 1 vi x J. ». 


NM 020226 


Homo sapiens PR domain containing 8 (PRDM8), mRNA 


NM 020229 


Homo sapiens PR domain containing 1 1 (PRDM1 1), mRNA 


INM UZUZZO 


Homo sapiens rK aomain containing iu {riyJJiyiiv), nuvLN/\ 


NM 016412 


TTomo sflnipns rnsnlfn-likp prowtb factor 2 antisense nGF2AS i mRNA 

X1VJ111U OdL^l VllO llloUXXll lilvw glWVlxl ItlvvvZ Oil LlOVllO V ^XVJl WJ IIXXNXXXX 


NM 006161 


Homo sapiens neurogenin 1 (NEUR0G1), mRNA 


NM_005734 


Homo sapiens homeodomain-interacting protein kinase 3 (HIPK3), mRNA 


NM_001818 


Homo sapiens aldo-keto reductase family 1, member C4 (chlordecone reductase; 
3-alpha hydroxysteroid dehydrogenase, type I; dihydrodiol dehydrogenase 4) 
(AKR1C4), mRNA 


NM 004363 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 5 
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(CEACAM5), mRNA 


NM 002841 


Homo sapiens protein tyrosine phosphatase, receptor type, G (PTPRG), mRNA 


NM_002716 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory submit A (PR 
65), beta isoform (PPP2R1B), mRNA 


NM 001785 


Homo sapiens cytidine deaminase (CDA), mRNA 


NM_003554 


Homo sapiens olfactory receptor, family 1, subfamily E, member 2 (OR1E2), 
mRNA 


NM 021961 


Homo sapiens TEA domain family member 1 (SV40 transcriptional enhancer 
factor) (TEAD1), mRNA 


NM_002847 


Homo sapiens protein tyrosine phosphatase, receptor type, N polypeptide 2 
(PTPRN2), mRNA 


NM_002778 


Homo sapiens prosaposin (variant Gaucher disease and variant metachromatic 
leukodystrophy) (PSAP), mRNA 


NM_000934 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade F (alpha-2 
antiplasmin, pigment epithelium derived factor), member 2 (SERPMF2), mRNA 


NM_000932 


Homo sapiens phospholipase C, beta 3 (phosphatidylinositol-specific) (PLCB3), 
mRNA 


NM_000709 


Homo sapiens branched chain keto acid dehydrogenase El, alpha polypeptide 
(maple syrup urine disease) (BCKDHA), mRNA 


NM 001666 


Homo sapiens Rho GTPase activating protein 4 (ARHGAP4), mRNA 


NM_021815 


Homo sapiens solute carrier family 5 (choline transporter), member 7 (SLC5A7), 
mRNA 


NM 014885 


Homo sapiens anaphase-promoting complex 10 (APC10), mRNA 


NM_021948 


Homo sapiens chondroitin sulfate proteoglycan BEHAB/brevican (BCAN), 
mRNA 


NM 021946 


Homo sapiens hypothetical protein FIJI 1362 (FLJ1 1362), mRNA 


NM 021942 


Homo sapiens hypothetical protein FLJ12716 (FU12716), mRNA 


NM 021940 


Homo sapiens hypothetical protein FLJ13159 (FLJ13159), mRNA 


NM 021922 


Homo sapiens Fanconi anemia, complementation group E (FANCE), mRNA 


NM_002644 


Homo sapiens polymeric immunoglobulin receptor (PIGR), mRNA 


NM_002470 


Homo sapiens myosin, heavy polypeptide 3, skeletal muscle, embryonic 
(MYH3), mRNA 


NM 001700 


Homo sapiens azurocidin 1 (cationic antimicrobial protein 37) (AZU1), mRNA 


NM 003949 


Homo sapiens huntingtin-associated protein 1 (neuroan 1) (HAP1), mRNA 


NM_021021 


Homo sapiens syntrophin, beta 1 (dystrophin-associated protein Al, 59kD, basic 
component 1) (SNTB1), mRNA 


NM 018953 


Homo sapiens homeo box C5 (HOXC5), mRNA 


NM 012120 


Homo sapiens CD2-associated protein (CD2AP), mRNA 


NM_007121 


Homo sapiens nuclear receptor subfamily 1 , group H, member 2 (NR1H2), 
mRNA 


NM 006753 


Homo sapiens surfeit 6 (SURF6), mRNA 


NM 006200 


Homo sapiens proprotein convertase subtilisin/kexin type 5 (PCSK5), mRNA 


NM 006426 


Homo sapiens dihydropyrimidinase-like 4 (DPYSL4), mRNA 


NM_005670 


Homo sapiens epilepsy, progressive myoclonus type 2, Lafora disease (laforin) 
(EPM2A), mRNA 


NM 006877 


Homo sapiens guanosine monophosphate reductase (GMPR), mRNA 


NM 004619 


Homo sapiens TNF receptor-associated factor 5 (TRAF5), mRNA 


NM 002627 


Homo sapiens phosphofructokinase, platelet (PFKP), mRNA 


NM 002433 


Homo sapiens myelin oligodendrocyte glycoprotein (MOG), mRNA 


NM 002207 


Homo sapiens integin, alpha 9 (1TGA9), mRNA 


NM 002113 ! 


Homo sapiens H factor (complement)-like 1 (HFL1), mRNA 


NM 002074 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 1 
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(UJNJcJ 1 ), mKJNA 


JNM UUj/jj 


Homo sapiens 2-5'oligoadenylate synthetase-like (OASL), mRNA 


NM_002551 


Homo sapiens olfactory receptor, family 3, subfamily A, member 2 (OR3A2), 

mKJNA 


NM_002389 


Homo sapiens membrane cofactor protein (CD46, trophoblast-lyrnphocyte cross- 
reactive antigen) (MCP), mRNA 


XJKyf AAAQ7A 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 4 (HTR4), mRNA 


NM 000613 


Homo sapiens hemopexin (HPX), mRNA 


JNM__UUU J / / 


Homo sapiens Wiskott-Aldrich syndrome (eczema-thrombocytopenia) (WAS), 
rnKJN A 


XTA/f AA£QQ1 
JNM._UU0y C 1 


Homo sapiens nuclear receptor subfamily 4, group A, member 3 (NR4A3), 
mRNA 


XTA/T AAA7£Q 
JNM UUUoOo 


tiomo sapiens loCl gene (namartin) (loCl), mKNA 


NMJH7416 


Homo sapiens interleukin 1 receptor accessory protein-like 2 (IL1RAPL2), 

mKJNA 


JNJYL UUjZoO 


Homo sapiens topoisomerase (UNA) 1(1 Ur 1), mRNA 


XTN/T AA1A£C 
JNM UUlUOo 


Homo sapiens topoisomerase (UN A) 11 beta ( 1 oukD) ( 1 OP2B), mRNA 


XTA/f A0A/17A 
JNM_UZU4/0 


Homo sapiens putative transmembrane protein; homolog of yeast Golgi 
membrane protein Yiflp (Yiplp-interacting factor) (54TM), mRNA 


NM_UUo5oZ 


Homo sapiens transcription factor similar to D. melanogaster homeodomain 
protein lady bird late (LBX1), mRNA 


NM 017545 


Homo sapiens hydroxyacid oxidase (glycolate oxidase) 1 (HAOl), mRNA 


NM 002925 


Homo sapiens regulator of G-protein signalling 10 (RGS10), mRNA 


X TA AT A 1 /"n 

NM 012263 


Homo sapiens tubulin tyrosine ligase-like 1 (TTLL1), mRNA 


NM_001212 


Homo sapiens complement component 1, q subcomponent binding protein 
(C1QBP), nuclear gene encoding mitochondrial protein, mRNA 


NM_00049l 


Homo sapiens complement component 1, q subcomponent, beta polypeptide 
(ClvJB), mKNA 


\T\/T AA/f70A 

JNM_UU4/Z0 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- 
coupiea receptor, 4 {HUvjh), mKJNA 


NM 006217 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade I (neuroserpin), 
memoer z ^oJiKrJUNizj, mKJNA 


XTTVyf A1 


Homo sapiens ataxin 2-binding protein 1 (A2BP1), mRNA 


NM 004543 


Homo sapiens nebulin (NEB), mRNA 


XTTVA" A1 /C1 C 1 


Homo sapiens prostate denved STE20-hke kinase PSK (PSK), mRNA 


JNM UloDZo 


Homo sapiens hydroxyacid oxidase 3 (medium-chain) (HA03), mRNA 


KT\A AAA1 8^ 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade D (heparin 
coiactorj, memoer i tpiiKJrJJN.Dij, mKJNA 


NM 005410 


Homo sapiens selenoprotein P, plasma, 1 (SEPP1), mRNA 


1NM_UUDZZ0 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 
receptor, d j j, rnKiNA 


iNlVl UUjI/Z 


Homo sapiens atonal nomolog l (Drosopnila) (AlUiilj, mKNA 


XTAA AA^IAA 

JNM UUMUy 


Homo sapiens oxidative-stress responsive 1 (OSR1), mRNA 


NM 001498 


Homo sapiens glutamate-cysteine ligase, catalytic subunit (GCLC), mRNA 


NM__U039ZZ 


Homo sapiens nect (homologous to the E6-AP (UBE3 A) carboxyl terminus) 
domain and RCC 1 ^PWPl Vlita* Hnmnin n^TF)1 1 fWFPPl^ nVR XI A 


NM 002061 


Homo sapiens glutamate-cysteine ligase, modifier subunit (GCLM), rnRNA 


NM 001088 


Homo sapiens arylalkylamine N-acetyltransferase (AANAT), mRNA 


NM 021828 


Homo sapiens heparanase-like protein (HPA2), mRNA 


NM 021826 


Homo sapiens hypothetical protein FLJ13149 (FLJ13149), mRNA 


NM 021823 


Homo sapiens hypothetical protein MDS018 (MDS018), mRNA 


NM 021820 


Homo sapiens MDS024 protein (MDS024), mRNA 
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NM 021819 


Homo saoiens ERGL Drotein (ERGL, i mRNA 


NM 021818 


Homo satvienQ W^V 1^0™^^-^™*^'!!'!'!?!^ Optip (WWd^ mRNA 

XXV/XXXVS OdjJlVslXd VT V T X*SUUiaXXX \s\Jll UllXlIllg VJbi.lV v VV VV *T J/, 11 IXVl N A 


NM 021812 

ill TX \J X KJ X JL* 


Homo sanipn*? Hlpnharnnhimn<;i<! prvififmt'TinQ itivptciic and -ntnQic ranHiHa+*> 1 

xxuiuu oa.^Jiuiio uxb^/iiaiwjjiiiiiiuoiO) wpivciiiLiiuo lllvCJoUa dllUL UlAJ&lo, val 1 U1U a LC JL 

(BPESCli mRNA 


NM 021809 


Homo saoiens TGFfbetaVinduced transcrrntion factor 9 fTfrTF9^ mRNA 

XXV/X1XV OCi^/IVHiJ X VJX ^L/VW*y JHUUvwU LI CUlOvl XLJ11VJ/X1 Xul/lUl x> ^ X VJXX ) ) lXlXxxNiV 


NM 021805 


Homo saoiens sinffle Ij? BL-lR-related molecule (STGTRR^ mRNA 


NM 021803 


Homo saoiens interleulcin 21 fiT.911 mRNA 

livlIIU OUL 1 A wllLJ 111 IV1 Iv UJVlll £>1 V * ' f 1 /} 1 1 IX VI. ^1 A 


NM 021798 


Homo ^anipii^ intprlpulrin 91 rpppntrvr (T\ 91R^ mRNA 

xxwiiivs oajjivno xiXvvxivujxxix ^>x iLvtpLUl \ Ji 111J> vlN x\ 


NM 020982 


Homo saoiens claudin 9 (CT DN9^ mRNA 


NM 006657 


Homo sanien<? mirniminotransfpra<?p r/vpJnnVaminnQp rFTf^rYi mRNA 

xxvuivj oafjiiaio xvjxxxxixxxxixvjucuxdIw dot \jj l/lv/Uvcilllxliadv ^x XV~>XJ ) 9 lilxvlN x\ 


NM 021784 


Homo saoiens henatnevte nimlpar factnr *\ hptn n-TNP^Tl^ mRNA 


NM 014375 


Homo sapiens fetuin B (FETUB), mRNA 


NM 021032 


Hntnn <i aniens filirnHl a Qt ornvuih factor 19 fFfrP19i mRNA 


NM 019595 


Homo sapiens intersectin 2 (1TSN2), mRNA 


NM 018991 

X^IXVX 


Homn ^anipn^ TjKF7rj4^4A01 ^ 1 nrntpm /Tj1TR7P4^4 A 01 3 1 i mPMA 

xxuiliu adjJlClla x^JVx'ZjpHJ'TjrV.v 1 J 1 piUlClU ^l^xVT^x HoHrWJ 1 J 1 J, ITlx\JN/V 


NM 014574 


Homo sapiens nuclear autoantigen (GS2NA), mRNA 


NM 091009 

IN iVx Uilu 


xxuiiiu adpicnb lmeneron, dipna o v irxN/\o^, nu\iN/\ 


NM_001676 


Homo sapiens ATPase, H+/K+ transporting, nongastric, alpha polypeptide 

fATP19 A i mRNA 


nm oiosr^ 

xNxVl__U 1 y o 50 


jtiomo sapiens carDonyaraxe x xN-aceiyigiucosanxine o-U) svuiotransierase 7 

^PW^IT7^ mRNA 
^JtlO 1 niJtviNA 


x\xYl_Ul /Do 1 


xiomo sapiens cnonnergic receptor, nicotinic, aipna polypeptide y (OllKN A9), 
mRNA 

11 lXVlN/V 


"MM 001^0^ 

1N1VI UU1U7J 


xiomo sapiens AiJrase, xi^ uansponing, lysosomal (vacuolar proton pumpj 
42kD (ATP6C), mRNA 


NM OOfi^O^ 


XxUlIlU bapiCUd J 1 V x gene \J X Vlj, lxxKiN/Y 


NM 01441^ 


xiomo sapiens ncme-reguiaiea mmation iactor z-aipna Kinase ^ixKJj, mKJNA 


NMJ)12149 


Homo sapiens double homeobox, 5 (DUX5), mRNA 


NM 019146 

1N1V1 U1Z1 *+0 


nomo sapiens uouoie nomeooox, 1 (iJUyvi j, mKJNA 


NM 0917^^ 

iNiVl UZ1 / JJ 


xiomo sapiens testis-specmc Kinase suDstrate (loivoj, mKiNA 


NM 004HQ 


xiomo sapiens pituitary lumor-iransiorniing i interacting protein [rl l ijriir^, 

mRNA 
llixvi>I^V 


NM 00421 Q 

1N1YX UV/t£. i y 


xiomo sapiens piuinary mmor-uaixsionriing i [r 1 lijrlj, mKJNA 


NM 00^860 

XNXVX V/vJOUU 


xiomo sapiens xjreaKpoint ciusrcr region protein, uterine leiomyoma, i , Darner to 
au tointeffrati on factor fR PR P1^ mRNA « 

oUlWillltigl ativ^ll laviVJJ yJJVvXVJT 1 y, lllxvlN<r\. 1 


NM 007281 


Homo sapiens scrapie responsive protein 1 (SCRG1), mRNA 


NM 006618 

1 1 1 Y JL vvvulO 


xiuiiiu sapiens putaiivc uiN/vcnromatm omuing motil ^xJLU-l y, iriKlN A 


NM 005797 


Homo sapiens epithelial V-like antigen 1 (EVA1), mRNA 


NM 00SSO8 


xiomo sapiens cnemoKine momj receptor *t \^K^is/f) 9 mKJNA 


NM 00S9S^ 


xiomo sapiens cnemoione monij receptor i v v^L/AL/ivi^, niKJNA 


NM 002547 


Homo sapiens oligophrenin 1 (OPHN1), 111RNA 


NM 0900^6 


Homo sapiens major histocompatibility complex, class II, DQ alpha 2 (HLA- 
"nnAT\ mi? ma 


NM 001 OSS 

xNxVl_VV/ 1 I/O J 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
annproiemase, anuirypsinj, memoer j ^ojcInxIxN aj j, iiikjn a 


NM 013974 


Homo saoiens dimethvlarginine dimethvlaminohvdrolase 2 (DDAH2^ mRNA 


NMJ)01756 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 6 (SERPINA6), mRNA 


NM 000450 


Homo sapiens selectin E (endothelial adhesion molecule 1) (SELE), mRNA 


NM 006228 


Homo sapiens prepronociceptin (PNOC), mRNA 


NM_001319 


Homo sapiens casein kinase 1, gamma 2 (CSNK1G2), mRNA 


NMJ)00444 


Homo sapiens phosphate regulating gene with homologies to endopeptidases on 
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the X chromosome (hypophosphatemia, vitamin D resistant rickets) (PHEX), 

mKJNA 


NM021183 


Homo sapiens hypothetical protein similar to small G proteins, especially RAP- 

Z/v ^LUUj /oZOJ, mKJNA 


MM 091 1 7Q 
iNiYi uz 1 1 ly 


xiomo sapiens nypotneiicai protein jlljvo /ozi ^lulj / ozi ), mKJNA 


1N1VI UUZ / HH 


noino sapiens protein Kinase zeia \r jvjsa^ZvJ, mrviN/v 


MM (\CWifk1A 

IN IYJL v U v O^H 


xiomo sapiens senne ^or cysteine j proteinase lnnioitor, ciaue a ^aipna-i 

ailliprULCXQabe, anUuypolIl/, mCuIDCr J ^OXlXvl JLLN/A.J ) y IIlX\J.N/\ 


NM_000602 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade E (nexin, 
plasminogen activator mriiDiior type i ^, memoer 1 ^oxiivrijNiii ) 9 hikin/y 


NM 020422 


Homo sapiens hypothetical protein from clone 24796 (LOC57146), mRNA 


XTA/f A1A1 01 

JNM UzUloi 


Homo sapiens transcnption ractor BMAL2 (LOC56938), mRNA 


NM 019598 


Homo sapiens kallikrein 12 (KLK12), mRNA 


"MTV K A 1 A 1 A*5 


Homo sapiens hypothetical protein (LOC55954), mRNA 


JNM__Ulziy / 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
memoer lj ^oJiKriJNolJj, mKJNA 


MM AAfK07 


Homo sapiens low density lipoprotein receptor (familial hypercholesterolemia) 


mm niA?nn 
in ivl_u i o zu u 


riomo sapiens uo sniuNA-associatea om-iijce protein Lomo ^L.u^jioy i^, 

TYlttMA 

IIlXvJ.N/\ 


MM 


xiomo sapiens jvi/v/vwiyj gene proauct ^jvi/\/\.uiyj ), rniviN/v 


mm mA^no 


nomo sapiens kin a uinaing monr protein y [JsajNVp ), itlkina 


NM 014080 


Homo sapiens dual oxidase-like domains 2 (DUOX2), mRNA 


xr\/f a 1 /I 5 1 £ 
fNlVl U 140 10 


Homo sapiens UCK.4-NU1 transcription complex, suounit 3 (L/NUI J), mRNA 


NM 015032 


Homo sapiens KIAA0979 protein (KIAA0979), mRNA 


INM 


Ilnm/N „ n -,i n FT A A ft A/1 A na«n—Aj„»4. /VTA A A A /I A\ — -.Tl XT A 

Homo sapiens K1AAUU4U gene proauct (K1AAU040), mKJNA 


NM 015383 


Homo sapiens hypothetical protein (DJ328E19.C1.1), mRNA 


NM Ulz4U7 


Homo sapiens protein kinase C, alpha binding protein (PRKCABP), mRNA 


NM_002208 


Homo sapiens integrin, alpha E (antigen CD 103, human mucosal lymphocyte 
antigen 1; alpha polypeptide) (ITGAE), mRNA 


NM_002309 


Homo sapiens leukemia inhibitory factor (cholinergic differentiation factor) 

/T TT?\ T>"HT A 

(LIF), mRNA 


NM_006919 


Homo sapiens senne (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 3 (SERrINB3), mRNA 


TVTN/T AA/COOA 

NM_UUozzU 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiprotemase, antitrypsin^, member z (oJbKrJUNAzj, mKJNA 


NM 006215 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
annprotemase, anti trypsin memoer 4 ^ocKriiNA^, mKJNA 


mm nn^Aoi 


xiomo sapiens aeietea m lympnocync leuxemia, z {L)Lr>uJ.) ) mKJNA 


NM 005887 


Homo sapiens deleted in lymphocytic leukemia, 1 (DLEU1), mRNA 


iNM UUjOUJ 


Homo sapiens Alrase, Class I, type 8B, member 1 (ATP8B1), mRNA 


NM 005232 


Homo sapiens EphAl (EPHA1), mRNA 


NM_005024 


Homo sapiens senne (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 10 (SERPINB10), mRNA 


NM UU4//y 


Homo sapiens CCR4-NOT transcnption complex, subunit 8 (CNOT8), mRNA 


MM 00415*5 


nuinu sapiens senne ^or cysteine^ proteinase mruDitor, ciaae & ^ovaiouminj, 
member 9 (SERPMB9), mRNA 


NMJ)04568 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 6 (SERPINB6), mRNA 


NM 004408 


Homo sapiens dynamin 1 (DNM1), mRNA 


NM 004409 


Homo sapiens dystrophia myotonica-protein kinase (DMPK), mRNA 


NM 004717 


Homo sapiens diacylglycerol kinase, iota (DGKI), mRNA 
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IN XVI UvV/Z I *t 


TTrvmrx conipn c i a orr^rl 1 f A 1ci drills cvtiHtyytyip 1 iTAirl 1 TYlR^JA 
JliUiJiO bapiCllb JaggCLl l ^/\lagllic ojrilulUlliGy i j 9 illl\±vi~l 


NM 001347 


Homo sapiens diacylglycerol kinase, theta (HOkD) (DGKQ), mRNA 


INM. WdhDH 


Jciomo sapiens zinc linger protein zuu (z.iNrzuuj, miviNA 


injvi_uujoj4 


xiomo sapiens uoiquinn-acuvaung enzyme ui ^Aioyi anu imn / j temperature 
sensitivity complementing) (UBE1), mRNA 


XTK/f AfkAK/f 

JNM__UUU->j4 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 7 (SERPINA7), mRNA 


JNM_UU0y4;> 


Homo sapiens protein phosphatase 3 (formerly 2B), regulatory subunit B (19kD), 
alpha isoform (calcineurin B, type I) (PPP3R1), mRNA 


JNM UUUiUj 


Homo sapiens paraoxonase 2 (rUJNZj, mKJNA 


NM_000928 


Homo sapiens phospholipase A2, group IB (pancreas) (PLA2G1B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_000295 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 1 (SERPINA1), mRNA 


NM_002640 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 

m^YvVU^r O /Ct7p PTMH Q\ ml? XT A 

memoer o ^oiii^iXNxjoj, ituvin a 


NM_002639 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
memoer j (MikxJLNJdjj, mKJNA 


NM_002615 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade F (alpha-2 
antipiasmin, pigment epithelium derived iactorj, member 1 (obKriNr 1), mKJNA 


NM_002575 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovdbumin), 
member z (bliKrlJNbzj, mKJNA 


JNM_UUUZZU 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 1 

/V/" r MT1\ *vi"DXTA 

^jsajn j l ), rnJKJNA 


JNJLVL__UUU 1 y 1 


Homo sapiens 3 -hydroxymethyl -3 -methyl glutaryl -Coenzyme A lyase 
(hydroxymethylglutaricaciduria) (HMGCL), mRNA 


JNxVl_UU 1 y / o 


xiomo sapiens eryinrocyie memorane protein Dana 4,y ^aematinj \pr 
mRNA 


INM UUj040 


Homo sapiens diacylglycerol kinase, zeta (104kD) (DGKZ), mRNA 


NM_001346 


Homo sapiens diacylglycerol kinase, gamma^90kD) (DGKG), mRNA 


NM 003647 


Homo sapiens diacylglycerol lanase, epsiion (54kD) (DOKJb), mKNA 


NM_001235 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade H (heat shock 
protein 4 / ), member Z (ocivrJJNxlz J, mKJNA 




Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 

1 f^rTi f ATP£T ^ ml? "NT A 


NM 0004R8 


rlVJIIlU odpiCXlo oCIillC lUX l/YolCXIlCI piUlClIlaaC IIILILUI lUi j ^laUC ! allUUu UlUUUi J, 

member 1 fSFRPTMCI^ ml^NA 


NM 021156 


Homo sapiens hypothetical protein (DJ971N18.2), mRNA 


"MM 000R7^ 


X1UII1U odpicno llloUilIl-HKC glOVV 111 XaULUI X XCt/CpiUX ^Xvjxr XXLENJ.NA. 


NM 00060S 


nuiiio bapicnb mLcrierun, dipxia z ^xpxn/tlj&^ 3 iiiivlnxt. 


NM 09 1 fA.1 


riomo sapiens jviaauozo gene prooucx ^rwi/\Auozo^, iiitviN a 


NM 021645 


Homo sapiens KIAA0266 gene product (KIAA0266), mRNA 


"MM O0 1 1 f\Q 


xiomo sapiens tnymosin, beta 4, A cnromosome ^iJvioi3*f-A.^, rrusJNA 


JN1V1_UZ 1 04Z 


Homo sapiens rc iragment ot lgvj, low aiimity iia, receptor ior (tjDJzj 
(rC^xvZA;, mKJNA 


NM 021240 


Wnmn ^amVnQ tp«;tt<i-«;nprifin nrotem rT,OC58524^ mRNA 


NM 021189 


Homo sapiens hypothetical protein FLJ10698 (LOC57863), mRNA 


NMJ)21129 


Homo sapiens pyrophosphatase (inorganic) (PP), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 015140 


Homo sapiens KIAA0153 protein (KIAA0153), mRNA 


NM 021635 


Homo sapiens UC28 protein (UC28), mRNA 


NM 021631 


Homo sapiens apoptosis inhibitor (FKSG2), mRNA 
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NM021615 


Homo sapiens carbohydrate (N-acetylglucosamine 6-0) sulfotransferase 6 
(Uxio i o) y niKJNA 


iNJVl 


xiomo sapiens myosin A (M iui\)) 9 mKNA 


JNJYL \)A\)j03 


Homo sapiens deleted in azoospermia 2 (DAZ2), mRNA 


NM 020364 


Homo sapiens deleted in azoospermia 3 (DAZ3), mRNA 


NM 01 /44o 


Homo sapiens H2B nistone iamily, member S (H2BFS), mRNA 


NM_021132 


Homo sapiens protein phosphatase 3 (formerly 2B), catalytic subunit, beta 
isoiorm (calcineunn A beta) (PPP3CB), mRNA 


NM 021016 


Homo sapiens pregnancy specific beta-l -glycoprotein 3 (PSG3), mRNA 


NM 015705 


Homo sapiens hypothetical proteiniDJl042Kl0.2), mRNA 


NMJ)21572 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 5 (putative 
function) (ENPP5), mRNA 


NMJ)21216 


Homo sapiens endothelial zmc finger protem induced by tumor necrosis factor 
alpha (EZFIT), mRNA 


XTTV T AH 1111 

NM_0U1332 


Homo sapiens catenin (cadherin-associated protein), delta 2 (neural plakophilin- 
related arm-repeat protein) (CTNND2), mRNA 




Homo sapiens hypothetical protein DKFZp434A1022 (DKFZP434A1022), 

TYlPTJA 

mKJNA 


NM 018955 


Homo sapiens ubiquitin B (UBB), mRNA 


XTA/T AITC'IO 
JNM \)l/JDD 


Homo sapiens myosin, heavy polypeptide 4, skeletal muscle (MYH4), mRNA 


NM 014621 


Homo sapiens homeo box D4 (HOXD4), mRNA 


XTTVJT AAAZT1 O 

NM 000618 


Homo sapiens insulin-like growth factor 1 (somatomedia C) (IGF1), mRNA 


NM 021571 


Homo sapiens ICEBERG caspase-1 inhibitor (ICEBERG), mRNA 


NM 000045 


Homo sapiens arginase, liver (ARG1), mRNA 


NM_005692 


Homo sapiens ATP-binding cassette, sub-family F (GCN20), member 2 
(ABCF2), mRNA 


NM_001090 


Homo sapiens ATP-binding cassette, sub-family F (GCN20), member 1 
(ABCF1), mRNA 


NM_002858 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 3 (ABCD3), 
mRNA 


NM_001172 


Homo sapiens arginase, type II (ARG2), nuclear gene encoding mitochondrial 
protein, mRNA 


\r» x aa iin 

NM_001117 


Homo sapiens adenylate cyclase activating polypeptide 1 (pituitary) 
( ADC Y API), mRNA 


NM 004036 


Homo sapiens adenylate cyclase 3 (ADCY3), mRNA 


NM 019843 


Homo sapiens eIF4E-transporter (4E-T), mRNA 


NM 006454 


Homo sapiens Mad4 homolog (MAD4), mRNA 


NMJ)02355 


Homo sapiens mannose-6-phosphate receptor (cation dependent) (M6PR), 
mRNA 


NM 014287 


TT X HP a * /TM Jtf\ T»-VT A 

Homo sapiens pM5 protein (PM5), mRNA 


NM_004102 


Homo sapiens fatty acid binding protein 3, muscle and heart (mammary-derived 
growth inhibitor) (FABP3), mRNA 


NM 000134 


Homo sapiens fatty acid binding protein 2, intestinal (FABP2), mRNA 


XTTV iff AAf Of / 

NM 005354 


Homo sapiens jun D proto-oncogene (JUND), mRNA 


NM 005159 


Homo sapiens actin, alpha, cardiac muscle (ACTC), mRNA 


1N1VA VI-'O'tO 


nomo sapiens xTOiein r5 yro j } mjtviN a 


NM_003948 


Homo sapiens cyclin-dependent kinase-like 2 (CDC2-related kinase) (CDKL2), 
mRNA 


NM021131 


Homo sapiens protein phosphatase 2A, regulatory subunit B' (PR 53) (PPP2R4), 
mRNA 


NM 021268 


Homo sapiens interferon, alpha 17 (IFNA17), mRNA 


NM_002339 


Homo sapiens lymphocyte-specific protein 1 (LSP1), mRNA 
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NM 001166 


Homo sapiens baculoviral IAP repeat-containing 2 (BIRC2), mRNA 


NMJ)03399 


Homo saniens X-Drolvl aminoDeotidase (aminoneotidase 2 memhrflnp-hniinH 
(XPNPEP2), mRNA 


NM 000541 


Homo sapiens S-antigen; retina and pineal gland (arrestin) (SAG), mRNA 


NM 013262 


Homo saniens mvosin reeulatorv lieht chain interacting nrotein (MTR i m"RNA 


NM 005393 


Homo sapiens plexin B3 (PLXNB3), mRNA 


NMJ)21098 


Homo saniens calcium channel voltape-denendenti amha 1 W ciihivnit 
(CACNA1H), mRNA 


NM 021257 


Homo sapiens neuroglobin (NGB), mRNA 


NM 021253 


Homo sapiens ring finger protein 23 (RNF23), mRNA 


NM 021247 


Homo sapiens protamine 3 (PRM3), mRNA 


NM 021242 


Homo sapiens hypothetical protein STRA1T1 1499 CSTRAIT1 1499} mRNA 


NM 021238 


Homo sapiens TERA protein (TERA), mRNA 


NM 021223 


Homo saniens mvosin light chain 2a fLOP5849fft mRNA 

AVllIU V/U^IVAAU IM^ Vl/UA Xl^XXl* vliulAi ^»(1 ^Xv V*/ KJ^T *S y y X1AXV-L ^IxV 


NM 021221 


Homo saDiens G5b nrotein ( G5B^ mRNA 


NM 021210 


Homo saniens MIJM2 nrotein fMTTM7^ mRNA 


NM 021208 


Homo saniens EST- YD 1 nrotein rRST-Ynn mRNA 


NM 021200 


Homo 9am*f*ns PH domain rnti ta inin o r\rr% tpin in rptinsi 1 fPTTRT7T1\ mPTvT A 
uuiiiu oapiuio x xx vxuiuaxxi KsKJlilalllxllg jjiUl^xIl xll IClliia I ^x JTxxvJDx 1 IIUtvlNxA. 


NM 021199 


Homo ^anipn^ PfirT-44 Tvrofpin* cnlfirlp rlpVivHrncr^riQCf* Ii'Va fvpocrt /PYJT_A4^ 
xxuinu C3d.pit/Ha ^\jx-*t*-r piULClll, blililUC UCIiyurugCIlabC HKc ^ycaSl^ \\^\Jx" J i x rJ i 

mRNA 


NM 021198 


Homo saniens nuclear LIM interactor-interactiriiT fartor fNT T-TF^ mRNA 


NM 021193 


Homo sapiens homeo box D12 (HOXD12), mRNA 


NM 021192 


Homo saniens homeo box Dl 1 fFTOXDI H mRNA 


NM 021188 


Homo saniens clones 23667 and 23715 7\nc finder nrotein (T OPS7R6?} mRNA 


NM 021184 


Homo sapiens G4 protein (G4), mRNA 


NM 021177 


Homo saniens IJ6 <?nRNA -associated Sm-lilrp nrofpin CX SA/T9^ mRNA 


NM 021174 


Homo sapiens p30 DBC protein (LOC57805), mRNA 


NM 021167 

X^XVX V^>1 IU/ 


Homo <?flnien<3 hvnothetipfll nrotpiti WTTrj^IP*Pf Rrifi 8 3 A/TO ^ ? C\ 01^^770^ 

mRNA 


NM 021159 

X 1111 \J ^ 1 X ✓ 


Homo Saniens RAP1 GTP-rtDP HiQ<:nrintinn cfimnlntnr 1 PR API fm<21 ^ rviPNA 


NM 021155 


Homo <ianien<? PD70Q antiopn ^PD700^ mRNA 


NM 021147 


Homo sapiens uracil-DNA glycosylase 2 (UNG2), mRNA 


MM 071140 


nuiiio £«ipicns uDiquiiousiy rranscriDea teiranicopepuoe repeat gene, A 

rhromoQOTrtp nrFV^ mRNA 


NMJ)21139 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B4 (UGT2B4), 
mRNA 


NM 021138 


Homo sapiens TNF receptor-associated factor 2 (TRAF2), mRNA 


NM 0711^7 


xiomu i>dpicns tumor necrosis iactor, aipna-maucea protein i (enaotneiiaij 
rTNFATPl'i mRNA 


NM 021136 


Homo sapiens reticulon 1 (RTN1), mRNA 


NM 091 


noiiiu hd.picnb uDosomai protem oo Kinase, y\)\<jj > polypeptide L (KJrooxsAzj, 
mRNA 


NM 021 


nuiiiu cxipiciib rioonuciease jl ,d -oiigoisoaucnyiaie syntnetase-oepenaentj 
(RNASEL), mRNA 


NM 071 no 


nuniu bdpiciib pcpuayiproiyi isomerase i\ ^cyciopmnn /\) {rru\) } mivlNA j 


NM_021120 


Homo sapiens discs. lar$?e fDrosonhila^ homoloc 3 rneuroendocrine-dlpj 
(DLG3), mRNA 


NM_004239 


Homo sapiens thyroid hormone receptor interactor 1 1 (TRIP 1 1), mRNA 


NM 004238 


Homo sapiens thyroid hormone receptor interactor 12 (TRIP12), mRNA 


NMJW4745 


Homo sapiens discs, large (Drosophila) homolog-associated protein 2 
(DLGAP2), mRNA 


NM 004687 


Homo sapiens mvotubularin related protein 4 (MTMR4), mRNA 
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IN 1V1 UU*f J f o 


xiomo Sapiens runi-reiaieQ transcription lacior jl ^jvurNvv^j, nuviN/it 




riomo Sapiens caicium cnannei, vouage-aepenQeni, aipna n suuumt 

^ Vy/VV^/iN S\ILJ 7 im\IN/x 


MM 09 11 0*5 


XlUinU SapiCIlb pilUopilUlipili bOlalllUlaaC 1 ^JTJuOV^rvi J 9 IlJJVLN/x 




T-Trvtnn cqtipac lvMrrtfYiii jC T^f*^ntfvr ulnrus / It x U A i tyiW^JA 

numu Dapiciio ictmuiu w icvcpiur, aipna ^ixy\_ivr\^, iilivin/v 


NM 006268 


Homo sapiens requiem, apoptosis response zinc finger gene (REQ), mRNA 


"mm nni i n£ 


xiomo sapiens acuvin a receptor, type xld ^ai> vazdj, rnxviNrv 


"MM fifi1£1£ 


xiomo sapiens acuvm a receptor, type ul vivzj, mt\JNA 


NM 001105 


Homo sapiens activin A receptor, type I (ACVR1), mRNA 


JNM UUDD/U 


Homo sapiens lectin, mannose-binding, 1 (LMAN1), mRNA 


JNM UzlUoJ 


Homo sapiens Kell blood group precursor (McLeod phenotype) (XK), mRNA 


JNM__UlJZDo 


Homo sapiens apoptosis-associated speck-like protein containing a CARD 
(ASC), mRNA 


XTA/T AA£^ 1 C 


Homo sapiens smaJJ proJine-ricn protein (pKKJKzCj, mKNA 


NM_0U6;>0/ 


Homo sapiens regenerating islet-derived 1 beta (pancreatic stone protein, 
pancreatic thread protein) (REG IB), mRNA 


JNM OUOOW 


Homo sapiens Kruppel-like factor 1 (erythroid) (KLF1), mRNA 


XnM UUozjo 


riomo sapiens protem Kinase, coJMJr-aepenaent, type l (rKKul ), mKNA 


JNM_UUWDi 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 17-like 3 
(HMG17L3), mRNA 


XTAif AA^GC7 
JNM / 


Homo sapiens small proline-rich protein 1 A (SPRR1A), mRNA 


JNM WoyjJL 


Homo sapiens metallothionein IX (MT1X), mRNA 


XTA/T AACO^A 

JNM UlDiOU 


Homo sapiens metallothionein 1G (MT1G), mRNA 


jnm uujoyy 


Homo sapiens mterleuJan lo bmamg protem (JULlorJJrj, mKlNA 


NM 004618 


Homo sapiens topoisomerase (DNA) IE alpha (TOP3A), mRNA 


XTTV X AA1 

NM_0Ull3o 


Homo sapiens advanced glycosylation end product-specific receptor (AGER), 

_,T)\TA 

mKNA 


NM 000866 


Homo sapiens 5-hy6b*oxytryptamine (serotonin) receptor IF (HTR1F), mRNA 


XTK X f\(\C\£. r l'1 

I\M 00063/ 


Homo sapiens glutathione reductase (GSR), mRNA 


NM_000636 


Homo sapiens superoxide dismutase 2, mitochondrial (SOD2), mRNA 


NM_000635 


Homo sapiens regulatory factor X, 2 (influences HLA class II expression) 
(Kr X2), mKNA 


XTXyf AAA<COA 

INM UUUozy 


Homo sapiens interferon (alpha, beta and omega) receptor 1 (IFNAR1), mRNA 


JNM_0U0o^j 


Homo sapiens nitric oxide synthase 2A (inducible, hepatocytes) (NOS2A), 
mRNA 


xtk x r\r\ Tfino 

NM_003998 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
1 (pl05) (NrKBl), mKNA 


NM 000621 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 2A (HTR2A), mRNA 


NM 000620 


Homo sapiens nitric oxide synthase 1 (neuronal) (NOS1), mRNA 


NM 000619 


Homo sapiens interferon, gamma (IFNG), mRNA 


NM_000617 


Homo sapiens solute earner family 1 1 (proton-coupled divalent metal ion 
transporters), member 2 (SLC1 1 A2), mRNA 


NM 000616 


Homo sapiens CD4 antigen (p55) (CD4), mRNA 


XIX X AAA^ 1 1 

NM_0006ll 


Homo sapiens CD59 antigen pl8-20 (antigen identified by monoclonal 
antibodies 16.3A5, EJ16, EJ30, EL32 and G344) (CD59), mRNA 


mm nnn^in 


Homo sapiens CD44 antigen (homing function and Indian blood group system) 
(CD44),mRNA 


NM 000603 


Homo sapiens nitric oxide synthase 3 (endothelial cell) (NOS3), mRNA 


NM_000597 


Homo sapiens insulin-like growth factor binding protein 2 (36kD) (IGFBP2), 
mRNA 


NM_000594 


Homo sapiens tumor necrosis factor (TNF superfamily, member 2) (TNF), 
mRNA 
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NM 000585 


T T • • j * 1 • « f* /TT -i ^ X T> "VTA 

Homo sapiens mterleukin 15 (ELI 5), mRNA 


NM 000586 


Homo sapiens interleukin 2 (IL2), mRNA 


NM 000577 


Homo sapiens interleukin 1 receptor antagonist (IL1RN), mRNA 


NM 000576 


Homo sapiens interleukin 1, beta (IL1B), mRNA 


NM_000574 


Homo sapiens decay accelerating factor for complement (CD55, Cromer blood 
group system) (DAF), mRNA 


NM 000572 


Homo sapiens interleukin 10 (IL10), mRNA 


NM_000570 


Homo sapiens Fc fragment of IgG, low affinity IDb, receptor for (CD 16) 
(FCGR3B), mRNA 


NM 000567 


Homo sapiens C-reactive protein, pentraxin-related (CRP), mRNA 


NM 000566 


Homo sapiens Fc fragment of IgG, high affinity la, receptor for (CD64) 
(FCGR1 A), mRNA 


NM 000564 


Homo sapiens interleukin 5 receptor, alpha (IL5RA), mRNA 


NM 000561 


Homo sapiens glutathione S-transferase Ml (GSTM1), mRNA 


NM_000555 


Homo sapiens doublecortex; lissencephaly, X-linked (doublecortin) (DCX), 
mRNA 


NMJ)00298 


Homo sapiens pyruvate kinase, liver and RBC (PKLR), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 000259 


Homo sapiens myosin VA (heavy polypeptide 12, myoxin) (MY05A), mRNA 


NMJ)00525 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 1 1 
(KCNJll),mRNA 


NM 021090 


Homo sapiens myotubularin related protein 3 (MTMR3), mRNA 


NM 021077 


Homo sapiens neuromedin B (NMB), mRNA 


NM 021068 


Homo sapiens interferon, alpha 4 (IFNA4), mRNA 


NM 006512 


Homo sapiens serum amyloid A4, constitutive (SAA4), mRNA 


NM 006607 


Homo sapiens pituitary tumor-transforming 2 (PTTG2), mRNA 


NM_021075 


Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotein 3 (lOkD) 
(NDUFV3), mRNA 


NM 005951 


Homo sapiens metallothionein 1H (MT1H), mRNA 


NM 000330 


Homo sapiens retinoschisis (X-linked, juvenile) 1 (RSI), mRNA 


NM_005597 


Homo sapiens nuclear factor VC (CCAAT-binding transcription factor) (NFIC), 
mRNA 


NM 005268 


Homo sapiens gap junction protein, beta 5 (connexin 31.1) (GJB5), mRNA 


NM_004268 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 6 
(77kD) (CRSP6), mRNA 


NM_004355 


Homo sapiens CD74 antigen (invariant polypeptide of major histocompatibility 
complex, class II antigen-associated) (CD74), mRNA 


NM 002760 


Homo sapiens protein kinase, Y-linked (PRJCY), mRNA 


NM__002520 


Homo sapiens nucleophosmin (nucleolar phosphoprotein B23, numatrin) 
(NPM1), mRNA 


NM_002167 


Homo sapiens inhibitor of DNA binding 3, dominant negative helix-loop-helix 
protein (ID3), mRNA 


NM 002028 


Homo sapiens farnesyltransferase, CAAX box, beta (FNTB), mRNA 


NMJ)03491 


Homo sapiens N-acetyltransferase, homolog of S. cerevisiae ARD1 (ARD1), 
mRNA 


NM 001770 


Homo sapiens CD 19 antigen (CD 19), mRNA 


NM 001664 


Homo sapiens ras homolog gene family, member A (ARHA), mRNA 


NM 003919 


Homo sapiens sarcoglycan, epsilon (SGCE), mRNA 


NMJW3841 


Homo sapiens tumor necrosis factor receptor superfamiiy, member 10c, decoy 
without an intracellular domain (TNFRSF10C), mRNA 


NM 003455 


Homo sapiens zinc finger protein 202 (ZNF202), mRNA 


NM 003452 


Homo sapiens zinc finger protein 189 (ZNF189), mRNA 
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NM 003316 


Homo sapiens tetratricopeptide repeat domain 3 (i'l C3), mRNA 


NM_003166 


Homo sapiens sulfotransferase family, cvtosolic. 1A. Dhenol-nreferrina mpmiw 
3 (SULT1A3), mRNA 


NMO03117 


Homo sapiens sperm adhesion molecule 1 (PH-20 hyaluronidase zona nellucida 
binding) (SPAM1), mRNA 


NM 002222 


Homo sapiens inositol 1,4,5-triphosphate receptor, type 1 (ITPR1), mRNA 


NMJ)01532 


Homo sapiens solute carrier family 29 (nucleoside transporters) member 2 
(SLC29A2), mRNA 


NM 001437 


Homo sapiens estrogen receptor 2 (ER beta) (ESR2), mRNA 


NM 001331 


Homo sapiens catenin (cadherin-associated protein), delta 1 fCTNNDI) mPNA 


NM 001307 


Homo sapiens claudin 7 (CLDN7), mRNA 


NM_001194 


Homo sapiens hyperpolarization activated cyclic nucleotide-gated potassium 
channel 2 (HCN2), mRNA 


NM 001175 


Homo sapiens Rho GDP dissociation inhibitor (GDI) beta (ARHGDBB) mRNA 


NM 000936 


Homo sapiens pancreatic lipase (PNLIP), mRNA 


NM 000641 


Homo sapiens interleukin 1 1 (IL1 1), mRNA 


NM 000640 


Homo sapiens interleukin 13 receptor, alpha 2 (IL13RA2), mRNA 


NM 000615 


Homo sapiens neural cell adhesion molecule 1 (NCAM1), mRNA 


NM 000609 


Homo sapiens stromal cell-derived factor 1 (SDF1), mRNA 


NM 000600 


Homo sapiens interleukin 6 (interferon, beta 2) (IL6), mRNA 


NM 000599 


Homo sapiens insulin-like growth factor bindine orotein 5 fTGFRP^ nVRTsTA 


NM 000590 


Homo sapiens interleukin 9 (IL9), mRNA 


NM 000584 


Homo sapiens interleukin 8 (IL8), mRNA 


NM 000581 


Homo sapiens glutathione peroxidase 1 (GPX1), mRNA 


NM 000560 


Homo sapiens CD53 antigen (CD53), mRNA 


NM 000528 


Homo sapiens mannosidase, alpha, class 2B, member 1 (MAN2B1), mRNA 


NM 000404 


Homo sapiens galactosidase, beta 1 (GLB 1), mRNA 1 


NM_001275 


Homo sapiens chromogranin A (parathyroid secretory orotein D fCHGA^ 
mRNA 


NM 006768 


Homo sapiens BRCA1 associated protein (BRAP), mRNA 


NM 003469 


Homo sapiens secretogranin II (chromogranin C) (SCG2), mRNA 


NMJU2326 


Homo sapiens microtubule-associated protein, RP/EB family, member 3 
(MAPRE3), mRNA 


NM 021057 


Homo sapiens interferon, alpha 7 (IFNA7), mRNA 


NM 021062 


Homo sapiens H2B histone family, member F (H2BFF), mRNA 


NM 021063 


Homo sapiens H2B histone family, member B (H2BFB), mRNA 


NM 021065 


Homo sapiens H2A histone family, member G (H2AFG), mRNA 


NMJ)04146 


Homo sapiens NADH dehydrogenase (ubiauinone^ 1 beta subcomnW 7 (\ 81<T) 
B18) (NDUFB7), mRNA 


NM 001746 


Homo sapiens calnexin (CANX), mRNA 


NM 003661 


Homo sapiens apolipoprotein L (APOL), mRNA 


NM 021052 


Homo sapiens H2A histone family member A (H2AFA) mRNA 


NMJ)20988 


Homo sapiens guanine nucleotide binding nrotein (G "nrotei^ alnha nrtivstincr 
activity polypeptide O (GNAOl), mRNA 


NM_000133 


Homo sapiens coagulation factor DC (plasma thromboplastic component, 
Christmas disease, hemophilia B) (F9), mRNA 


NM 000130 


Homo sapiens coagulation factor V (proaccelerin, labile factor) (F5), mRNA 


NM 001993 


Homo sapiens coagulation factor III (thromboplastin, tissue factor) (F3), mRNA 


NM 020689 


Homo sapiens sodium calcium exchanger (NCKX3), mRNA 


NM 021033 


Homo sapiens RAP2A, member of RAS oncogene family (RAP2A), mRNA 


NM 021023 


Homo sapiens complement factor H related 3 (FHR-3), mRNA 


NM 021026 


Homo sapiens ret finger protein-like 1 (RFPL1), mRNA 
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NM_021008 


Homo sapiens suppressin (nuclear deformed epidermal autoregulatory factor- 1 
(DEAP-lj-related) (i>PN), mRNA 


NM 020993 


Homo sapiens B-cell CLL/lymphoma 7A (BCL7A), mRNA 


NM 020994 


Homo sapiens cancer/testis antigen 2 (CTAG2), mRNA 


NM 021000 


Homo sapiens pituitary tumor-transforming 3 (PTTG3), mRNA 


NM 020997 


Homo sapiens left-right detenmnation, factor B (LEFTB), mRNA 


NM 021014 


XT • * 1 XT' 1- 1 * AO /fiovo\ n\Tl 

Homo sapiens synovial sarcoma, X breakpoint 3 (SSX3), mRNA 


NM 021015 


Homo sapiens synovial sarcoma, X breakpoint 5 (SSX5), mRNA 


NMJ)21007 


<r<r • i • t 1 i * a 1 a w w i i i • • 1 

Homo sapiens sodium channel, voltage-gated, type II, alpha 2 polypeptide 
(SCN2A2), mRNA 


NM_021012 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 12 
(KCNJ12), mRNA 


NM 020995 


Homo sapiens haptoglobin-related protein (HPR), mRNA 


NM_000347 


Homo sapiens spectrin, beta, erythrocytic (includes spherocytosis, clinical type 1) 
(SPTB), mRNA 


NM007032 


Homo sapiens putative nuclear protem (HRIHFB2122), mRNA 


NM 001320 


Homo sapiens casein kinase 2, beta polypeptide (CSNK2B), mRNA 


NM_013252 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domam) 
lectin, superfamily member 5 (CLECSF5), mRNA 


NM 020978 


Homo sapiens amylase, alpha 2B; pancreatic (AMY2B), mRNA 


NM 020636 


Homo sapiens zinc finger protein 275 (ZNF275), mRNA 


NM 020547 


Homo sapiens anti-Mullerian hormone receptor, type 11 (AMHR2), mRNA 


NM 020974 


TT * /'tl'/ITti # //'ir'^tni \ T*» *V T A 

Homo sapiens CEGP1 protem (CEGP1), mRNA 


NM 020681 


Homo sapiens HT018 protein (HT018), mRNA 


NM 020676 


Homo sapiens lipase protem (LOC57406), niRNA 


NM 020672 


Homo sapiens SlOO-type calcium bmdmg protein A14 (LOC57402), mRNA 


NMJ020661 


Homo sapiens activation-induced cytidine deaminase (AICDA), iriRNA 


NM 020657 


tt * • . « a a i /rrv A Al \ T\ "W T A 

Homo sapiens zinc finger protem 304 (ZNF304), mRNA 


NM 020654 


Homo sapiens sentrin/SUMO-specific protease (SENP7), mRNA 


NM 020646 


TT • 1 / A rt^^T O \ TWT A 

Homo sapiens reserved (ASCL3), mRNA 


NM 020640 


TT T*» T* Af> 1 1 ^T»T* A r»\T A 

Homo sapiens RP42 homolog (RP42), mRNA 


NM 020639 


TT * 1* a *i *y / i X TT^" T* T~V \ T*fc "VTA 

Homo sapiens ankynn repeat domain 3 (ANKRD3), mRNA 


NM_020632 


Homo sapiens ATPase, H(+)-transporting, lysosomal, noncatalytic accessory 
protein IB (ATP6N1B), mRNA 


NM 020648 


Homo sapiens twisted gastrulation (TSG), rnllNA 


NM 018970 


Homo sapiens G protem-coupled receptor 85 (GPR85), mRNA 


NM 003901 


Homo sapiens sphmgosine-1 -phosphate lyase 1 (SGPL1), mRNA 


\r- at r\ i j aaa 

NM 014292 


X T * 1 11 IV /\ T\ T A 

Homo sapiens chromobox homolog 6 (CBX6), mRNA 


NM 006735 


Homo sapiens homeo box A2 (HOXA2), mRNA 


NM_0l904l 


Homo sapiens similar to prokaryotic-type class I peptide chain release factors 
(LOC54516), mRNA 


NM_0 14428 


Homo sapiens tight junction protein 3 (zona occludens 3) (TJP3), mRNA ' 


NM 020466 


TT • 1 .4 .■ 1 , • 1 Yl f\. W O /TN T 1 ^ ^ A^\. ft r> \ T| "VTA 

Homo sapiens hypothetical protem <U12208.2 (DJ12208.2), mRNA 


NM 020448 j 


Homo sapiens hypothetical protein dJ462023.2 (DJ462023.2), mRNA 


NM_020425 


Homo sapiens hypothetical protein DKFZp586E1923 (DKFZP586E1923), 
mRNA 


NM 020424 


Homo sapiens hypothetical protein A-21 1C6.1 (LOC57149), mRNA 


NM 020317 


Homo sapiens hypothetical protein dJ465N24.2.1 (DJ465N24.2.1), mRNA 


NM 020315 


Homo sapiens hypothetical protein dJ37E16.5 (DJ37E16.5), mRNA 


NM 020313 


Homo sapiens hypothetical protein (LOC57019), mRNA 


NMJH9897 


Homo sapiens olfactory receptor, family 2, subfamily S, member 2 (OR2S2), 
mRNA 
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NM 019605 


Homo sapiens hypothetical protein (DJ667H12.2), mRNA 


NM 019601 


Homo sapiens Sushi domain (SCR repeat) containing (BK65A6.2), mRNA 


NM 018433 


Homo sapiens putative zinc finger protein (LOC55818), mRNA 


NM 019095 


Homo sapiens hypothetical protein (LOC54675), mRNA 


NM_019089 


Homo sapiens hairy and enhancer of split (Drosophila) homolog 2 (HES2), 


N1W 01RQR? 


Unmn QanipnQ hvnntherical nrntein fDT167A19 1^ mRNA 


NM 018074 


Nnmn <ianipn<; imrOl ff! eleeans^ homoloe A fUNC93A^ mRNA 


NM 014499 


T-fnmn <:anipn<i mitative nurinertric recentor fP2Y10 1 mRNA 


NM 070^^0 


T-fnmn carriers nncnotatiTi TVf fOSA/fi mRNA 


NM 020529 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B -cells 
inhibitor, alpha (NFKBIA), mRNA 


NM 014204 


Homo sapiens BCL2-related ovarian killer (BOK), mRNA 


NM 020527 


Homo sapiens HUG1 gene (HUG1), mRNA 


NM 006093 


Homo sapiens proteoglycan 3 (PRG3), mRNA 


NMJ)20533 


Homo sapiens mucolipin 1 (MCOLN1), mRNA 


NM 00714S 


TTrvmn <;anipn<! Tine fmppj* nrotein 2^6 fZNF236^ mRNA 

JL JLVJiilvJ ouLJltsllo Z^lllw llll^vl jJk \J twill £*y\J ^x^iiJi t*~J \J } ^ XJUiMiii. 1 


NM 002217 


Homo sapiens pre-alpha (globulin) inhibitor, H3 polypeptide (ITIH3), mRNA 


INiVL VloOi/J 


Unmn cortipnc vit-ilior^-nccnpiatprl TYrntpin *\/ 1" 1 *»1 C\I YV\ \ mT^N^A 
XiUIIIU bapiciio YXUXigu-aooUvXalvU piui^iii vix" , i ^ yjlji i j y liixvi^^rv 


INiVI UUO / / / 


JtlOIUU Sapiens IValovJ ^ZjlNX^-KalbU^, IIU.VLN/A. 


xnvf n?nA3£ 

INiVL UZU4O0 


Wnmo cnniPTiQ similar tn ^lAT T 1 fsal fnrnsnnriilaVlilcp (1 0057167^ mRNA 


fNM^ZUl^fZ 


TJrkTYin canipnc "M A T^TT'iiVi-inni-nrtTip oYir1r»r#»Hnf»tficp A/IT T?0 ciVhivnit finmolncr 

XIUUIU oapiCIlO lN/\i^rx > UU14UJllUilv UAlUUlwUUVLclOC lYULfXvV^ oUUUIUL ilUlllUlUg 

rr opsfionn mRNA 


"MM 090191 


TTomn qot^iptiq pnHnmpmhTflfip nrntpin pmn70 , nTecii'r < ?or l^olnp 1 (1 .0056889^ 
mRNA 


NM 018845 


Uattia cflnipn^ stromal cell nrotem (X,OC55974^ mRNA 


NM 018842 


Unmn Qanipn«? inmilin recentor tvro5?ine kinase substrate rLOC55971^ mRNA 


NM 018841 


TTnmo ^aniens G-nrotein eamma-12 subunit (X,OC55970^ mRNA 


NM 018839 


Homo samens t>47 nrotein rLOC55968^ mRNA 


NM 016352 


Homo sapiens carboxypeptidase A3 (LOC5 1200), mRNA i 


"MM 016109 

IN XYI tf 1 □ D yJJL 


lT ftTnn caniPnQ nrntem tc 0001 CT OPS1 1 85^ mRNA 


NM 014119 


T-Tnmn cnnipnc email miiQpIp DrotPin "A^-lmVpfl fSft/TPX^ mRNA 


NM 018048 


TTamn cflni'pn^ rrene mRNA 


"MM ft1zKR7 


WrkTtin ca-nipnc SRV ^cpy Hpfprminincr rpoinn 8 rSO"X r 8 , i mRNA 
XlAJxJlU o dpi Clio L>i\.l ^oCA uC/Lviliiiiiuig it-givjii x / i/UA o ^ov^yvo y } nixvi >rr. 


"MM 00S74^ 
iNxVl \JU J / Hj 


TTnmn eanipriQ ar r p<?Qnrv rvrntpirm RAP^1/RAP29 iDXSl^S7F^ mRNA 


"MM 001004 


Unmn QnnipnQ amilftriHp-Qpneitive catifin ftbarmel 1 neuronal rde?enerin^ 

(ACCN1), mRNA 


Ts3M 010600 

1N1V1 U i 70U7 


tfnmn Qn-nipnc TnptpllnparVinwnpntiflacp OPlf-1 TC'PX-I^ mRNA 


NM 018844 


Homo sapiens B-cell receptor-associated protein BAP29 (BAP29), mRNA 


NM 017572 


Homo sapiens G protein-coupled receptor kinase 7 (GPRK7), mRNA 


NM Ulo4xo 


riomo sapiens clone rL,r>3Zi4 ^JLvj^Dixiyj, uuxin/y 


JNM U163U1 


riomo sapiens protein x uuu4 ^IvUUj i lo^fj, nuviNA 


NM_0133o/ 


riomo sapiens uoiquinoi-cytocurome c reauciase complex \i .z Kiyj ^xior^vji^, 
rniviNA 


XTA/T O9O/160 


riomo sapiens /\r>w oioou group ^udnsicxabc rv, axijxxa i-j-i^i- 

acetyl galactosaminyltransferase; transferase B, alpha 1-3-galactosyltransferase) 

(ABO), mRNA 


NM 020445 


Homo sapiens actin-related protein 3 -beta (ARP3BETA), mRNA 


NM 020435 


Homo sapiens connexin46.6 (CX46.6), mRNA 


NM 020426 


Homo sapiens lysozyme homolog (LOC57151), mRNA 


NM 020379 


Homo sapiens 1,2-alpha-mannosidase IC (HMIC), mRNA 


NM 020407 


Homo sapiens Rh type B glycoprotein (RHBG), mRNA 



447 



WO 03/074654 



PCT/US03/05028 



JNJYL UZU4UO 


Wrvmrk ccmifmc nnlvrvtlipmifl mhrfl vera 1 * cell surface receptor flPRVl^ rriRNA 


NM_020377 


Homo sapiens cysteinyl leukotriene CysLT2 receptor; cDNA PSEC0146 from 
clone rJLAL^iiiuuoi/ \jlaa^3/ iujj, miviN/\ 


NM 02U355 


riomo sapiens rixvr a^zv/ snort iurm ^lwv^j /u7u/, iiuvl^-tv. 


JNM UZOJ50 


XXnmrs conianc ATP AP nmtAITl /'ATT? AP > \ nVRTsTA 

riomo sapiens a i ivAr proiein vai ivrvr ) } nu\±vf\ 


JNM UZOioU 


riomo sapiens ajt i jqi*t protein y/vr i JV£i*t/, nusjiNjrv 


JNM UzOioo 


riomo sapiens uisrupicr 01 bucnuuig iv/ ^orv-oiv^, uuxiNrv 


JNM_UZU344 


UrtT«rt coT»i*»nc cr\1ii+f» r*5»rriRr fnmilv 94 fQAHfiiiWnAtfl^siuTTi/calciurn exchanger) 

rlOmO SapiCIld oUlUlC Call JLCI Iculllljr At ^a\JUlUliypvU*ooiuiii/v/<*.iwL*iAi uAvnongw 

TnpmViM- 9 P94A9^ mRNA 


INlVi UZ 0-5:7 0 


Wattia Qanienq RPT 2 -like 10 (anontosis facilitator! (BCL2L10), mRNA 


IN 1VI_UZU j o*t 


PnmA Qfl-nipriQ rlfliirlm 9 (PT mRNA ' 


JNJYl UU / ZOU 


u rtrnri conipriQ IvcAnViAcnhAlina^p TT fl\YT'l J A2! mRNA 


JNM UUUJyU 


TI/MVkr* oantp-nc rVinrriifli^rpmin rRaVi PQfATt" ArAtftifl 1^ fPfTM^ TTlRNA 


NM 001994 


Homo sapiens coagulation factor XH1, B polypeptide (F13B), mRNA 


XT7V/T AAA 10Q 

XMM uuuizy 


riomo sapiens coaguiauon lacior ^vjlu., r\i puiypcpuuc ^ ijrxLjj uu\j.n^v 


NM 000505 


Homo sapiens coagulation factor XII (Hageman factor) (F12), mRNA 


XTN ft AAACA/t 

NM U00504 


xiomo sapiens coaguiauon iacxor ^ \r iuj, miviN/A. 


NM 005509 


Homo sapiens Dmx-like 1 (DMXL1), mRNA 


NM 001300 


Homo sapiens core promo xer element Dinaing proxem ^^jrxiijj, uiivina 


NM_0 12089 


Homo sapiens AiJr-Dinciing cassette, suD-iamny x> ^ivijuxv i Ary, memoer iu 
\£\j5\^X5 x \)) 3 nuclear gene encoaing miiocnonuriai protein, nuxiNrv 


NM_007188 ! 


Homo sapiens Air -Dinaing cassette, suD-iamny u ^ivjjjjv i atj, memoer o 
(AliCiio;, nuclear gene encoaing mitocnonanai proiem, mivLN a 


NM 005689 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 6 
(ABCB6), nuclear gene encoding mitochondrial protein, mRNA 


NM001216 


Homo sapiens carbonic anhydrase DC (CA9), mRNA 


NM 000717 


Homo sapiens carbonic anhydrase IV (CA4), mRNA 


NM 001218 


Homo sapiens carbonic annydrase Xli (CA1Z), mKJNA 


NM 001217 


Homo sapiens carbonic anhydrase XI (CA1 1), mRNA 


NM_006384 


Homo sapiens calcium and integrin binding protein (DNA-dependent protein 
kinase interacting protein) (SIP2-28), mRNA 


NM_0 16734 


Homo sapiens paired box gene 5 (Jo-cell lmeage specinc activator protein; 
(TAX5), mRNA 


NM 000687 


Homo sapiens S-adenosylhomocysteine hydrolase (AHCY), mRNA 


NM_004482 


Homo sapiens UDr-N-acetyl-alpna-D-gaiactosamme.poiypepnae in- 
acetyl galactosammyitransterase J ^LraiJNAc-ijj (vjALiNijj, nuviNA 


\-r» r A/"V j| /to 1 

NM_004481 


Homo sapiens UUr-JN-aceryl-alpna-i^-gaiactosamme.poiypepuae in- 
acetylgalactosaminyltransferase 2 (GalNAc-T2) (GALNT2), mRNA 


NM_000512 


riomo sapiens gaiactosamme (in -acetyl j-o-sunate suuaidbc ^iviurquio bynurunic, 
mucopoiysaccnariuosis type iv a^ ^utajltIno^, iiu\jn/\ 


XTTVif AAA/1AQ 

InM 


riomo sapiens gaiactose-^-epimerase, uur- ^vjrvLfi^^, nixvi>i J rt. 


NM 020310 


Homo sapiens maa Dinaing protein vivhn i ) y iiiivln a 


NM 006250 


Homo sapiens pronne-ricn protem naeiii suoiamny i ^riuiij, hijmn/\ 


NM_005l64 


Homo sapiens Air-binding cassette, suD-iamuy u memoer z ^aov^j^z;, 
mRNA 


1N1VI UZUjUU 


TTr^mrv ccmipn<j mirrncnmnl aliitnflninAP SI-ttflTl^feraSe 1 rMGSTl\ mRNA 


NM 000728 


Homo sapiens calcitonin-related polypeptide, beta (CALCB), mRNA 


NM 020127 


Homo sapiens tuftelin 1 (TUFT1), mRNA 


NM 020040 


Homo sapiens tubulin, beta polypeptide 4, member Q (TUBB4Q), mRNA 


NM 020126 


Homo sapiens sphingosine kinase type 2 isoform (SPHK2), mRNA 


NM_020203 


Homo sapiens matrix, extracellular phosphoglycoprotein with ASARM motif 
(bone) (MEPE), mRNA 
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JNM U2U2J1 


Homo sapiens x U1U protein (MJJoUlUj, mKJNA 


XTTV yf AOAIOI 

NM_U2U132 


Homo sapiens lysophosphatidic acid acyltransferase-gammal (LPAAT- 
gamma 1 j, mKJNA 


JNM_UZU24o 


Homo sapiens cation-cMoride cotransporter-interacting protein (LOC56996), 

mKJNA 


JNM U2U243 


Homo sapiens mitocnonariai import receptor lomzz (LUCDoyyj), mKJNA 


NM 020240 


Homo sapiens non-kinase Cdc42 effector protein SPEC2 (LOC56990), mRNA 


"MTVyf ATA 10/1 

NM U2Ulo4 


Homo sapiens ancient conserved domain protein 4 (LOC56939), mRNA 


NM 020178 


Homo sapiens Carbonic anhydrase-related protein 10 (LOC56934), mRNA 


XTX K A1A1 ^ £" 

NM 020155 


Homo sapiens chromosome 1 1 hypothetical protein ORF4 (LOC56834), mRNA 


NM 020179 


Homo sapiens FN5 protein (FN5), mRNA 


NM 020187 


Homo sapiens DC 12 protein (DC 12), mRNA 


NMJ)20156 


Homo sapiens corel UDP-galactose:N-acetylgalactosamme-alpha-Rbeta 1,3- 
galactosyltransferase (C1GALT1), mRNA 


XTX A A/\/\0 C s\ 

NM_000352 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 8 
(ABCC8), mRNA 


NM 000374 


Homo sapiens uroporphyrinogen decarboxylase (UROD), mRNA 


NM_002872 


Homo sapiens ras-related C3 botuhnum toxin substrate 2 (rho family, small GTP 
binding protem Rac2) (RAC2), mRNA 


XTX K t\f\ A 1 fTO 

NM 004152 


Homo sapiens ornithine decarboxylase antizyme l (OAZl), mRNA 


NM 002527 


Homo sapiens neurotrophin 3 (NTF3), mRNA 


xtx k /xnoonc 

NM_002295 


Homo sapiens laminin receptor l (67kD, ribosomal protein SA) (LAMRl), 
mRNA 


NM 002293 


Homo sapiens laminin, gamma l (formerly LAMB2) (LAMCl), mRNA 


NM 002292 


Homo sapiens laminin, beta 2 Oamimn S) (LAMB2), mRNA 


NM 002290 


TT— • _ 1 _ • 11 A /T A "X K A A\ TT» XT A 

Homo sapiens laminin, alpha 4 (LAMA4), mRNA 


NM 006192 


Homo sapiens paired box gene 1 (PAX1), mRNA 


NM 019896 


Homo sapiens DNA polymerase epsilon pl2 subumt (PI 2), mRNA 


NM_000583 


Homo sapiens group-specific component (vitamin D binding protein) (GC), 
mRNA 


NM_019891 


Homo sapiens endoplasmic reticulum oxidoreductin 1-Lbeta (ER01-L(BETA)), 
mRNA 


NM_006705 


Homo sapiens growth arrest and DNA-damage-inducible, gamma (GADD45G), 
mRNA 


NM_001924 


Homo sapiens growth arrest and DNA-damage-inducible, alpha (GADD45 A), 
mRNA 


NM_019844 


Homo sapiens solute carrier family 21 (organic anion transporter), member 8 
(SLC21A8), mRNA 


NM_0 19644 


Homo sapiens testis-specific ankyrin motif containing protein (LOC563 1 1), 
mRNA 


NM_0 19842 


Homo sapiens potassium voltage-gated channel, KQT-hke subfamily, member 5 
(KCNQ5), mRNA 


NMJ) 12281 


Homo sapiens potassium voltage-gated channel, Shal-related subfamily, member 
2 (KCND2), mRNA 


NM 019857 


Homo sapiens CTP synthase II (CTPS2), mRNA 


XTTV if A1 OOIO 

NM_U 19039 


Homo sapiens seven transmembrane receptor BLTR2; leukotriene B4 receptor 
BLT2 (BLTR2), mRNA 


NMJW5757 


Homo sapiens C3H-type zinc finger protein; similar to D. melanogaster 
muscleblind B protein (MBLL), mRNA 


NM_004299 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 7 
(ABCB7), nuclear gene encoding mitochondrial protein, mRNA 


NMJ)04683 


Homo sapiens regucalcin (senescence marker protein-30) (RGN), mRNA 
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NM 019618 

l iivx v i y\J i o 


Homo ^aniens interleukin-1 homoloc 1 (TL-1H1). mRNA 


NM 0189S0 


Homo <?aniens maior histocomnatibilitv comDlex. class I, F (HLA-F). mRNA 


NM 019610 

i iivx \j i y\j i v 


Homo ^aniens hvoothetical nrotein 669 CLOC56267), mRNA 


INiYx wuJZJ 


Homo <;anien<: homeo box D13 fHOXD13i mRNA 

lHJlllLJ L>d|Jlv/ilo HVJlllt'W UUA 1/1 J ^ilv/ji vi/ i. *j iiumiiii 


NM 019607 


Homo ^aniens hvoothetical nrotein FLJ1 1267 fFLJl 1267). mRNA 


NM 010604 

iNIYx__v X J'VJV/'T 


Homo <:anien<; ela£<?-T MHC-restricted T cell associated molecule fCRTAlVn 

XXV/111AJ OCA L/ 1 wllO vlvAOO X lYAAAv' IvuUlvVvU JL vVll muovviuIiVM llivivvuiw ^ ivu 

mRNA 


NM 012328 


Homo sapiens microvascular endothelial differentiation gene 1 (MDG1), mRNA 


NM 01 nfil 


Hnmo <:anien<: fetal hvoothetical nrotein rHSU8497n mRNA 
xxuiiiu oapiciio Xviai iiy^/yju ivii vol lxivjiviai ^xxuwu^^ / l j) ia.aj.vaix*. 


NM 0119QR 


Hnmn <:anien«3 hvnnthetieal nrotein fHST 179252"! mRNA 


NM 0mR6 

INIYI uIjjoO 


Hnmo QanienQ hvnothetira! nrotein rT)TCFZn586G0123^ mRNA 

XXUlllvJ oaplvlld iijr LJW Lllv/Ll wal JJ1VJW111 ^1/lvl X^yjuvVJVl*«jyj llllviiil 


NM Hl'mi 


Ur\rr>r\ cQniVnc! li\/T^/%tiSp , tif»Ql "nrotein ( AP"0fi08fi^ 1 mPNA 

XXUIXlU odpiCllO liy JJUlllt/llV/Cll L'lUlC'lll ^Al \j\J\J\J\Ji*}) llllvl 1 XX 


NM 019116 


Homo sapiens similar to ubiquitin binding protein (UBPH), mRNA 


iNiVl_U 1 oi/O I 


tlOmO Sapierxo UDlCJUlllIl ooMJl/lalCU allU OilJ UVIlllaill UUllldiiiiiig, a ^UD/AOilJn.i, 
mRNA 


NM OIRQfiR 
INiYx v/ 1 0 y\)o 


Womrk cqtviptic cvntrrkTihin Miritna 7 c .^N 1 CrO i ml?NA 
xxV/lllU oa.JJlCI.la ojllU. \J^JlLlll 3 galiLlLla ^oiiXVJZ*/j jliixviijt. 


NM 018067 


l-Trvmn oa-ni^tic cvntrnnhin trammfl 1 ( SN' 1 *Cr 1 i mRN^A 


NM 018Q60 


Wnmn cnnienc Qiiner ron^erveH recentor exnre^<jerl in brain ^ TSRFB^ i mRNA 

XXUIilvJ oafJICllO OlX^JC'l wvJlloCl VCU iCwWr^lvl tApivOOvU 111 1/1 £1111 —/ ^kJlvlvl/J lj 1111X1141 


NM 01R064. 


TTnmo cfniiVnc <:n1nte rarrier familv 17 rplvcerol-l-nhosnhate transnorter^ 

AXUlllO odUiCIlO OvlUlv V/dlllv/l XOilUlY »/ / ^gljfWll/1 ^rllx/Oj^/llCllV 11 »l MOjJ V/l tVl ^ y 

member 1 fSLC37An mRNA 


NM 01RQ4S 


Hnmn cnrtipnc nho^nhodi patera «ip 7H rPi r )F7R^ mRNA 

XXvJlllvJ OU^JlwLIO JJllvlo[^lx\Jlllv*olti ClO\^ 1 XJ ^X /A_> / XJ y j AAAA-VA 1 AV 


NM 019066 

INiYx \J 1 y UDO 


Homn «:anienQ MA GF -like 2 rMAGFT.2 1 mRNA 

XXU111U OdpiCllS 1VXaVVJX-*"*111V& Zm ^lVXx^.VJ.1 <I llJJ-Vll^X 


NM 010060 

INiYx U17UOU 


Hnmn canienQ NTPF-1 nrotein fNTCF-1 i mRNA 
xxUXllU oapiCllD iiXvyJ-* x jJiVJiv^iii ^l iiv>JL-( i j 3 iinvii a*. 


NM 010000 
iNivi u i y\jyy 


Hnmn Qanienc hvnnthetiral nrotein n.OG55924^ mRNA 

XXLHIlV k>dpiCllO llj |JUlllwLlV/Cll LJlV/Lwlll ^A-'V^' V»^«/ -J S J-t~ y j llll\llAl 


NM 010001 

iNxYx U17UUJ 


Hnmn Qnnienc cninHlin-liVe fT OGS44firT^ mRNA 

XXUIIIU OCtjJldlO Ojjllllillll lllVt/ ^Xv\_/V/w'*T*T\Jl/yj AAAXVAI AV 


NM 01 80S? 

INIYI U107JZ. 


Hnmn Qanienc hnmen box H6 rHO"5fR6 i mRNA 

XXV'lllv OClJJlt/llO ll^FlllVtJ UUA JL> \J ^AlWAVAJ 111XVA1A1 


NM O1R0S1 

1N1V1 U107J 1 


Hnmn qanien^ hnmeo box A 10 fHOXAlO^ mRNA 


NM 018949 


Hnmn Qanien<: hnmeo box fH6 familv^ 1 fHMXl^ mRNA 

XXV/1J.1V o<l|-/lt»llo liVJlllfcvy U\JJ\. ^aau xaiiuijry i yiAiri/\.i y } aaaj.vj.iatw 


NM 010100 


Hnmn <sanien«? beta-1 4 mannosvl transferase fHMT-1 1 mRNA 

XXL/11117 OCALV 1 wAAO L/^/lU J ' A1AOAAA AVOJf 1U CU.lii9J.VA *A«JW yA- AAT1. A A ^ y HMu 11 A. 


NM 0100S9 

IN 1V1 


"Rnmn Qanienc HPI^ ^a-helix nniled-cnil rod homolopue^ fHGR^ mRNA 

11 WlllVJ odpiCilo iiV^AX, \ CL lltllA. vUllwU vUll iuu liuiiiuiuguv J \x lvAv J ^ aaaavaia a. 


NM OIRQR^ 


Wnmn cnnienc Vivnntheriral nrntein ('HGGTV Qi mRNA 
xxUIllv/ oapiuiio lAjriiuu.ivuv»ai j^ivjitiii ^xxvyvjx r j 3 iiixviiatv 


nm mono (\ 


TTnmn cnnient: GTP KinHincr nrotein 9 ^GTPRP? i mRNA 


NM 018040 
iniyi yjioy^y 


Wnmn canienQ G nrntein -c mini ed reeentor 14 ^GPR14^ mRNA 


xjA/f 010048 
iNJVl Ul^Uno 


xxoiiiu bapiciio iiypoiiictiuai piuLciii / jaj, iiiiviiiT. 


NM 0.10006 


TJnmn Qanienc Vivnnthetieal nrntein FT T70674 CP! T70674 1 mRNA 
rioniO bapiCIlo IiypULLlCUvai piULClll jrx^JZ.uu/ 4 * ^x x-#jz.vl»/ j t^, liixvi i-rv 


NM 010040 


Wnmn QanienQ livnnthetieal nrntein /FT T70408^ mRNA 


NM 0180RR 

1N1V1 V/10700 


Hnmn <?anienQ hvnnthetiral nrntein CFJ J20^30i mRNA 

XlWlllLf OdJJldlO llj' JJULllCLlvO-l yfX\tlX>lll \X LJAiUJJv^j a A AAVA 1 A X. 


NM 01000S 

XiIYl V 1 ?UvJ 


Hnmn ^anienc hvnnthetir>a1 nrotein fFTJT20323^ mRNA 

1 lUUlU oCl|JlWyllO Xljr JJU LllV 11 vfll |J 1 U 1 V 111 ^1 J^J A<VJAiJ^j uuuiil 


NM 010097 

INIYI V/l-'t/^/ 


Hnmn sanien<? hvnothetical nrntein rFLJ20273 1 mRNA 

XXU111U oClLylVlld Xlj' LrV/UlVllvCll plwlvlll ^1 A^»» £*\J *~ I f aaaavaia*. 


NM 019008 

INIYX UlyVUO 


Hnmn <?anien<? hvnnthetical nrotein rFL,J20232\ mRNA 

i X Ul I IKJ oCl|JlvllO ll_y }JLF Lilt. Lll/dl LVAl/lWlll y^A JL^J 4*\I**-J£*J) *ax*.va ^A », 


NM 010000 


Hnmn ^anienQ hvnnthetifial nrntein n^U20152i mRNA 

XXV/lllV Od^lCllO 11 11 A V* Lll/Cll plCLWlll ^1 J_Str X< V/ A t/A<^) 1111X1111 


NM 01 0087 
iniyi uiyuo/ 


Wnmn QanienQ hvnnthetiral nrntein FT T20051 (FLJ20051 i mRNA 

XxUIiiU oo.piCJ.lo liy tyUllidlL'Cll pi U It ill X WaVv^ x yx i~i\J \j sj i A in vi i ii 


NM 01SQQ6 
inivi v i oyyo 


Wnmn cnnienc Vivnnthetieal nrntein fFT T7001 Si mRNA 




TJTr»TV»r» Cfar^ipnc Ti\rr\r»tViptif*i>1 nrntpin iFT TvOOIOi mlvN^A 
JIUaiaU oapiClio Ilj pUUlCllCai piUlCHl ^1 JU J ivviV/) uixviiat. 


NM 019018 


Homo sapiens hypothetical protein (FLJ1 1 127), mRNA 


NM 019084 

lilYX v/l^V/O^ 


Homo saniens hvoothetical nrotein FLJ10895 (FIJI 0895) mRNA 


NM 019070 


Homo sapiens hypothetical protein (FLJ10432), mRNA 


NM 019088 


Homo sapiens hypothetical protein F23 149 1 (F23 149 1), mRNA 


NM 019002 


Homo sapiens ETaAA16 protein (ETAA16), mRNA 


NM 019114 


Homo sapiens EHM2 gene (EHM2), niRNA 


NM 018973 


Homo sapiens dolichyl-phosphate mannosyltransferase polypeptide 3 (DPM3), 
mRNA 
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MM 018959 


Homo sapiens jjaz. associated protein i {ui\zj\r i), nuvi^/^ 


NM 019098 


Homo sapiens cyclic nucleotide gated cnannei oeia :> x uin\ji>3j 9 uuuna 


NM 018958 


Homo sapiens chromosome 15 open reading frame 2 (C150RF2), mRNA 


NM 000379 


Homo sapiens xantnene denydrogenase (AL>H), mKJNA 


NM 000552 


Homo sapiens von Willebrand factor (VWF), mRNA 


NMJ)00362 


Homo sapiens tissue inhibitor of metalloproteinase 3 (Sorsby fundus dystrophy, 
pseudomflammatory) ( 1 IMr 3 ), mKJNA 


NM 003255 


Homo sapiens tissue inhibitor of metalloproteinase 2 (TIMP2), mRNA 


NM_003001 


Homo sapiens succinate dehydrogenase complex, subunit C, integral membrane 
protein, 15kD (SDHC), nuclear gene encoding mitochondrial protein, mRNA 


NM_003000 


Homo sapiens succinate dehydrogenase complex, subunit B, iron sulfur (Ip) 
(SDHB), nuclear gene encoding mitochondrial protein, mRNA 


NM 006745 


Homo sapiens sterol-C4-methyl oxidase-hke (SC4MUL), mRNA i 


NM_006860 


Homo sapiens putative GTP-binding protein similar to KAY/KAdIC (KAY.L), 
mRNA 


lSfMJ)00531 


Homo sapiens ornithine carbamoyltransferase (OTC), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 000607 


Homo sapiens orosomucoid 1 (ORM1), mRNA 


NM 002538 \ 


Homo sapiens occiudin (UULJN j, mKiN A 


NM 002301 


Homo sapiens lactate denydrogenase u ^jluxi^j, transcript vananx i, miviN/\ 


NM 017448 


Homo sapiens lactate denydrogenase c (iJLitit^;, uanscnpi vanani z, nuxiNA 


NM 000892 


Homo sapiens kallikrein r>, plasma (rietcner iactor; i {issjsjil), miuNA 


NM 002193 


Homo sapiens lnnibm, beta B (activm A±> beta polypeptide; ^iLNiibts ), rniuN a 


NM 002191 


Homo sapiens innibm, alpna (UNHA), itlkjna _j 


NM 002015 


Homo sapiens forkhead box 01 A (rhabdomyosarcoma) (FOXOl A), mRNA 


NM 004473 


Homo sapiens forkhead box El (thyroid transcription tactor l) (rUAiii;, mKJNA 


NM 000804 


Homo sapiens folate receptor 3 (gamma) (FOLR3), mRNA 


NM 000803 


Homo sapiens folate receptor 2 (fetal) (FOLR2), mRNA 


NM 004742 


-r-r T^k A T-i * j. J * • ST% ATA TT1 "\ ___T> "XT A 

Homo sapiens BAH -associated protem 1 (BAIAP1), mRNA 


NM 004925 


Homo sapiens aquaponn 3 (AQP3), mRNA 


NM_007182 


Homo sapiens Ras association (RalGDS/AF-6) domain family 1 (RASSrl), 
mRNA 


NM_0 18941 


Homo sapiens ceroid-lipofuscinosis, neuronal 8 (epilepsy, progressive with 

x 1 . j . ■ \ //""it XTO\ T1\T A 

mental retardation) (CLN8), mRNA 


NM 016936 


tt 1 ■ 1*1 /rm\Ti \ Ti XT A 

Homo sapiens ubmuclem l (UBNl), mRNA 


NM 012406 


Homo sapiens PR domain containing 4 (rKL)M4;, mKJNA 


NM 018728 


Homo sapiens myosin 5C (MY05C), mRNA 


NM_0 17540 


Homo sapiens hypotneucal protem JL^J^Z.pJooxluozj ^isJr^pDoonuozj;, 
mRNA 


NM 018651 


Homo sapiens zinc finger protem (ZFP), mRNA 


NM 017503 


TT ' /V °i /OT 'II) T?^\ .uTtXT A 

Homo sapiens surieit 2 (SuRrz), mKNA 


NM 018419 


Homo sapiens SRY (sex determining region Y)-box la (bu^vifi;, hikina 


NM 018427 


Homo sapiens RNA polymerase I transcription iactor kkjn J (kkjn j;, mruNA 


NM 018545 


Homo sapiens hypothetical protem PR02y55 (PKUzy^D), mKJNA 


NM 018525 


Homo sapiens hypothetical protein PR02369 (PR<J23oy), mKJNA 


1N1YA UloJZU 


Wrvmrk cnriipnc VivrmtripHrnl nrnfpin P"RO??6R fPR02268V mRNA 
flOIIlO SapiCIla nypOulClll/al prULCHX ± J\\y^^\/0 \A iaaa.xj.ta a. 


NM 018605 


Homo sapiens hypothetical protein PR01777 (PR01777), mRNA 


NM 018573 


Homo sapiens hypothetical protein PRO1068 (PRO1068), mRNA 


NM 018572 


Homo sapiens hypothetical protein PRO105 1 (PRO105 1), mRNA 


NM 018569 


Homo sapiens hypothetical protein PRO0971 (PRO0971), mRNA 


NM 018592 


Homo sapiens hypothetical protein PRO0800 (PRO0800), mRNA 


NM 018563 


Homo sapiens hypothetical protein PRO0758 (PRO0758), mRNA 
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JLNivi yjiooyy 


UAtMA sanipns PR domain containing 5 fPRDM5\ mRNA 


KT\A 017*^4 


Wri-mn canipriQ rnvocin liPflw nolvnpntide 2 skeletal muscle adult fMYH2^ 
mRNA 


NM 018461 


Homo saniens uncharacterized hematopoietic stem/nrogenitor cells Drotein 
MDS026 (MDS026\ mRNA 


NM 018559 


Homo sapiens lipopolysaccharide specific response-7 protein (LSR7), mRNA 


INxYx vr i OU7" 


Homo saniens HSVI bindine orotein fLOC55913\ mRNA 


NM 018663 


Homo saniens 221cDa neroxisomal membrane nrotein-like flLOC55895\. mRNA 


IN1Y1 v 1 OOHU 


Homo ^aniens npnronal sneeific transcription factor DAT1 fLOC55885\ mRNA 


MM 01Rfi3Q 

1N1V1 


Homo saniens PS box -containing WD nrotein TLOC55884* mRNA 

XXvlllV od|Jlt/llo V>L> L/UA. %/WlllilllllH£j Til/ ^lutviii v>«^ »->t_?^ yj iixxva ^.i x. 


MM 01R44Q 

1N1Y1 ulO't t T? 


Homo saniens AD-012 nrotein (1.0055833^ mRNA 

XXVJIXIU od Ulwllo /w VIA ^/luttxii ^1jV/^j«/u</^ y } 1 1 1 ivi i*v 


MM OIKftfR 


Unmn cnnipnc notacciiim inwardlv-rectifvin? channel subfamilv J member 16 
rKOIJ16i mRNA 

^xv.v^i «f x\j jy jiii\iin 


MM 01 8671 


Homo saniens hvnothetical nrotein ^1310039700 1 mRNA 


NM 018439 

1 1 lYx V 1 0*T J ^ 


Homo saniens hvnothetical nrotein IMPACT (IMPACT), mRNA 


MM 017591 


Homo saniens FEV nrotein fHSRNAFE\0 mRNA 


MM 017596 


Homo QnnipnQ Ipntin rpcentoT pene-related nrotein fHSOBRGRP^ mRNA 


MM 017513 

1N1Y1 v 1 / J 1J 


Homo <;anipn<; metanha^ie chromosome nrotein 1 fHSMCR30Y mRNA 


MM 017539 

iNlYl vl /DJA 


Homo QflnipnQ nfi^ nrotpin fHSAT9425 1 mRNA 

XXUIllU OO^lvllO |JU<J plULuin ^llOAJiO"^^ IIIXVINjit. 


MM 01R6S9 
INlVx V/iOOOZ. 


Homo qanienq hvnothetical nrotein HDCMC04P (HDCMC04P i mRNA 

XxUlIlv odpiCllo li_y JJWUlwlIwfll |JiUL&lll llX/V^lTlwv/^i yiii/ViiivyuMi y ? iixxvx ix x. 


MM 01 R6R0 

1N1Y1 U 1 OOOu 


Homo saoipns hvnothetical nrotein HDCGC21P ( r HDCGC21Pi mRNA 

rivlllU Od}Jlwllo lly \J\J Ull&tlwtll ^1 V/IV11X 1XL/V/\JVai11 ^1H^V/\J\^X/11 _/ ) 1XIXYXH*. 


MM 01R49R 

IN 1Y1 \J x 0*r O 


Homo QanipnQ hpnatocpllular carcinoma-a«i5?ociated antigen 66 rHCA66^ mRNA 

xxvlllw oojJICllo llfcJJdLv/WllLllcil V/CU v^iii vino, aoov/viai^/u o vfvr ^xxvi ww^j uuuuv 


MM 01759R 


Homo Qnm'pnQ mitattvp mpthvltran'sferase HTASJ4442^ mRNA 

XXVilH-» Otl|JlWllO JJUlldllVt- lll^/LlljrlU UllOlVl UO^ ^llriLIJ i » '-^Jy XXAXVX ^X X 


NM 017Q64 

XN1Y1 v I / 7\Jt 


Homo saniens hvnothetical nrotein FLJ20837 (FLJ20837i mRNA 


MM 017Q59 

INlYl U 1 / 7Ji 


Homo <?anien<5 hvnothetical nrotein FLJ20758 ^020758^ mRNA 

XXvUlIU Dd|Jlv/JXO llj JyV/Ult'LlVCll L/1UIV111 X M-rJ £e\J ^X M*JO £*\3 1 <J\JJy AXIXVX^IX^. 


MM 017Q36 


Homo saniens hvnothetical nrotein FIJ20707 rFLJ20707^ mRNA 

XXWlilw oAjJlWllo liy L/v/Ul&LlvCll L^lvJtwllI X X^kIX^V 1 \J 1 \x I \J 1 fy iiu\iii x 


MM 017933 

lNxYx V X / J -J J 


Homo saniens hvnotheticai nrotein FLJ20701 (70207011, mRNA 


MM 017931 


Homo saniens hvnothetical nrotein FLJ20699 CFLJ206991 mRNA 


MM 01791 1 


Homo saniens hvnothetical nrotein FLJ20635 fFLJ20635 1. mRNA 


MM 017898 


Homo saniens hvnothetical orotein FLJ20605 fFLJ20605), mRNA 


MM 017RRR 


Homo sam'pns hvnothefical nrotein FLJ20581 rFLJ20581 » mRNA 


MM 017865 

1N1V1 vl/ OUJ 


Homo saniens hvnothptical nrotein FTJ20531 (TLJ20531 1 mRNA 

XXVJ11HJ OdJJlCllO llj ^/v' Lll^Llvtll JJIWlVlll X 1— . J £-\J ~> ~) X ^X i—iJ±* \J -J -J 1 llUUli L 


MTN/f 017R55 
JNJY1 vl /ojj 


Homo cnnipnc livrvotfiptiml nrotpin FT T?0^1^ CF1 T20S1^ i mRNA 


MM 017840 


Homo canipn^ hvnotbptiral nrotpin FT T20S07 ffl T20S07i mRNA 


MM 017R45 

1N1V1 vl / 0*+J 


Homo sanipns hvnothpriral nrotpin FT T20S02 fFTJ20502i mRNA 

XXV/liiU OdLyi^llo llj' JJULllblllsdl JJ1 WL^lll X J-iJiUJUli ^X IVX-V^VA/j XIXXNX^XX. [ 


MM 017849 

1N1V1 VI/ Ot\£» 


Homo sanipns hvnotbptiral nrotein FT T20489 fFLJ20489^ mRNA 


MM 017890 

1N1V1 VI/ OAV 


Homo sanipns hvnothetical nrotein FT T20433 (FLJ20433} mRNA 

XXVJlilAJ odJJlv'llO *ly L/UUi&llvdl J^lv/lwlll X LiJaiU^JJ yX ljJi«UT^J *^/> xiixvx^i ». 


MM 017806 
INIVI Ul / ouu 


Homo sanipns hvnotbptiral nrotpin FT T20406 rFLJ20406^ mRNA 

XXUlXll? odL/lClio 11 V UUlllt ll^/dl IJlvlv-lll X X-<J A/U 1 vU 11 X^tt £*\J^\J\J J y llUVilil 


MM 017800 
INIVI Ul / OvU 


Homo Qnnipns bvnotbptiral nrotpin FT T90393 rFLJ20393^ mRNA 


MM 017795 

1N1Y1 v 1 / / 7 J 


Homo sanipns hvnothetiral nrotein FT T20378 fFLJ20378 > ) mRNA 

xXUlllLI OdJJlwllo iiy LyVJUlw U Wdl JJll/lV'lll X Xj<J £*\J J 1 (J yX X-^/ £~\J ~J t VJy I1XXVXKX 


MM 017794 

1N1Y1 V 1 / / ✓*+ 


Homo Qqnieni; hvnotbptiral nrotpin FT T20375 fFLJ20375 > l mRNA 


MM 017768 
INiVl Ul / / Do 


Homo Qanipns hvnotbptiral nrotpin FT T20331 rFLJ2033n mRNA 

1 1\JI11U odpXCilo liy kJUUlCLH/dl LylULt/lll X XjJ£*\JJ-J X yx LJLUJJi nixvx^^x 


MM 017757 
INIVI u 1 / / J 1 


Homo Qanipn«; hvnotbptiral nrotrin FT T20307 rFLJ20307 1 mRNA 


MM 017749 

1N1Y1 U 1 / / *i7 


Homo sanipns hvnothptical nrotein FLJ20294 fFLJ20294^ mRNA 

XXWlJiw adJJlCllo li_y \J\J Ult/ Uvdl Lyl Lv^H 1 X JUJt<vi»y^ ^x x^>r^v/£<yTy) liuvi ii l 


MM 017733 

INIVI U 1 / /JJ 


Homo saniens hvnothetiral nrotein FLJ20265 (PLJ20265^ mRNA 


NM 017732 


Homo sapiens hypothetical protein FLJ20262 (FLJ20262), mRNA 


NM 017730 


Homo sapiens hypothetical protein FLJ20259 (FLJ20259), mRNA 


NM 017723 


Homo sapiens hypothetical protein FLJ20245 (FLJ20245), mRNA 


NM 017720 


Homo sapiens hypothetical protein FLJ20234 (FLJ20234), mRNA 


NM 017715 


Homo sapiens hypothetical protein FLJ20216 (FLJ20216), mRNA 


NM 017667 


Homo sapiens hypothetical protein FLJ20097 (FLJ20097), mRNA 


NM 017652 


Homo sapiens hypothetical protein FLJ20070 (FLJ20070), mRNA 
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NM 017635 


Homo sapiens hypothetical protein FLJ20039 (FLJ20039), mRNA 


mn/T 017632 


Homo sapiens hypothetical protein FLJ20036 (FLJ20036), mRNA 


NM 017624 


Homo sapiens hypothetical protein FLJ20019 (FLJ20019), mRNA 


NM 017623 


Homo sapiens hypothetical protein FLJ20018 (FLJ20018), mRNA 


NM 018390 


Homo sapiens hypothetical protein FIJI 1323 (FLJ1 1323), mRNA 


NM 018382 


Homo sapiens hypothetical protein FIJI 1292 (FIJI 1292), mRNA 


NM 018337 


Homo sapiens hypothetical protein FIJI 1 137 (FIJI 1 137), mRNA 


NM 018320 


Homo sapiens hypothetical protein FIJI 1099 (FIJI 1099), mRNA 


NM 018317 

X^IXYX V 1 UJ X / 


Homo sapiens hypothetical protein FLJ1 1082 (FIJI 1082), mRNA 


NM 018301 


Homo sapiens hypothetical protein FIJI 1016 (FIJI 1016), mRNA 


NM 018295 


Homo sapiens hypothetical protein FIJI 1000 (FIJI 1000), mRNA 


NM 018291 

INIVX \J X OXr7 1 


Homo sapiens hypothetical protein FLJ10986 (FLJ10986), mRNA 


NM 018290 


Homo sapiens hypothetical protein FLJ10983 (FLJ10983), mRNA 


NM 018280 


Homo sapiens hypothetical protein FLJ10945 (FLJ10945), mRNA 


NM 018266 


Homo sapiens hypothetical protein FLJ10902 (FLJ10902), mRNA 


NM 018263 


Homo sapiens hypothetical protein FIJI 0898 (FLJ 10898), mRNA 


NM 018249 


Homo sapiens hypothetical protein FIJI 0867 (FIJI 0867), mRNA 


NM 018233 


Homo sapiens hypothetical protein FLJ10826 (FIJI 0826), mRNA 


NM 018202 


Homo sapiens hypothetical protein FIJI 0747 (FLJ10747), mRNA 


>JM 01R1Q4 


Homo <?anien<? hvnothetical nrotein FLJ 10724 (FIJI 0724), mRNA 

X\j\.XX\j Od \Jx vll O 11 y |h/VJ UlWllVUl \JX\J vvlll X- X~t*J X \S f X* • yA. X-~r%* X v* 9 / 5 * ■*■ *" 


NM 018191 


Homo saniem hvnothetical nrotein FU10716 (FLJ10716), mRNA 


MM" 01 81 34 
INIVx viol J*+ 


Homo ^aniens hvnothetical nrotein FIJI 0547 (FIJI 0547), mRNA 




Homo <?aniens hvnothetical nrotein FU10540 (FLJ10540), mRNA 


xjTV/f 01 8194 


Homo ^aniens hvnothetical nrotein FLJ10520 (FLJ10520), mRNA 


NM 01 81 14 


Homo <;aniens hvnothetical nrotein FLJ10496 (FLJ10496), mRNA 


NM 018107 


Homo sapiens hypothetical protein FIJ10482 (FIJ10482), mRNA 


NM 018098 


Homo sapiens hypothetical protein FU10461 (FLJ10461), mRNA 


NM 018085 


Homo sapiens hypothetical protein FU 10402 (FIJI 0402), mRNA 


NM 018079 

±>i.Yx V X OU / .7 


Homo sapiens hypothetical protein FLJ10379 (FU10379), mRNA 


NM 018063 


Homo sapiens hypothetical protein FIJI 0339 (FIJI 0339), mRNA 


NM 018069 


Homo sapiens hypothetical protein FLJ10335 (FLJ10335), mRNA 


NM 018050 


Homo sapiens hypothetical protein FLJ10324 (FIJI 0324), mRNA 


>JM 01 8053 


Homo saniens hvnothetical nrotein FU10307 (FLJ10307), mRNA 


NIM 018046 

IN lYx \J I OU*tU 


Homo ^aniens hvnothetical nrotein FIJI 0283 (FLJ10283), mRNA 


NM 01 8006 

INxYA V X O \J\J \J 


Homo saniens hvnothetical nrotein FIJI 0140 (FLJ10140), mRNA 


NM 018004 

JLN IV A V X OWT 


Homo sapiens hypothetical protein FLJ10134 (FLJ10134), mRNA 


NM 017999 

1NJLVA v X / ✓ 


Homo sapiens hypothetical protein FLJ101 1 1 (FLJ101 11), mRNA 


NM 017992 


Homo sapiens hypothetical protein FLJ10083 (FLJ10083), mRNA 


NM 017991 


Homo sapiens hypothetical protein FLJ10081 (FLJ10081), mRNA 


MM 017070 


Hnmn Qnnipn<! "hvnothptiral nrotein FIJI 0043 (FIJI 0043). mRNA 


NM 017975 


Homo sapiens hypothetical protein FLJ10036 (FU10036), mRNA 


VTNyf Ol 1QT1 

JNM ui /y/j 


TJrvT«rt cQnipnc 'h\mrttV»ptir<»1 nrnt^in FT T1 00^4 rPTJ10034 > i mRNA 

Jtiomo sapiens nypomeucai pruicm j/jlj iv/vj*t v. a wuj v> iixxxxh^-x 


NM 017610 


Homo sapiens hypothetical protein DKFZn761D081 (DKFZp761D081), mRNA 


NM 018457 


n rtW1A „„ "nTi r T7'7^^^ziTl ^7 nrr»t<>m rniTF7P564Tl 57^ mRNA 
Homo sapiens iJivr /jpj om-j i j / proiem ^uis^r z^r j utj i j / iiitnj.^^. 


NM_01 /Dyu 


iT^r^rt conipnc VixrrN^fh^finol r»rr»tf»m ni^F7n434K0920 (DKFZn434K0920 > i 
riomo sapiens nypoxneiicai pruLciii jL^jvx , zjp t tj*tivv/7^\/ ^x^x^j. xwprjtivu^Au^j 

mRNA 


NMJH7566 


Homo sapiens hypothetical protein DKFZp434G0522 (DKFZp434G0522), 
mRNA 


NMJU7612 


Homo sapiens hypothetical protein DKFZp434E2220 (DKFZp434E2220), 
mRNA 


NM 018641 


Homo sapiens chondroitin 4-O-sulfotransferase 2 (C4S-2), mRNA 


NM 018659 


Homo sapiens cytokine-like protein CI 7 (CI 7), mRNA 
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NM 01oo5o 


Homo sapiens Diaaaer cancer overexpressea protein \pL\j v i ), itikin a 


XTTV l\ Al OTAO 

NM_Ul5/0z 


xiomo sapiens aouDie-stranuea kin a specmc aaenosme aeaminase ^aljaxw ), 
nirviNA 


INM U1410U 


xiomo sapiens xioa \A)/\j protein ^xior^u/uj, iiit\j.\/\ 


IN JVJL__UlKfZ o o 


XlOmO odpiCIlo piCt/KolllH JlUIIlUIUgy, QCW <U1U VUlieu/lAJll UOlIIdlllb, UlllUlllg 

proiem yir &\sUDx j f iiu\iyf± 


MA/f nrtAn<n 

INIVI 


xiomo sapiens cyciin kjl ^v^a^invji^, iiixvi^rx 


JNiVI UUOJZl 


Xiomo bdpicns tiaiiocriptiuii lavAUi ujiiuiiig iu i\jxxi.yji cmiaiii/ei j yxrijij j y hixvln/x 


XTN/T fMWfHx 
INIVI UU/Ujj 


xiomo sapiens Kerdiucdn ^j\jcjvty/, iiuvln/x 


XTA/T AAAOI£ 


riomo sapiens uimor proiem pjj ^Li-rroumcin synurome^ yiruDjy iiusjrijtx 


INM UUjUIO 


xiomo sapiens secrexeQ CTizziea-reiaxea protein d y&rjsjr j ) 9 iiuum/v 


"MTVvT AA'JAIO 
INM UUJU1Z 


xiomo sapiens secrete a irizzieo-reiaieu protein i ^ox^xvt i ^, mixiN/x 




fiomo sapiens uuic|uitin specmc pxutcaoc 10 \ \jojl iQj t iius-injtv 


"MM" fil£^75 


TJrt-rr»r\ conipnc nV»imiiftti accrtPiutf^H Tvrnt'pi'n fl 1 K A Pi mPNA 
XIOIIIU od.piCIlb UUlt[UlllXl aooUL/lalClJ piULCUl ^UD^VIT ^ ? llllvli/x 


XTM A 1 7 Azl 7 
INM Ul (HHZ 


nomo sapiens iuu-iik.c rcocptui y \ i x^ssy ), iiusssrx 




riomo sapiens polymerase ^jljin/x uirc^tcu^, aipiid \jL*f\j 9 iiuvin/x 


NM 016931 


Homo sapiens NADPH oxidase 4 (NOX4), mRNA 


NM 017433 


Jtiomo sapiens myosin liiA YU3A;, mKJNA 


NM 016946 


Homo sapiens junctional adhesion molecule (JAM), mRNA 


NM 005536 


Homo sapiens inositol(myo>l(or 4>monophosphatase 1 (MPA1), mRNA 


NM 017410 


Homo sapiens homeo box Cl3 (HOXC13), mRNA 


NM 017409 


Homo sapiens homeo box C10 (HOXC10), mRNA 


NM_015922 


Homo sapiens NAU(r) dependent steroid aenydrogenase-like; H10De3 

/XT1 ACT71\ —.'DMA 


NM 004129 


xiomo sapiens guanyiate cyclase 1, soiuoie, oeta z (ouly it>z) 9 rnKJNA 


JNiVl_U 1 /4z3 


Homo sapiens UDP-N-acelyl-alpha-D-galactosamme .polypeptide N- 
ace tyigaiac Losannnyiiransierase / ^ vjaixN ac- a / j ^oajltn i / ) 9 nuviN a 


"MAT A 1 /CO/17 


xiomo sapiens vjo protein ^vjoj, niKiNA 


NM 017434 


Homo sapiens dual oxidase 1 (DUOX1), mRNA 


NM 012143 


Homo sapiens tuftelin-interacting protein (T1P39), mRNA 


NM 017418 


Homo sapiens deleted in esophageal cancer 1 (DEC1), mRNA 


NM 016929 


Homo sapiens chloride intracellular channel 5 (CLIC5), rnRNA 


NM_017413 


Homo sapiens apehn; peptide hgand tor Ar J receptor (ArbLlN), mRNA 


NM 000477 


TT_ ^ • _1t ■■?-.. /AT T>\ »T>\T A 

Homo sapiens albumin (ALB), mKJNA 


NM_007235 


Homo sapiens exportin, tRNA (nuclear export receptor tor tKJNAs) (ATUl ), 
mKJNA 


NMJ)04585 


Homo sapiens retinoic acid receptor responder (tazarotene induced) 3 
(KAxvKJbbi ), niKJN A S 


XTTVjf AA7 1 1A 

NM UUz 134 


Homo sapiens heme oxygenase (decycling) 2 (HMOX2), mRNA 


NM 002100 


Homo sapiens glycophorin B (includes Ss blood group) (GYPB), mRNA 


xT» x AnnAAn 

NM 002099 


Homo sapiens glycophonn A (includes MN blood group) (OYr A), mKN A 


NM 005708 


Homo sapiens glypican 6 (GPC6), mRNA 


NMJH3280 


Homo sapiens fibronectin leucine rich transmembrane protein 1 (FLRT1), 
mRNA 


NM 001304 


TT * 1_ i • 1 TX //^IT>T\\ "n XT A 

Homo sapiens carboxypeptdase D (CPD), mRNA 




xiomo sapiens auenyiate lunase j ^/vjvj^, nuuicdr gene encoumg mnocnonuridi 
protein, mRNA 


NM_002161 


Homo sapiens isoleucine-tRNA synthetase (IARS), transcript variant short, 
mRNA 


NM_013417 


Homo sapiens isoleucine-tRNA synthetase (IARS), transcript variant long, 
mRNA 


NM 015836 


Homo sapiens tryptophanyl tRNA synthetase 2 (mitochondrial) (WARS2), 
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nuclear gene encoding mitochondrial protein, mRNA 


NM 004992 


Homo sapiens metnyl Cpijr Dinaing protein i (Kett syndrome; yMUDUrzj, mtuN a 


NM 003926 


Homo sapiens metnyl-Upur binding domain protein d \jl\xduj), mKJNA 


NM 006150 


Homo sapiens LlM domain only o (Ljvluoj» niKJN a 


NM_0 13431 


Homo sapiens Kiuer ceil lectm-UKe receptor suoiamny l^, memoer h ^jvjljka^h/, 

niKJNA 


xtx /f Aftl/IOT 


Jtiomo sapiens engranea nomoiog z ^cinzj, uiivina 


IMM 0014zo 


xiomo sapiens engranea nomoiog 1 1 j, miuM a 


XTAvT (\(\1AAZ 

NM UU344.) 


xiomo sapiens zinc linger protein idj \prLLryo) ijjj, nitviN/\ 


NM UlozzU 


Homo sapiens zinc linger protein {jLvuzd j {/jtxjz.j) 9 nxru.N/\ 


NM 015855 


Homo sapiens Wilms tumor associated protein (W1T-1), mRNA 


NM 015873 


Homo sapiens villin-like (VEX), mRNA 


NM 016379 


Homo sapiens variable charge protein on A witn eignt repeats { vuA-orj, mruNA 


NM 016378 


Homo sapiens variable cnarge protein on a wnn two repeats ^ v v^A-zr ) s ius\is/\ 


NM 016437 


Homo sapiens tubulin, gamma 2 (TUBG2), mRNA 


NM 016575 


Homo sapiens TU12B1-TY protem (1U12B1-1Y), mKJNA 


NM 016089 


Homo sapiens KRAB-zmc linger protem SZr 1-1 (bZr 1 ), mKJNA 


NM_0 13272 


Homo sapiens solute carrier family 21 (organic anion transporter), member 1 1 
(SLC21A1 1), mRNA 


NM 015926 


Homo sapiens putative secreted protein (SIG1 1), mRNA 


NM 016224 


Homo sapiens SH3 and PX domain-containing protein SH3PX1 (SH3PX1), 
mRNA 


NM 016276 


Homo sapiens serum/glucocorticoid regulated kinase 2 (bOK2) s mKJNA 


NM 015884 


»t • nnT\ j * /n^n\ _T*XT A 

Homo sapiens S2P protein (S2P), mRNA 


NM 016356 


TT TkTTAfl /T\TTM T\\T 1 

Homo sapiens RU2S (RU2), mRNA 


NM 016321 


Homo sapiens Rh type C glycoprotein (RHCG), mRNA 


NMJ) 15900 


Homo sapiens phosphatidylsenne-specific phospholipase Alalpna (Pb-PLAl), 

T»X T A 

mRNA 


NM 016533 


Homo sapiens ninjunn 2 (NINJ2), mKJNA 


NM 016641 


Homo sapiens membrane interacting protein of RGS16 (MIR16), mRNA 


NM 014319 


Homo sapiens integral inner nuclear membrane protem (MAN1), rnRNA 


NMJ) 16249 


Homo sapiens melanoma antigen, family E, 1, cancer/testis specific (MAGEE1), 
mRNA 


NM 016153 


TT • T "ITT 1 /T TT T 1 \ T> XT A 

Homo sapiens LW-1 (LW-1), mRNA 


NM 016551 


Homo sapiens seven transmembrane protem IM/oJfi (IM/bri;, mKJNA 


NMJ) 1 6529 


Homo sapiens ATPase, aminophospholipid transporter-like, Class I, type 8A, 
member z (AlJroAz), mKJNA 


NM 016432 


Homo sapiens synoretm (LOC51749), mKJNA 


TL. TK It A1 /" *\ /" f\ 

NM 016362 


Homo sapiens ghrelm precursor (LUw 1 /ioj, mKJNA 


NM 016270 


Homo sapiens Kruppel-like factor (LOC51713), mRNA 


NM 016243 


Homo sapiens cytochrome b5 reductase 1 (B5R.1) (LOC51706), mKNA 


NM 016231 


tt • 1*11" /T y^v^l^ 1 <-y /~v -t \ _T) XT A 

Homo sapiens nemo-like kinase (LOC51701), mRNA 


NM 016225 


Homo sapiens RhD type ma protein (LOC51698), mRNA 


NM 016219 


Homo sapiens alpha l,2-mannosidase (LOC51697), mRNA 


NM 016217 


Homo sapiens hHDC for homolog of Drosophila headcase (LOC51696), rnRNA 


NM_016199 


xiomo sapiens uo snKJNA-associateu om-iiKcpruLcuiiwoiiw ^lu^jiu^u;, 
mRNA 


NM 016171 


Homo sapiens prothymosin al4 (LOC51685), mRNA 


NMJ) 16447 


Homo sapiens MAGUK protein p55T; Protein Associated with Lins 2 
(LOC5 1678), mRNA 


NM 016126 


Homo sapiens HSPC034 protein (LOC51668), rnRNA 


NMJH6118 


Homo sapiens NY-REN- 18 antigen (LOC51667), mRNA 
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NM 016079 


Homo sapiens CGI- 149 protein (LUwloj/;, mKJNA 


NM 016062 


Homo sapiens Caj1-12o protein (LUOj1o4/), mKJNA 


NM 016057 


Homo sapiens CCjI-120 protein (LUOlo44), mKJNA 


NM 016056 


Homo sapiens CGI-1 19 protem (LUCd1o4j), mKJNA 


NM 016047 


Homo sapiens CG1-11U protem (LULoioiy), mKJNA 


NM 016016 


Homo sapiens LG1-69 protem (LUCj lozy), mKJNA 


NM 016008 


Homo sapiens CGI-60 protein (LUColozo), mKIMA 


NM 015995 


Homo sapiens Kruppel-like tactor 13 (KLrl3), mKJNA 


NM 015980 


Homo sapiens HMP 1 9 protem (LUC5 1617), mKJNA 


NM 015958 


Homo sapiens C(j1-3U protein (LUUj loll), mKJNA 


NM 015941 


Homo sapiens CCjl-1 1 protem (LUUd louo), mKiNA 


NM 015937 


Homo sapiens CLrL-Uo protem ^ucjiou^f), niKiNA 


NM 015929 


Homo sapiens lipoyltransterase (LUOj i ou i ), hikjn a 


XT* Jt A1 f Ml 

NM 015921 


Homo sapiens divalent cation tolerant protein luia ijyo), miviNA 


NM 015908 


Homo sapiens arsenate resistance protem AKoz (AKoz), mKJNA 


NM 015875 


Homo sapiens unnamed HJdKV-H protein (LUUj i jo1), mKJNA 


NM 015874 


TT * TT L.'^J^m. £»a«a« O /T APC 1 COA\ __T)XT A 

Homo sapiens H-2K bincung iactor-2 (LUC515ou), mKJNA 


NM 016283 


tttt • J 1 1 J a. 1 A T*\ f\f\ A /~X f\f~*C 1 C 1 0\ .i.,.T>X T A 

Homo sapiens adrenal gland protem AD-004 (LOC51578), mKJNA 


NM 016644 


Homo sapiens mesenchymal stem cell protein DSC54 (LOG51334), mRNA 


NM 016643 


Homo sapiens mesenchymal stem cell protem DSC43 (LOC51333), mRNA 


NM 016642 


TT • 1 a TT J ' /T"» CI TVT? /"""IT T\ ■ - - X T A 

Homo sapiens beta V spectrin (BSPECV), mRNA 


NM 016638 


Homo sapiens SRp25 nuclear protein (LOC51329), mRNA 


NM 016637 


Homo sapiens ncaml (LOC51328), mRNA 


NM 016633 


Homo sapiens EDRF protem (LOC51327), mRNA 


NM 016625 


Homo sapiens hypothetical protein (LOC51319), mRNA 


NM 016622 


Homo sapiens hypothetical protem (LOC51318), mRNA 


NM 016621 


Homo sapiens hypothetical protem (LOC51317), mRNA 


NM_0 16609 


Homo sapiens hBOIT for potent brain type organic ion transporter (LOC5 1310), 
mRNA 


NM 016606 


Homo sapiens SGC32445 protein (LOC51308), mRNA 


NMJH6591 


Homo sapiens core 2 beta-l,6-N-acetylglucosammyltransferase 3 (LOC51301), 
mRNA 


NM_016585 


tt • . j • i i 1"J 3„,_ /*TPT TT? \ T> XT A 

Homo sapiens testicular haploid expressed gene (THEG), mRNA 


NM 016573 


tt i , i /t Apr T> XT A 

Homo sapiens Gem-interactmg protein (LOC51291), mRNA 


NMJH6568 


Homo sapiens G-protem coupled receptor SALPR; somatostatin and angiotensin- 

1*1 x* J ~ _~ /T A/*if 1 1 On\ T>XT A 

like peptide receptor (LOC51289), rnRNA 


NM 016566 


T T 1 /T /^\ f i «n o\ ^ T> XT A 

Homo sapiens pparl (LOC51288), mRNA 


NM 016563 


Homo sapiens Ris (LOC51285), mRNA 


NM 016548 


tt * 1 1- i_ * /-tTlTi /T AAf 1O0A\ **^T>XTA 

Homo sapiens golgi membrane_protem GP73 (LOC51280), mKJNA 


NM 016499 


Homo sapiens hypothetical protein (LOC51259), mRNA 


NM 016490 


Homo sapiens hypothetical protein (LOC51252), mRNA 


NM 016466 


Homo sapiens hypothetical protein (LOC5 1239), mRNA 


NM 016459 


Homo sapiens hypothetical protein (LOC51237), mRNA 


NM 016449 


Homo sapiens hypothetical protein (LOC51233), mRNA 


NM 016440 


Homo sapiens VRK3 for vaccinia related kinase 3 (LOC5 123 1), mRNA 


XTTV J[ A1 iC/tOT 

iNM_U 16427 


Homo sapiens transcription elongation tactor toll!) eiongin az ^i^nii^jL), 
mRNA 


NM 016423 


Homo sapiens zinc finger protein 219 (ZNF219), mRNA 


NM_016361 


Homo sapiens LPAP for lysophosphatidic acid phosphatase (LOC51205), 
mRNA 


NM 016353 


Homo sapiens rec (LOC5 1201), mRNA . ^ 


NM 016349 


Homo sapiens susceptibility protein NSG-x (LOC5 1 198), mRNA 
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"KTN/T A1£^a1 


T-JVvmn canipnc nnnrrpac-pnrirhprl nhncnflo1ina c .e P (T.OP5 1 1 96^ mRNA 


INM UIOJZj 


Wrtmrt canipnc rvolin-l-i hinHino nrntpin 1 fl OPS1 191 1 TTlRNA 
JxUIIlU bapicilo l»»y villi"!} umuiiig piui^m x \-»-'V^v^w' i xs iixivx^^k 


XT\yf A1£^17 


T-Inmn canipnc npntral cnhinonrnvplinflcp fl OPS1 190l TTlRNA 
XlOIIiO oapiCllo llCuLiai opiiiii^tJiiiy wiuiaoo \^x-i\*/\sj x xs\i hua-li.**. 


INM UlOZoO 


Tln-mn canipnc parhnnvl rpHllPTacp fl OPS 1 181^ TTlRNA 


VTTV/f A1£9£Q 

inm uiozoy 


Unmn canipnc IvrrrnliniH PtlVianrpr KinHlTlP^ factOT-1 fT.OCISI 1 76l TTlRNfA 


xnv/f a i £9 as 

IN1VI__U 1 0Z*tj 


Tlfvmr* ca-m*pnc rpfinal QTinrt-pVifiin HplivHrntypTiflSp/rpHiictfl^e TPtSl~)Ti2 
/TOPS 11 70^ rnRNA 


\ry A1£941 

INIVI O10Z*tI 


Wrnnn canipnc pnHnmnn'n-1 f\ OCS1 169^ TTlRNA 


NM 016230 


Homo sapiens flavohemoprotein b5+b5R (LOC51 167), mRNA 


xmyr A 1 £99 1 
INIVI U10ZZ1 


TJV\m/\ canipnc A\mcintiri n^9 cilKunif C\ Of** t< ?1 1 64^1 tnR T^A 
XlOIIiO odpiCIlb uyilaLLill pUZ> oUUUiill y^V/^ J Jl liny) llxlVl^irx. 


xj\yf A1A91^ 


U Amn cimipnc >JPTT1 nrnfpin (1 OPSI 1 fD\ mRNA 
XlOIIiO oapicllb INJCjL/1 piULCUl I^X-fWv^Jl 1UZ./j lllTSJ.>lr\ 


XTN/f A1£91A 
INIVI U10Z1U 


n nmn canipnc a90 nrntpin ff OPS1 161^ mRNA 

XjLUIIIU odpiCUo gXl/ piOLCill ^LU^/J1 l\J I J) ILUXiN-TV 


XTA/f A1A1£1 


TJ/\mrv co-rti^>n c o1t-iV»a_1 4-XT«ijr»ptv1cr1iiPrtC5»Tni'nv1tTnric"fpTnQP rr OPS1 1 Af\ \ TYlR"WA 
xXOITlO oapiCIll* aipila**X,'T IN •auciyigiUL/CFotiiiiiiiyiiiciiJoi.titiot/ ^LvW^j i 1 1 li. vl ^ n 


INJV1 U101Z.5 


TT/\mr* canipnc •nntativp rrrntpin Irina^P ^JY-RPN-fi4 antiPPTl OPS1 1 TTlRNA 


vnvyf ai £1 on 
JNIV1__U101ZU 


ITAmn cnniAnc TMitativ** n'no vinr* "finoPT* r\T*otPiTl "NTV-R PN^-4^ anticrpn 
ilUIllO bdpiCIlb pUldllVC lilig £iU.l\* llilgCI pUJLCill 1^ JL XVJ_/1^ -*T J aillig^ll 

rr OPS1 1 ^9"! mRNA 


INIVI UIOOOJ 


u ftTnft carn'pnq PnT-90 nrntpin (I OPS1 1 1 mRNA 


TviM ai^a^9 


Wnmn c?inipn<: r»rntpin OPS1 1 14» mRNA 


INIVI vlOU^v 


PTr»Tnn cnnipnQ CCrl-Rl nrntpin fT DPS1 1 1 mRNA 

J710IJJ.O oapiCllo V^Ul O 1 pAUlGU.1 ^lvv/VvJ J. 1 x£*}^ iixivi^^v 


vnvyf A1£A9R 
JN1V1 U10UZ5 


u ftm A Qonjpnc pni-RS nmtpin (\ OPS 1 1 1 1 "i mRNA 
XxOIXIO odpiCJLio VyUi'OJ pi vjLcm ^i/UV/j 1 1 1 1 y ? lixivia .r*. 


xnv/f A1£A97 

JNiVl U10UZ/ 


Hnmo cnm'priQ PPT-J?^ nrntpin fl DPS1 1 10^ mRNA 


MTVvf H 1 £A99 
JNM UIOUZZ 


Wnmr* cnm'pnc PfrT-78 nrntpin OPS1 1 07"i mRNA 


vnvyf ai^ais 


Mnmn canipnc PPT-79 nrntpin fl OPS! 10S"i mRNA 


xnv/f n 1 ^a i i 


TTnmn canipnc CCrl-AS nrntpin fl OPS1 1 fl^ mRNA 


XTJVjf A1 £A1 1 


TJomrt (.nnipTic PPT fSX nrrttp-in fl OPS 1 1 mRNA 

Jriomo Sapiens v_/Vji-oj proiem ^ivvjv_/ji ioz^, iiiixi>j/\ 


XTA/T A1£AA£ 


T-Trtt-n^ ooniAnc PPT -nrntpin fl OPS 1 0001 mPMA 

Jtionio sapiens v^vji-jo proiem x\jyy iiu\jshi\. 


XTA/T A1 <QOO 

JNM yJljyyy 


UrtmA com'pnc PPT_jd^ nrntpin fl OP^ 1 AQA^ mRNA 

xiomo sapiens ^ui-^j proiem \xjyj\^j iK/y^r), iiii\j.>ir\ i 


XTTV/f A1 ^QQ9 

NM VxjyoZ 


TJ/-«-»t-»/-\ conion o crc±r~rr> nc*\ 1 enpoifip "V_V\f-\v riinHintr nrntpin fl PPS1 AS7 1 mR NfA 

riorno sapiens germ ceu bpcciiiw i -doa uiiiuiii^ pioicui ^lulj iv/o / j 9 xixi\rsr\ 


XTNif A1 <Q/^1 

INM uioyoj 


T4r\mn canipnc PPT-^A nrntpin fl OPS 1 078^ mRNA 

liOmo sapiens Vyui-ju proiem i^x-ii^v^vJ x\j i o) y iiii\x^r\. 


"MVT A1SQSQ 
JNiVl UlDi/*)y 


T-Tnmn canipnc PPT-11 nrntpin fl OPS107S , | mRNA 


XTNA A1 SQSA 
JNM UlDiOU 


TTnmn canipnc PPT-99 nrntpin fl OPS 1069^ mRNA 

XiUIIlU o dp I Clio VvJl pi SJ Lt/iXl ^LiUWlVUy/j lllXVLN/i. 


NM 015938 


Homo sapiens CGI-07 protein (LOC51068), mRNA 


XTKyf A1 C01 < 

NM ULjylo 


riomo sapiens nypomeiicai proiem ^i^v^v-^j lvodj, lujsjsrx 


xttv if A1 Cfj 1 /I 

JNM U13yi4 


Jtiomo sapiens nypoinencai proiem ^juwU'J iuoi j, iiiivin/v 


XTTV/T At <Q1A 

JNM vljyiv 


xiomo sapiens nypoineiicai proiem ^juwv^j iuj / j 9 uijvln/\ 


NM uisyui 


riomo sapiens unKnown ^wv^o wj jj, riuviNA 


NM 015893 


Homo sapiens preproprolactin-releasing peptide (LOC51052), mRNA 


NM_015887 


Homo sapiens putative peroxisome microbody protein 175.1 (LOC51051), 


XTA A A1 COCA 

NM UIjooU 


u nmn canipnc T?TP Ii'Vp 1 A 1 H OPS 1 A^"! mRNA 

xiorno sapiens rvio-iiKe ih-i ^lulj iu*+ / /, iiii\jln/\ 


NM OlDo// 


xiomo sapiens xvruppei-associatea dox protein iv^d ), njjcu.N/\ 


NM UIjoOJ 


riomo sapiens sunaciant proiem r> ^vJvxj iuh-i j, jiusth/x 


NM_P 15854 


Homo sapiens retinoic acid receptor-beta associated open reading frame 

fl PP^ lA^fTli mRNA 


XTTVyf A1 <C/10 

NM Uljo4y 


xiomo sapiens pancreanc eiasiase lld ^IvU^j iwjz^ iitjxin/v. 


NM 016075 


Homo sapiens CGI-145 protein (LOC51028), inRNA 


NM 016074 


Homo sapiens CGI-143 protein (LOC51027), inRNA 


NM 016063 


Homo sapiens CGI-130 protein (LOC51020), mRNA 


NM 016048 


Homo sapiens CGI-111 protein (LOC51015), mRNA 


NM 016044 


Homo sapiens CGI-105 protein (LOC51011), mRNA 


NM 015947 


Homo sapiens CGI-18 protein (LOC51008), mRNA 


NM 016058 


Homo sapiens CGI- 121 protein (LOC5 1002), mRNA 
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XTM fll 


U nmn conipnc PfrT-1 Q nrnfpin ft OPS 1 flftO^ mPTsTA 

nomo sapiens VwyvJi- 1 y proiem iiiivrN.rv 


J.N1V1 U 1 OUH-O 


xiuiiiu oapiciio i \J\J protein \LAj\sJ\jyyyj 9 iiuvi^/t 


isjm 0.1^91 


nomo SapiCUS leilgSlll yLXJdj, JTuviNrY 


>JM m^R^R 


nomo sapiens i>iJx>-rc^cpior ^jsjlxv-vzjvjo^, iiixviN/\ 


"MM fk169R1 
INlvl UlOZol 


nomo sapiens o x -Cz,w~iiivc Kindse lyjuv^, iiuvin/\ 


"MM Hl^^fi 


nomo Sapiens iroquois nomeooox proiem *+ ^irwv.'ty, rnxviNrv 


iNivi u i ozy 1 


xiomo Sapiens nuui uiiaiian inositol ncAaKispnospnaic Kiiidoc & \\x kjjs^j, nuviNrv 


XTM fil^SMR 


xiomo sapiens cyioKcrdim z ^xiuivn^/i nuvi>i/\. 


INIYI U100UO 


nomo sapiens nypouieucai proiem ^jtiorL/Zjzj, niiviNjrv 


xtm ni^AOR 


nomo sapiens njrpoLiieiiudi proiem ^nox k^zhzj, missstx 


XTM 0 1 


nonio sapiens nypomcLioai pruicni \xxor\^ iy^) 9 nu\x\r\ 


XTM fi16^Qfl 


nomo sapiens iiypoiJicLiuai protein ^noir^iv^, iijj\j.n/\ 


XJM 0160Q1 


nomo sapiens nor^uzj ^norv/uzj y, iiiivix/^ 


MM 0,16^99 
i>i ivi uiujzz 


UrtTTin c^ini pti c tiPiiTritfiTniTi ^TTM'I'^ rviP A 
nuiiivj oapicjia iicmuu mini ^jjlin l j 7 uis\s\r\. 


XTM 0169^8 
IN1V1 UIOZjo 


nomo Sapiens nign-giutose-reguiaiea proiem o ^nvjrrvuo j, mxviN/\ 


XTM 


nomo Sapiens nisiviis. nomoiog /ko ^niiivijv^, miviN/\ 


xtm m£^i£ 


nomo Sapiens tumor antigen oi^r-op ^xii/Vvo ) 9 miviN/Y 


XTM H1£^Zlfi 


nomo Sapiens vj proiein-coupieo recepior /z yoxMv/zj, niiviNA 


XTM A191G£ 
INIYI U1Z1V0 


nomo Sapiens o anugen o joivoiio ) 9 rxituN j\ 


xta /f ni^coR 

iNJVl UIjoVo 


nomo sapiens ni v-i mQucer 01 snon iranscnpis Dmaing proiem ^rjoiij, mjvLN/v 


XTM m^^7 


nomo sapiens epiineiiai proiem lost in neoplasm oeia ^xiJri-iiiN ) t rnx\JN/\ 


"MM Ai£91Q 
JNJVl UlOZlo 


nomo sapiens polymerase ^JUiNA-Gireciea^ Kappa ^± v_aljvJj iTLKiN/v 


NM 016240 


Homo sapiens CSR1 protein (CSR1), mRNA 


NM 016073 


Homo sapiens CU1-14Z (LAj1-14Z), mKNA 


NM 016315 


Homo sapiens LbD-6 protein (CbD-6), mKNA 


NM 016620 


Homo sapiens hypothetical protein (BM-005), mRNA 


NM 015896 


Homo sapiens BLu protein (BLu), mRNA 


NM 016426 


Homo sapiens O-z and k-pnase expressed l (Cjloblj, mKNA j 


NM_0 1 j9zo 


Homo sapiens androgen-induced prostate proliferative shutoff associated protein 
(AS3), mRNA 


NM 016Z3S 


Homo sapiens anaphase-promoting complex subunit 7 (APC7), mRNA 


NM 0163 /O 


Homo sapiens ainjsjizjn protein ^anjsxI/jn ), mxUN a 


NM 016Z8Z 


Homo sapiens adenylate kinase 3 alpha like (AKL3L), mRNA 


NM 016453 


Homo sapiens SH3 protein (AF3P21), mRNA 


xnv yr A1 £C\ A 

NM 016614 


Homo sapiens iKAr and iNr receptor-associated protem (AJJOzZ), mKNA 


XTX Vf A 1 CO CZ 

NM__015365 


Homo sapiens Alport syndrome, mental retardation, midface hypoplasia and 
elliptocytosis chromosomal region, gene 1 (AMMECR1), mRNA 


XTTV/f A AT IK 

NM 00/126 


Homo sapiens valosin-containmg protein (VCP), mRNA 


XTN/f AAIA^G 


nomo sapiens lacnyKinin receptor j ^lAL^ivjj, rruxiN/v. 


NM.005963 


Homo sapiens myosin, heavy polypeptide 1, skeletal muscle, adult (MYH1), 

♦WD XT A 

mKJNA 


NM 005561 


Homo sapiens lysosomal-associated membrane protein 1 (LAMP1), mRNA 


NM 006407 


Homo sapiens vitamin A responsive; cytoskeleton related (JWA), mRNA 


NM 000854 


Homo sapiens glutathione S-transferase theta 2 (OJS 1 1 z), mKJNA ' 


NM 002046 


*r Tr * _ _ I . 1J1 1^1 i j _1 "1_ J ^ ^ //*^ A TITAN t\\t a 

Homo sapiens glyceraldehyde-3 -phosphate dehydrogenase (GAPD), mRNA 


xttvvi aai oca 
NM_00iy!>3 


Homo sapiens enaoxneiiai cell growtn iactor i {piaieiei-aenveaj ^xidjr l j, 
mRNA 


NM_000927 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 1 
fABCBl), mRNA 


NM 015686 


Homo sapiens TED protein (TED), mRNA 


NM 014070 


Homo sapiens STG protein (STG), mRNA 


NM 014069 


Homo sapiens SPR1 protein (SPR1), mRNA 
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NM 014068 


Homo sapiens SEEK1 protein (SEEK1), mRNA 


NM 014051 


Homo sapiens PTD01 1 protein (PTD01 1), mRNA 


NM 014109 


Homo sapiens PRO2000 protein (PRO2000), mRNA 


NM 014107 


Homo sapiens PR01992 protein (PR01992), mRNA 


NM 014095 


Homo sapiens PRO1600 protein (PRO1600), mRNA 


NM 014084 


Homo sapiens PRO0806 protein (PRO0806), mRNA 


NM 014130 


Homo sapiens PRO0483 protein (PRO0483), mRNA 


NM 014082 


Homo sapiens PRO0397 protein (PRO0397), mRNA 


NM 014125 


Homo sapiens PRO0327 protein (PRO0327), mRNA 


NM 014081 


Homo sapiens PRO0297 protein (PRO0297), mRNA 


NM 014037 


Homo sapiens NTT5 protein (NTT5), mRNA 


NMJM5367 


Homo sapiens MDL1 protein (MEL1), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 014060 


Homo sapiens MCT-1 protein (MCT-1), mRNA 


NM 014892 


Homo sapiens KIAA1 116 protein (KIAA1 1 16), mRNA 


NM 014968 


Homo sapiens KIAA1 104 protein (KIAA1 104), mRNA 


NM 014915 


Homo sapiens KIAA1074 protein (KIAA1074), mRNA 


NM 014911 


Homo sapiens KIAA1048 protein (KIAA1048), mRNA 


NM 014965 


Homo sapiens KIAA1042 protein (KIAA1042), mRNA 


NM 014947 


Homo sapiens KIAA1041 protein (KIAA1041), mRNA 


NM 014923 


Homo sapiens KIAA0970 protein (KIAA0970), mRNA 


NM 015310 


Homo sapiens KIAA0942 protein (KIAA0942), mRNA 


NM 015057 


Homo sapiens KIAA0916 protein (KIAA0916), mRNA 


NM 014944 


Homo sapiens KIAA091 1 protein (KIAA091 1), mRNA 


NM 014961 


Homo sapiens KIAA0871 protein (KIAA0871), mRNA 


NM 014941 


Homo sapiens KIAA0852 protein (KIAA0852), mRNA 


NM_015376 


Homo sapiens KIAA0846 protein (KIAA0846), mRNA 


NM 014715 


Homo sapiens KIAA0712 gene product (KIAA0712), mRNA 


NM 014871 


Homo sapiens KIAA0710 gene product (KIAA0710), mRNA 


NM 014799 


Homo sapiens hephaestin (HEPH), mRNA 


NM 014678 


Homo sapiens KIAA0685 gene product (KIAA0685), mRNA 


NM 014011 


Homo sapiens KIAA0671 gene product (KIAA0671), mRNA 


NM 014741 


Homo sapiens KIAA0652 gene product (KIAA0652), mRNA 


NM 014662 


Homo sapiens KIAA0645 gene product (KIAA0645), mRNA 


NM 014838 


Homo sapiens KIAA0637 gene product (KIAA0637), mRNA 


NM 014774 


Homo sapiens KIAA0494 gene product (KIAA0494), mRNA 


NM 014870 


Homo sapiens KIAA0478 gene product (KIAA0478), mRNA 


NM 014856 


Homo sapiens KIAA0476 gene product (KIAA0476), mRNA 


NM 014864 


Homo sapiens KIAA0475 gene product (KIAA0475), mRNA 


NM_014857 


Homo sapiens KIAA0471 gene product (KIAA0471), mRNA 


NM_014812 


Homo sapiens KIAA0470 gene product (KIAA0470), mRNA 


NM 014826 


Homo sapiens KIAA045 1 gene product (KIAA045 1), mRNA 


NM_0 14675 


Homo sapiens KIAA0445 gene product (KIAA0445), mRNA 


NM 014751 


Homo sapiens KIAA0429 gene product (KIAA0429), mRNA 


NM 014724 ! 


Homo sapiens KIAA0426 gene product (KIAA0426), mRNA 


NM 014684 


Homo sapiens KIAA0373 gene product (KIAA0373), mRNA 


NM 014809 


Homo sapiens KIAA0319 gene product (KIAA0319), mRNA 


NM 014727 


Homo sapiens KIAA0304 gene product (KIAA0304), mRNA 


NM 014807 


Homo sapiens KIAA0285 gene product (KIAA0285), mRNA 


NM 014767 


Homo sapiens KIAA0275 gene product (KIAA0275), mRNA 


NM 014785 


Homo sapiens KIAA0258 gene product (KIAA0258), mRNA 
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NM 015153 


Homo sapiens KIAA0244 protein (KIAA0244), mRNA 


NM 014747 

X^IXVX wl~/~/ 


Homo sapiens KIAA0237 gene product (KIAA0237), mRNA 


NM 014873 


Homo sapiens KIAA0205 gene product (KIAA0205), mRNA 


NM 014846 

xNxVx U I *t 0*+U 


Homo saniens KTAA0196 eene oroduct (1CIAA0196 , > mRNA 


xNxVI vlt/ JO 


Homo saniens KIAA0195 gene nroduct fKIAA0195i mRNA 


NM 014640 


Homo saniens KIAA0173 cene nroduct flKIAA0173 > ) mRNA 


NM_014666 


Homo sapiens KIAA0171 gene product (KIAA0171), mRNA 


MM 014641 

xNxVx UlHOHl 


Hnmn ^aniens TCTA A01 70 pene nroduct ACTA A01 70 1 mRNA 

XXUXlXU odUXdlo XVLfVrXUl / V/ g£*XlV JJX uliUU L yxVLTLTlVl / \J Jy 1 I 11 VI i A 


"MM 0 14737 
xNivx__u x *r / 0 / 


Hnmn QnnipnQ "Raq association fRfllftDSi/AF-rTi domain familv 2 fRAS5SF2 1 

XXUI11U oapiCxxa Ada oaoUUiauuii ^Xva.ivjX-yi_>/ x^-i *J y ixuxxxaxxx xcixxixijr ^ivnuui 

mRNA 


NM 014770 

XNXVX UX*"r/ / \/ 


Homo saniens KIAA0167 eene nroduct fKIAA0167i mRNA 


NM 014739 


Homo saniens KTAA0164 eene nroduct fliCIAA0164 > l mRNA 


MM 014865 

xNxVx_u 1 HOUJ 


Hnmn QfiniPTiQ chromosome condensation-related SM[C!-associated nrotein 1 

XXUXUU oOL/ivllS t/XlX UXIXVOVJIXXt/ VvUllVXl^iiatLLlUll iV/ltlkVU U1V1V/ CWiJUvl txi VVA jpxui.wli.vl X 

fl<CTAA0159i mRNA 

^xvijvrvv/ l ~j j xxxixx^xx 


NM 014748 

XN1YX V/ 1 *T / *tO 


Homo <Kmien<; KTAA0064 eene nroduct CKIAA0064i mRNA 


NM 014876 


Homo saniens KIAA0063 cene nroduct (XIAA0063 > ) mRNA 


NM 014764 

x^ixyx vl"/ Vrt 


Homo saniens DAZ associated nrotein 2 (DAZAP2^ mRNA 


NM 014875 


Homo sapiens KIAA0042 gene product (KIAA0042), mRNA 


NM 01464? 

XNXYX UX*tU*tX. 


Homo saniens KTAA0036 pene nroduct rKIAA0036i mRNA 


NM 015140 


TTnmo samVns 1pnov1-tRMA svnthetase mitochondrial fKTAA0028^ mRNA 

XXU1XXW ocXJJlvHo jwLXwjrl ixviixx Sjii uiiv> laoOj iiiivuviiuiiuiiai ^xvxrvrv w w i< u y j xixxvx. n l 


"NTM 014634 

xNxYx UItUj 4 * 


Homo saniens KTA A 001 5 eene nroduct HCIAA0015 1 mRNA 

XXUXXXv OtXpitllo JVlXvTlvUl J gwXIC/ LJX\JVXUVL ^IVUVTIVV X ~J Jy XXXXVX^IXX. 


"NTM 0147R3 


Hnmn Qnniens T^TA A001 % pene nroduct fKIAAOOl Vl mRNA 
xxUxxxU atipicixa xvx/AxikVv x j gwiic piuuuvi, ^i\xrxn.\/u A J /j xxxxvx-ix^. 


MM 014008 


T-Ir»mn o5>r»iPtic TA/f 1 r\t"ntpin TTN^I 1 mT? A 
XTUIIIU bapiCIxb JIYIX JJIUICIII ^JlYXl J 3 IIlxViN/A. 


vnvyr 01406^ 
xNxVx_U InuOO 


Wrt-mrt cani^nc T-I'1T007 nrn+f»in ■ Vivr\p»rfpnQion-T* a 1nf'Pf1 f*5i Ipiiim-reonl a teH i7ene 
JxUIUU oaUlCxlo XxXW/a, jJlULwlXl, llj'jJC'X icxxoxuii-x ciaivu vaxvxixxix**x t/guxaivu g^xx^ 

rHTOO? i mRNA 


MM 014154 


Homo saniens HSPC056 nrotein fflSPC056i mRNA 

XXUXXHJ adJJXvXXo XXljX \^\J-J\J LyxV/lvllX ^XXOX ■J\J Jy 1J1XV1 lii 


MM 014151 

XN1V1 I/ItIJj 


Homo saniens HSPP055 nrotein (HSPC055 1 mRNA 

XXVJXXXv oCl|JXCiXo IlOl VjUJJ jJiWlC/Jll ^XXkJX mJsJJj i 1 XX VX i XL 


MM 014150 

XNxYx ul*tlJu 


Homo saniens H55PC052 nrotein (HSPC052 1 mRNA 

XXUXllv OCtjJlwXXo XXOX \*/\JJ£* JJlVtVXXX yllUl V->v/ J XXXXxX^lx*. 


NM 014149 


Homo sapiens HSPC049 protein (HSPC049), mRNA 


MM 014070 


Hnmn Qnnien«i H<JPP097 nrotein fFTSPC 1 022i mRNA 


MM 014077 


Homo saniens H^PCOl 8 nrotein rHSPC018i mRNA 

XXUlIlvJ OCtpiClld XLuX V/V/iO jJlVJlt-111 ^XXLJX V^VlOyj XllXVX^X*. 


MM 014010 


Hnmn QanienQ H^PPOOQ nrotein fHSPPOOOi mRNA 
xl.Ui.xlU oapicxio ixox vuu7 jjxuicxii ^xiuxv/uu^^j xxxxvx^n. 


MM 015179 


Hnmn canienc Vivnnfhetipal nrntein ^HSN44A4A i mRNA 

XXUIIIU o&pitllo lljf UULllCll^/ui plVJlWlll ^XXk_>l i it H^A y } XXXXVX^li. 


MM 015141 


xxOIIxL) Sapicnb nypOLIlCUL'al pruiCHl ^IxOAUl l\Jj y ixxxvi>lrx 


XTM 014061 


T-Irtmrw conipnc cm Vinmnlrvorv 1 r1r»maiti_rT\Tita inin Cf rirnt^in HTP-55 rFTTP-55 i 

xxuiriu bapicnb src nuinuiugy j u.uiiiaiii~vuxiLaiimxg piuicxxi xxix vj ^xrixx ~jjjy 
mRNA 


NM 014052 


Homo ^aniens GW1 78 nrotein fGWI 28 1 mRNA 

XXUXXXU oCXpiWXlo VJ VV X^O LVXvlwXXA ^ VJ Yf l£s\JJ, lli-lVl "I1L 


NM 014888 

xNxYx UltOOO 


Hnmn QanienQ •nreHirteH osteortlast nrotein fOS3786i mRNA 

XXU1XXU OdJJlQllO |JlCUlvLv»kJ UOlvUUluol JJXULtrlll ^VJJJ / V\JJy UlLVl iiL 


NM 014030 


Homo saniens Cr nrotein-coiinled recentor kinase-interactor 1 rGITl^ mRNA 


NM 014077 

xNxYl uitU/ / 


Homo saniens DKF7P586O0120 nrotein rDKFZP586O0120 > ) mRNA 


NM 015425 

XNXYX \J 1 «J*TZt J 


Homo saniens DKF7P586M0122 nrotein CDKFZP586M0122i mRNA 


NM 015456 


Homo saniens DKF7P586B0519 nrotein (DKFZP586B0519i mRNA 


MM 015303 


Homo saniens DKF7P564O082^ nrotein fDKFZPS 6400823 1 mRNA 

XXUXXXU OClL/lwllJ 1 / IX. 1 M a 1 J \J^\J \J\j£*-J Ul ulVlll l L/1V1 M—UL */ V/T^ V/ V *J ff Jy llllvlli L 


MM 015471 


Homo «:nnien<j DKF7P564K90rl2 nrotein (DKFZP564K2062 > i mRNA 

XXU1X1U ixipiClXb XJJ\S. t-jX. JlTTIV^v/Ua. pi ULWll \^X-/1"V1 Z_X JUTXV^UV^, llXXVXllx 


MM 015415 


Hnmn <snnipnQ TiK r F7P564R1 67 nrotein fDKFZP564FU67 i mRNA 
xxuiixu oaUivxlo L/JVT i>r J U*t xj x u / jpi w ic-iii ^i/ivi jvnxiiv / jy nuvi ^ a 


NM 015527 


Homo sapiens DKFZP434P1750 protein (DKFZP434P1750), mRNA 


NM 015458 


Homo sapiens DKFZP434K171 protein (DKFZP434K171), mRNA 


NM 015599 


Homo sapiens N-acetylglucosamine-phosphate mutase (AGM1), mRNA 


NM 015434 


Homo sapiens DKFZP434B168 protein (DKFZP434B168), mRNA 


NM 015699 


Homo sapiens hypothetical protein (DJ159A19.3), mRNA 


NM 015697 


Homo sapiens hvpotheticalprotein (CL640), mRNA 


NM 015702 


Homo sapiens hypothetical protein (CL25022), mRNA 
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NM 


TIVvmA <?arii>n<; PGT-Ofi nrotein (CGl-Qfh mPNA 


NM 015380 


"Haitia Ram>n<i CGT-51 nrntein fPGT-SI^ mRNA 


NM 014143 


Homo sapiens B7-H1 protein (B7-H1), mRNA 


iNiM U14U0Z 


Jtionio Sapiens /vivi -*+ protein {/\jtvi iju\j.n/\. 


NM 014596 


Homo sapiens zinc ribbon domain containing, 1 (ZNRD1), mRNA 


JNM U14My 


Homo sapiens zinc linger protein zoz ^iNrz^Zj, niKiN/v 


JNM U1443/ 


Homo sapiens zinc/iron regulated transporter-like (ZIRTL), mRNA 


JNM U153o3 


Homo sapiens zinc finger, imprinted 2 (ZIM2), mRNA 


JNM_U14z3z 


Homo sapiens vesicle-associated membrane protein 2 (synaptobrevin 2) 

^VAJYLrZJ, mKIN/x 


JNM__U I HZ J J 


Jtiomo sapiens upsxream omaing transcription iactor, kjna polymerase i ^UH lr ), 

rrTRXJA 


NM 014?^ 


numu oapiens uuic}uitui-iiii.c *+ ^u-dAjHJ, nitviN/v. 


XJM ftlA^R'l 


TJ/^TY%n contonff tactic? Titif Tiimor nrAtom i\^'£ kDl rnl/ XT A 

rivJiiiu sapiens ics lib ziiiu linger protein ^iZtTry, nxtviNrv 


XJM 0.14^/17 


nomo Sapiens u opuinuuuiin j ^uoicjuitous ) \ i iyi\_/jl/j rnjKJL\/\ 


rNlVJL v IHjHO 


nomu odpieno iropoiuouuiin z ^ncuronai^ ^livi^yi-'Z^, rriKiNri 


IN1V1 UlHHOH 


xiomo sapiens lUDuiomtersiiuai nepnnus antigen ^ i iiN-/\or ), rriKiNA 


lNlYl Ul^tZJO 


xiomo sapiens synaptonemai complex protein z(oi ^irz mJvLNA 


NM 014370 


Homo sapiens serine/threonine kinase 23 (STK23), mRNA 


1NM U14Z04 


Homo sapiens serine/tlH"eonine kinase 18 (STK18), mRNA 


NM 014467 


Homo sapiens sushi-repeat protein (SRPUL), mRNA 


XTTVVT A 1 All A 

JNM 014230 


Homo sapiens signal recognition particle oolcL) (oKroo), mRNA 


NM 014320 


Homo sapiens putative heme-binding protein (SOUL), mRNA 


NM 014426 


Homo sapiens sorting nexin 5 (SNX5), mRNA 


NM_014311 


Homo sapiens smgle-strand selective monofunctional uracil DNA glycosylase 

/■Olk/ITTPU T>XTA 

(SjVIUCjI), mRNA 


NM_0l4270 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system;, member y (bLL /Ay), rnKJsiA 


XTA If nt A O CO 

NM_0l4252 


Homo sapiens solute carrier family 25 (mitochondrial carrier; ornithine 
transporter) member 15 (SLC25A15), nuclear gene encoding mitochondrial 
protein, mRNA 


JNM 014ZM 


Homo sapiens so Jute earner family 25, member 13 (citnn) (SLC25A13), mRNA 


NM 014442 


Homo sapiens sialic acid binding Ig-like lectin 8 (SIGLEC8), mRNA 


XTK K A1/IC01 

NM 014521 


TT . ^ _ .__ 1 _j OTTO ^2 — - _ * "t * ._ J . _ .^^^i.* ^ >l /fiTTO T^T^ A \ \T a 

Homo sapiens bH J -domain binding protein 4 (SH3i3r4), mRNA 


NM 014554 


Homo sapiens sentrin/SUMO-specinc protease (SENP1), rriRNA 


NM 014563 


Homo sapiens spondyloepiphyseal dysplasia, late (SEDL), mRNA 


NM_014l9l 


Homo sapiens sodium channel, voltage gated, type VH1, alpha polypeptide 
(SCN8A), mRNA ^ ^ | 


XTA vT A 1 yl 1 *5 n 

JNM_U141jy 


Homo sapiens sodium channel, voltage-gated, type XII, alpha polypeptide 
(oCINlzAj, mKJNA 


JNM 014363 


Homo sapiens spastic ataxia of Charlevoix-Saguenay (sacsin) (SACS), mRNA 


XTTV Jf A 1 A o o c 

NM_0 14285 


Homo sapiens homo Jog 01 Yeast RRP4 (nbosomal RJN A processing 4), 3 -5 - 
exonbonuclease (KRF4), rnRNA 


JNM_0 14496 


Homo sapiens nbosomal protein So kinase, 90kD, polypeptide o (KPS6KA6), 

-rv»T>XT A 

mKJNA 


NM 014745 


nuiiio aapiciia xing linger proicin / ^xsj.>ir / j 9 niivLNrx 


NM 014372 


Homo sapiens ring finger protein 1 1 (RNF1 1), mRNA 


NM 014314 


Homo sapiens RNA helicase (RIG-I), mRNA 


NM 014470 


Homo sapiens GTP-binding protein (RH06), mRNA 


NM 014248 


Homo sapiens ring-box 1 (RBX1), mRNA 


NM 014226 


Homo sapiens renal tumor antigen (RAGE), mRNA 


NM 014488 


Homo sapiens RAB30, member RAS oncogene family (RAB30), mRNA 
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NM 014W 


Pfnmn conipn c T? AR96 mpmKpr P AQ nn r» r\ rrfn r "familv ^1? ATI 9 6^ mTJMTA 
XIUIIUJ oajJlCIlo XvAXj^U, iUCIIlL/Cr IVrVO UHUUgCiisP JLaliilljr \j\x\±J£*\jj) XlJXviNA 


NM 014410 


Homo sapiens clusterin-like 1 (retinal) (CLUL1), mRNA 


vrvf 015795 


xiomo sapiens pnoxorecepior ouier segment an-trans rennoi uenyurogenase 
rpppnw mPMA 


NM 005Q73 


X1UII1U bapicllb pdpiliaiy ICilal CCU LdTuinUIIla ^UanblOLaLlUn-adbULlalCU.^ ^Tj\LU J 9 


NM 014337 


Homo sapiens peptidylprolyl isomerase (cyclophilin)-like 2 (PPIL2), mRNA 


NM 01414K 


XTUII1U adpiCIla olIUllaT lO Tal lniCgiai IllClilUiallC glyLUpiLHclIl a W1Y11Z1 

(POM121L1), mRNA 


NM 01 5790 


xiuiiiu bdpicnb cnQugiyudn ^ruuLAz ^, itllvin/\ 


NM 014386 


Homo sapiens polycystic kidney disease 2-like 2 (PKD2L2), mRNA 


XfNyf AI/HOA 


xiomo sapiens hjdina-z co-activator (iuukjjj (piuuj, mKJNA 


XTA/T Al/IIOI 

INM_U14Jzl 


Homo sapiens origin recognition complex, subunit 6 (yeast homolog)-like 

^UKA^OJL;, mKJNA 


mm n 14566 


xiomo sapiens oiiaciory receptor, iamny i, suDiamiiy u, memoer d ^ukiuj), 
mRNA 


vru 014565 


xiomo sapiens oiiaciory receptor, iamny l, suDiamiiy a, memoer i ^uiviAi ), 
mRNA 


mm 014159 


nomo sapiens ruu uransenpuon iactor ^u^i 1 xj, nuvrs a 


NM 0145R1 


xiomo bapicna ouordni-omaing protein zd ^UDrZD niiviN a 


NM 014582 


Homo sapiens odorant-binding protein 2A (OBP2A), mRNA 


XTTV/T A 1/1 1/11 

INM_Ui414z 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 5 

fiMTTTYT5i -ml? MA 


xtn/t 01/1509 

JNM.__U14jUZ 


Homo sapiens nuclear matrix protein NMP200 related to splicing factor PRP19 

/ r MA/TP900^ mPMA 
^xNlVlrZUUJ, mKJNA 


MM 014198 


xiomo sapiens nesca protein ^JNxioL^Aj, mxviN a 


MM" 014999 
IN 1V1__V/ 1 *tZ Z Z 


xiomo sapiens inauxi aenyarogenase ^uDicjuinone^ i aipna suocompiex, o 
n9kD PGTVi fNTjTTFAXi mPMA 


NM 015678 


T-Totnrk cs*T^ii*nc npiifAl^pfl^liin /*M iiTl A l mlJ^KTA 


NM 014461 


Homo sapiens contactin 6 (CNTN6), mRNA 


NM 014590 


Unmo cn-nipnc MYR "hinHmcr r\rr»fpin rPl 6fT\ 1a rMVRRPI A^ mPMA 

xiujnu bd.piciib ivi i xj uiiiuiiig pruLcm \ir id ^xviix>X5X^i/\^, iiixvln/\ 


MM 014991 

INlYl v 1 *rZZ 1 


"WrtTrtrt conipnc TYiatiit*** poll -r\T"/~\l i "fV^foi"! r\r\ 1 f\/t r T t (™* P 1 ^ -ml? XT A 

xiomo sapiens maiure i -cen proiuerauon i {jyi i K^r 1 ) t itikjn a 


MM 0O5Q97 
INlVl UUJ^Z/ 


xiomo sapiens microiiDniiar-associatea protein j \jwir at j ) y mKJNA 


MM 014693 
INiVl U140Z3 


Homo sapiens male-enhanced antigen (MEA), mRNA 


MM 014469 
INlVl U14H0Z 


Homo sapiens Lsml protein (LSM1), mRNA 


iNiVl_U 140ZZ 


Homo sapiens loss of heterozygosity, 1 1, chromosomal region 2, gene A 
(LOH1 1CR2A), mRNA 


NM 014940 
INlVl U14Z4U 


Homo sapiens LIM domains containing 1 (L1MD1), mRNA 


NM 014564 


Homo sapiens LIM homeobox protein 3 (LHX3), mRNA 


MM 014551 
INJV1 U14jjJ 


xiomo sapiens L&r protein (Lor-y J, mKJN A 


NM 014387 


Homo sapiens linker for activation of T cells (LAT), mRNA 


XTX/f A1 A11Q 


Homo sapiens neuronal potassium channel alpha subunit (KV8.1), mRNA 


MM_014514 


Homo sapiens killer cell immunoglobulin-like receptor, three domains, short 

l. 1 ?- a ' 1 1 fTT TTl O T\ O "1 \ T1XT A 

cytoplasmic tail, 1 (K1R3DS1), mRNA 


NM014513 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, short 

rvtnnlflcmir tail 5 fK'TT^'n^S't mTJNA 


NM_014512 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, short 
cytoplasmic tail, 1 (KIR2DS1), mRNA 


NM_014511 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 3 (KER2DL3), mRNA 


NM_014219 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 2 (KIR2DL2), mRNA 
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NM014218 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 1 (KIR2DL1), mJINA 


NMJH4765 


Homo sapiens translocase of outer mitochondrial membrane 20 (yeast) homolog 
(IOAA0016), mRNA 


NM_0 14406 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, beta member 3-like (KCNMB3L), mRNA 


NM_014407 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M beta member 3 (KCNMB3), mRNA 


NM 014216 


Homo sapiens mositol 1,3,4-triphosphate 5/6 kinase (TTPK1), mRNA 


NM 014425 


Homo sapiens inversm (INVS), mRNA 


NM 014214 


Homo sapiens inositol(myo)-l(or 4)-monophosphatase 2 (IMPA2), mRNA 


NM 014271 


Homo sapiens interleukin 1 receptor accessory protein-like 1 (TL1RAPL1) 
mRNA 


NM 014339 


Homo sapiens interleukin 17 receptor (IL17R), mRNA 


NM 014443 


Homo sapiens interleukin 17B (IL17B), mRNA 


NM 014333 


Homo sapiens immunoglobulin superfamily, member 4 (IGSF4), mRNA 


NM 014262 


Homo sapiens hypothetical protein B (HSU47926), mRNA 


NM 014424 


Homo sapiens heat shock 27kD protein family, member 7 (cardiovascular) 
(HSPB7), mRNA 


NM 014473 


Homo sapiens putative dimethyladenosine transferase (HSA9761), mRNA 


NM 015370 


Homo sapiens hypothetical protein (HS747E2A), mRNA 


NM 015371 


Homo sapiens hypothetical protein (HS322B1 A), mRNA 


NM 014345 


Homo sapiens endocrine regulator (HRIHFB2436), mRNA 


NM 014255 


Homo sapiens transmembrane protein 4 (TMEM4), mRNA 


NM 014257 


Homo sapiens CD209 antigen-like (CD209L), mRNA 


NM 014213 


Homo sapiens homeo box D9 (HOXD9), mRNA 


NM_ 014620 


Homo sapiens homeo box C4 (HOXC4), mRNA 


NM 014212 


Homo sapiens homeo box CI 1 (HOXC1 1), mRNA 


NM_014260 


Homo sapiens HLA class II region expressed gene KE2 (HKE2), mRNA 


NM 014356 


Homo sapiens HGC6.2 protein (HGC6.2), mRNA 


NM 014354 


Homo sapiens HGC6. 1 . 1 protein (HGC6. LI), mRNA 


NMJH4571 


Homo sapiens hairy/enhancer-of-split related with YRPW motif-like (HEYL) 
mRNA V h 


NM 014606 


Homo sapiens hect domain and RLD 3 (HERC3), mRNA 


NM 015726 


Homo sapiens H326 (H326), mRNA 


NM_014619 


Homo sapiens glutamate receptor, ionotropic, kainate 4 (GRIK4), mRNA 


NM 014626 


Homo sapiens G protein-coupled receptor 58 (GPR58), mRNA 


NM 014627 


Homo sapiens G protein-coupled receptor 57 (GPR57), mRNA | 


NM 014498 


Homo sapiens type 31 Golgi membrane protein (GPP130), mRNA 


NM 014373 


Homo sapiens putative G protein-coupled receptor (GPCR150), mRNA 


NM 014236 


Homo sapiens glyceronephosphate O-acyltransferase (GNPAT), mRNA 


NM_015710 


Homo sapiens glioma tumor suppressor candidate region gene 2 (GLTSCR2), 
mRNA 


NMJH5711 


Homo sapiens glioma tumor suppressor candidate region gene 1 (GLTSCR1), 
mRNA 


NM 015715 


Homo sapiens group III secreted phospholipase A2 (GIII-SPLA2), mRNA 


NMJ) 14291 


Homo sapiens glycine C-acetyltransferase (2-amino-3-ketobutyrate coenzyme A 
ligase) (GCAT), mRNA 


NM_014364 


Homo sapiens glyceraldehyde-3 -phosphate dehydrogenase, testis-specific 
(GAPDS), mRNA 


NM 015714 


Homo sapiens putative lvmphocyte G0/G1 switch gene (G0S2), mRNA 


NM 014489 


Homo sapiens FGF receptor activating protein 1 (FRAG1), mRNA 
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"XTTV K A 1 A C O C 

NM_0 14585 


riomo sapiens solute carrier iamny 1 1 {proion-coupiea uiv<ueni meiai ion 
transporters j, mernuer j (pi-rUi i aj j, itikin/y 


"M"\vT A1 A1AA 
JNM U 14344 


riomo sapiens puianve secrete a iiganu nomoiogoub 10 jljaj. yrjj^Lj, iiuvin/\ 


JNM U1443y 


worno sapiens inieneuKin-i ouperiamiry z \ri±^i^zjzir\jj 9 im\i>/\ 


XTTV X (\1 AAACi 

JNM U1444U 


riomo sapiens inteneuKin-i ouperiamuy i ^rjuui^rjj^iijvyj.N^i, mrviNz-v 


JNM U 14438 


riomo sapiens inteneuKin-i ouperxamiiy e ^ruui ) 9 niisjiN-rv 


NM 014210 


Homo sapiens ecotropic viral integration site 2A (EVI2A), mRNA 


JNM U 14355 


riomo sapiens enoiase aipna, lung-specuic ^jgin^ioj, uituna 


NM 014600 


Homo sapiens EH-domain containing 3 (EHD3), mRNA 


NM 014601 


Homo sapiens JbH-aomam containing z (bHUZ), mKJN A 


NM 014503 


Homo sapiens down-regulated in metastasis (DRIM), mRNA 


XTTV S A1 A C A A 

NM 014549 


Homo sapiens DKl l Zp434r , 21 1 protein (DKJt 4 zJr434r21 1), mKNA 


NMJH4388 


Homo sapiens novel putative protein similar to YIL09 1C yeast hypothetical o4 
kD protein irom o(jrAi-KlK/ (UJ434Ui4oj, mKiNA 


XTR AT /M yl /T 1 O 

NM_014618 


Homo sapiens deleted in bladder cancer chromosome region candidate 1 

/TYDrVD 1 \ ♦vi'DXT A 
^Urii^^lvl ), 1TLKJNA 


MM U143yz 


Homo sapiens neuron-specific protein (D4S234E), mRNA 


NM UU43oy 


Homo sapiens catenin (cadherin-associated protein), alpha 2 (CTNNA2), mRNA 


NM 014343 


Homo sapiens claudin 15 (CLDNIS)^ mRNA 


NM 014887 


Homo sapiens hypothetical protem trom i3CKAz region (CvjUU j ), mKJN a 


NM 014207 


Homo sapiens CDS antigen (p56-62) (CD5), mRNA 


NM 014335 


Homo sapiens chromosome 15 openreadmg frame 3 (C150RF3), mRNA 


NM 014206 


Homo sapiens chromosome 1 1 open reading frame 10 (CI lorflO), mRNA 


NM 014453 


Homo sapiens putative breast adenocarcinoma marker (32kD) (BC-2), mRNA 


NM_014382 


Homo sapiens ATPase, Ca-H- transporting, type 2C, member 1 (ATP2C1), 
mRNA 


NM_014570 


Homo sapiens ADP-ribosylation factor GTPase activating protein 1 

/at) y?/— » a Tt 1 \ ,«T) XT A 

(ARr GAP 1), mRNA 


NM 014278 


Homo sapiens heat shock protem (hspl 1U iamuy; (Arvj-l J, mKJN A 


NM 014495 


Homo sapiens angiopoietin-like 3 (ANGPTL3), mRNA 


NM_004037 


Homo sapiens adenosine monophosphate deaminase 2 (isoform L) (AMPD2), 

T1 XT A 

mRNA 


NM 014324 


Homo sapiens alpha-methylacyl-CoA racemase (AMACR), mRNA 


NM 014476 


Homo sapiens alpha-actinin-2-associated LIM protein (ALP), mRNA 


NM 014423 


TT * A T Y 1 C J _ n_ r _ i~y i / a T?C/^*5 1 \ . .T) XT A 

Homo sapiens ALL1 fused gene from 5q31 (AF5Q31), mRNA 


•V T» A f\ 1 A r e\t\ 

NMJH4590 


Homo sapiens endogenous retroviral family W, env(C7), member l (syncytin) 
(ERVWE1), mRNA 


NM 014486 


Homo sapiens neuronal thread protem (AD7C-NTr), mKJN A 


NM_014384 


Homo sapiens acyl-Coenzyme A dehydrogenase family, member 8 (ACAD8), 
mRNA 


NM 014274 


Homo sapiens Alu-binding protein with zinc finger domain (ABP/ZF), mRNA 


NM 014444 


Homo sapiens gamma tubulin ring complex protem (76p gene) (76P), mRNA 


NM_007082 


Homo sapiens RAB, member of RAS oncogene family-like 2 A (RABL2A), 
mRNA 


NM_013412 


Homo sapiens RAB, member of RAS oncogene family-like 2 A (RABL2A), 
transcnpi varianx i , itikin a j 


NM_005036 


Homo sapiens peroxisome proliferative activated receptor, alpha (PPARA), 
mRNA 


NM_000793 


Homo sapiens deiodinase, iodothyronine, type 11 (DI02), transcript variant 2, 
mRNA 


NM_0 13989 


Homo sapiens deiodinase, iodothyronine, type II (DI02), transcript variant 1, 
mRNA 



464 



WO 03/074654 



PCT/US03/05028 



NM 004323 


Homo sapiens BCL2-associated athanogene (BAG1), mRNA 


NM 000156 


Homo sapiens guanidinoacetate N-methyltransferase (GAMT), mRNA 


NM 002782 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 6 (PSG6), mRNA 


NM 005523 


Homo sapiens homeo box Al 1 (HOXA1 1), mRNA 


NM 007050 


Homo sapiens protein tyrosine phosphatase, receptor type, T (F TPRT), mRNA 


NM 006249 


Homo sapiens proline-rich protein BstNI subfamily 3 (PRB3), mRNA 


NM 005529 


Homo sapiens heparan sulfate proteoglycan 2 (perlecan) (HSPG2), mRNA 


NM_005187 


Homo sapiens core-binding factor, runt domain, alpha subunit 2; translocated to, 
3 (CBFA2T3), mRNA 


NM 005565 


Homo sapiens lymphocyte cytosolic protein 2 (SH2 domain-containing 
leukocyte protein of 76kD) (LCP2), mRNA 


NM 002298 


Homo sapiens lymphocyte cytosolic protein 1 (L-plastin) (LCP1), mRNA 


NM 005190 


Homo sapiens cyclin C (CCNC), mRNA 


NM 005415 


Homo sapiens solute carrier family 20 (phosphate transporter), member 1 
(SLC20A1), mRNA 


NM 001040 

J/N 1V1 \J\J X V/*tV/ 


Homo sapiens sex hormone-binding globulin (SHBG), mRNA 


NM_002777 


Homo sapiens proteinase 3 (serine proteinase, neutrophil, Wegener 
crranulomatosis autoantieen) fPRTN3). mRNA 


NM_005199 


Homo sapiens cholinergic receptor, nicotinic, gamma polypeptide (CHRNG), 
mRNA 


NM 013936 


Homo sapiens olfactory receptor, family 12, subfamily D, member 2 (OR12D2), 

nVRNA 


NMJH3937 


Homo sapiens olfactory receptor, family 11, subfamily A, member 1 (OR11A1), 

nVRNA 


NMJ) 13940 


Homo sapiens olfactory receptor, family 10, subfamily H, member 1 (OR10H1), 
mRNA 


MM 011Q41 

IN iVl__V/ 1 J 7H 1 


iiAmo <;arrien<* olfactorv recentor familv 10. subfamily C, member 1 (OR10C1), 
mRNA 


NM 013938 

J.1J.YJL V 1J7JO 


Homo sapiens olfactory receptor, family 10, subfamily H, member 3 (OR10H3), 
mRNA 


NM 013939 


Homo sapiens olfactory receptor, family 10, subfamily H, member 2 (OR10H2), 
mRNA 


NM 013452 


Homo sapiens variable charge, X chromosome (VCX), mRNA 


NM 013437 


Homo sapiens potential tumor suppressor (ST7), mRNA 


NM 013440 


Homo saoiens Daired immunoelobulin-like receptor beta (PELR(BETA)), mRNA 


NM 013439 


Homo sapiens paired immunoglobulin-like receptor alpha (PILR(ALPHA)), 
mRNA 


NM 013446 


Homo sapiens makorin, ring finger protein, 1 (MKRN1), mRNA 


MM 007967 

J/NiYl \)\J 1 £X) 1 


Hnmn <?anif»nq expressed in activated T/LAK lvmDhocvtes (LAK-4P), mRNA 


MM 01^4S0 


TTnmn earners? hrnmnrtomain adiacent to zinc fincer domain, 2B (BAZ2B), 


NM 013448 


Homo sapiens bromodomain adjacent to zinc finger domain, 1 A (BAZ1 A), 

nVRTsJ A 


MM 00001^ 


Unmn <;anipn<; A TP-binding cassette. sub-familvD (ALD), member 1 (ABCD1), 
mRNA 


NM 002593 


Homo sapiens procollagen C-endopeptidase enhancer (PCOLCE), mRNA 


NM 004504 


Homo sapiens HIV-1 Rev binding protein (HRB), mRNA 


NM_004131 


Homo sapiens granzyme B (granzyme 2, cytotoxic T-lymphocyte-associated 
serine esterase 1) (GZMB), mRNA 


NM 000791 


Homo sapiens dihydrofolate reductase (DHFR), mRNA 


NM 004335 


Homo sapiens bone marrow stromal cell antigen 2 (BST2), mRNA 


NM 001197 


Homo sapiens BCL2-interacting killer (apoptosis-inducing) (BK), mRNA I 
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xT7v/f ooo4R7 


TJnmrk cnmVnc sn-vlcnl'fiatsiQP A ^APSAl TTlRNA 
XIOIIIO odpiCilo al yiotllldUloC ax ^AxXVOAi. yj IXlXVli^*. 


MA/f 0045 07 


TTrvmrv conipnc cmnll rmplpar rfhnrmrlpnnrntpiTl TY2. nolvnPntlHp (}(\ SVDl 
XIOIIIO oaUlCila oillall HUXvlcal iiuuilUvsieupi vJUsiii x~/£» H y H r yxv.wTvxyj 

f<?T\TRPTj9i mRNA 


XTM 0061 Q4 


Wattia canipnc natrpH new optip Q fPA^CQ I TTlRNA 


NM_013330 


Homo sapiens NME7 (NME7), mRNA 


"MM 019476 


Watyia cani**nc vptiiTjiI nntpri nr VinmpoHnx 9 fV A"5C'2^ TTiRNA 

XxOlllU odpiCUa YCilual allldHJl llvJlXlVvv/UUA. x» ^ v ruvL y, 11 JUL vj. ^ aa 


•NTTV/f 01 99^*2 

INIVl VIZZjj 


T4™-nr» cqtmptic frnncVpfnlaQp-liVp 1 fTTCTT 1^ TTlRNA 
JuLOUlO SdpiCIlS UdnoK.Cl01dbC-llK.C 1 ^Ixvllvlj, IlllVl>r\ 


vnv/f 01996R 

iNiVl UIZZOO 


Unmn cQnipnc cirmlnT tn vnppinin viniQ T-TinHTTT TC4T OPT fHTT-K"^! mRNA 
XILHIIU odpiCilo oxlllllal IU VaUUHllo VllUo XllllUJLll xv*tl»/ vyXVl \ilv llltvl^/i. 


xrx/f on90i7 
inm vozui / 


U/\-mn eorti*»no T7t*iAn/1 l^iilrpmia Vl'nic 1Tltf»OrnHATl 1 CP1 T1 ^ TYlP*KTA 
XIUXIIU odpiCilo X^IICIIU iCLUvCIIlla VllUd 11 1 It- gl all Ull I ^J/lvXl J t llU\J.yr\ 


INIVl UUO/Oi/ 


XJr\mr\ cantPtic! T TKA /IrkTYiQin nnlv 4 ( T lMY")4l mP "W A 
XlOniU SapiCIlS J^liVl UUIilalll Ullljr H ^lvlvlW+^j llllVLNrt. 


M\/f on9960 

IN 1V1__VUZZ0U 


TTrtTYir* cQnipTic ItiIIat o**11 Ipo'Hn-liV'f* fp^PT^t/AT* ciinTstTTiilv \ nnPTTinpi* 9 fJcT T Pt 9 1 
nuinu oapiciio jikjiid ucii icvwpiui ouuiauiiij iiivjiiuw ^> ^xvj^xvv^^y, 

mRNA 


NM 0OS317 

1NIY1 \t\J J 0 I 1 


Wattia Qnnipn^ crrflriTvmp rivmnliopvte mpt-a<?p 1^ (Ci7^A^JC\ mPNA 

iiV/llHJ odJJlt'llo fol %Ml£*J lllw 1VA \lj lllL/llwv jr IV ill^i ftov ^VJ^C-tiVAJLVA y j lllAVl'lA*. 


"MM 004417 


Unmn cnnipriQ Hi ml onpHflritv nlin^nhata^e 1 fQTTSPl^ mRNA 

XxUlllv oapivilD UUal oj^t'V/ixiV/iLjr jjiiuaiJiia.La.ov x ^uuui a j y iiiava^^*. 


ATM 019195 


Unmn ccmipriQ pViAlinproip rpppntAr mil*iPaTiniP S fOTTRA/TS^ mPNA 

XlUlilV OCipXCXlD VllUllllv-l glVv IVVVpiWt) lllUDVOl XlilVv \\^XX±\~Lr±%J J 9 llXXXX^^l. 


INIVl UUiZjO 


XxUillU odpiCilo \jalU\jiiy i icuiiidaoc J ^vjjivj y , iiixvliax 


1N1Y1 l/lJJHO 


TTattia canipriQ TsJAfr-7 -nrntpin CNACi-1 1 mPNA 


NN/f 01 11 A A 
INM UIj3h*+ 


Untyin canipne lAiir»"inp 7iT»n F»r_1 1 l/"p rvrA+pin C\ 71 P^ mPMA 
JtlL/IIIU bapiCTlo ICut/JUlC Z,ippCI-IlIvC piULCUl ^XjZjJ-»x ^, UlxviNiT. 


"NTM" 01 


TJr\-rrir\ conipnc IiItp rnraicp Vm**jit» T\t*Af"PlTi T?4o lP4 aT 1 mRNA 
XlUIIHJ odpiCilo xiivC JULIUIXoC Uidlxl piULvlll £tU ^XV-rUJUJ) Ili-LVIN av. 


xnv/f 01 ^so 

INM UIjjoU 


xiomo Sapiens zinc imgcr proicm zzo \jui\x: z,z*o) 9 


INM U1J30Z 


no mo Sapiens zinc linger proiein zzj ^ZviNrzzjj', iniviN/\ 


INJVL UlOjyo 


xioiiio Sapiens zinc nngex proicm zz*+ ^^.iNr z.z. b t) > iiiivlna\ 


INIVl UIJjOI 


xiomo sapiens zinc linger proicm zzj y/^nr^^jj, iiu\±yr\ 


INJVL UIJjOU 


Uf\mr\ canipnc rz-J-np -fin rr**r r\r/\tp-Jn 999 ^7X117999^ TTlPXTA 

xiomo sapiens zinc linger proicm zzz ^ZviNrzzz^, iiixvin/a. 


INM vljjjy 


ixomo sapiens zinc linger proicm zzi yjuiyr ij f iiu\xvr\. 


VTAyf 0n9^O 
INIVl UIjZjU 


xiomo sapiens zinc linger piuicm yzjisr u ji, iiixviNiT. 


NM 013249 


Homo sapiens zinc finger protein 214 (ZNF214), mRNA 


INM U13Z0O 


iiomo sapiens zinc imger proiem 100 ^xxri^iuo^ ^z-d>ir lovj, nusss/x 


NM 013371 


Homo sapiens interleukin 19 (IL19), mRNA 


JNM 013403 


Homo sapiens zinedin (ZIN), niRNA 


JNM U133/o 


Homo sapiens pre-B lymphocyte gene 3 (VPREB3), niRNA 


JNM U1J270 


xiomo sapiens testes-specinc protease du ^lorDUj, rnixiNA 


NM_0133ol 


riomo sapiens tnyrotropin-reieasing norrnone aegraomg ecioenzyme {ijxjtiiJEj), 

mJLvLNA. 


NMJ>13315 


Homo sapiens transmembrane phosphatase with tensin homology (TPTE), 
miviN/v 


INM UIjjjj 


xiomo Sapiens tropomouuim *r ^iiiusck?/ a xvx wx^^t iiixviNA> 


JNM uiojyu 


xiomo sapiens xransmemDrane protem z ^ i ivixiivlz ji, iiuviNrv 


JNM U133Iy 


xiomo sapiens uansnionai epixneiia response proiem ^lnivcij, ituvina 


JNM U13zj4 


TTrvrr»/\ oonionc- T A XTIV Vkin^inrr IrinacP 1 /"PRT<r 1 1 TTlP'MA 

xiomo sapiens lAJNiv-Dinamg Kinase i ^ioivi^, iilivin/v 


NM_013309 


Homo sapiens solute carrier family 30 (zinc transporter), member 4 (SLC30A4), 
nixvlNA 


JNM 0133jo 


Homo sapiens monocarboxylate transporter 3 (SLC16A8), niRNA 


"XTXjI A111C7 

JNM U13zD/ 


Homo sapiens senim/glucocorticoid regulated kinase-like (SGKL), 111RNA 


NM 013376 


Homo sapiens CDK4-binding protein p34SEIl (SEI1), 111RNA 


MN/f 01394'* 


Ufttnn qsiaiptic cppfptAcrranin TTT T^lf^rT^^ rnPMA 
ixvjHiu oapieiia oCviciugiaiiLii xxx ^o^>vjj j t iijlxvl^aj. 


NM.013352 


Homo sapiens squamous cell carcinoma antigen recognized by T cell (SART-2), 
mRNA 


NM 013401 


Homo sapiens RAB3A interacting protein (rabin3)-like 1 (RAB3DL1), mRNA 


NM 013237 


Homo sapiens pxl9-like protein (PX19), mRNA 


NM_013261 


Homo sapiens peroxisome proliferative activated receptor, gamma, coactivator 1 
(PPARGC1), mRNA 
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JNM UlJZOo 


XlOmO SapiCIiS piaLrCUlal piUlCJLU ID \Tr I J 1, I1U\J.t/^. 


JNJV1 KjiodoL 


TJ/Minn com'pnc TMitafivp nrntpin 0-rr»nnnACv1traTlQff*l*Ji^£ fP01^T2^ TTlRNA 
XlOIHO Sapiens pULaUVO prUlCill w-IIlaiUlUoyiUaUdiciaot/ \i wivij.^,^, iiuxi^^a. 


"\nv>r ni ^o^o 

JNJVl UijZjZ 


TT/\m/% eor>i*»fic nrrvOTamTripH r»f»11 Hpnth f\ CPT}(~*T*)(\\ TyVRNA 
XlOmO Sapiens piv^aJiilllCvi CCll UwaLii \j \r xJ\siS\Jj 9 iijulvx^^*- 


NM ,013397 


Homo sapiens over-expressed breast tumor protein (OBTP), mRNA 


XTN/f A1 IICQ 

JNJYL_U1 33 oy 


Ur-vYvirv oam'pnc "MPPI fWipmutmJPiAlr Hicpfl«> tvnf* 01 creneVlike 1 fNftVIT 1^ 
XlOmO Sapiens INi \-/l ^lNlcinaIUl-riv.R. uiocaoc, type v^i, g^uwy hjvv 1 ^i^jtv/1JL>i^, 

mtviN/\ 


INJYL VIjjZO 


XJ/\tvi/\ ?>3nipnc r»AlAr» AJinr»pr-nccAfMflt<*/"1 rvrAtpin TMia 1 flMTtJI l rnRiNJA 
liOIIlO Sapiens i/Ulvll caiiuci-aDoUi-iiaiCLi yi\ji\nu ivxiv/i \iyx±\s l j 9 xiixvi'i^i. 


NM 013238 


Homo sapiens DNAJ domain-containing (MCJ), mRNA 


MM Ulizoy 


riomo sapiens iecun-iiKc inis. ceu receptor i ij, nuviN/v 


NM_013289 


Homo sapiens killer cell irxnnunoglobulin-like receptor, three domains, long 
cytoplasmic tail, i \jsajkjul,l), mruN/x 


NM013311 


Homo sapiens insulin upstream factor 1 (IUFi), mRNA 


XTJW A A1 *>T*70 

NM 013278 


Homo sapiens interieuKin l {ill /c;, mKJNA 


NMJ) 13292 


rlomo sapiens (clone r vv tiLS^&-ZH) myosm jigni cnam z ^nuivxivii^^zisy, 
mRNA 


NM_013zo8 


rlomo sapiens l/jna oinamg proiein ior suriaciani proiem d ^nuiYix>jiNj^^^, 
mRNA 


XT* X A 1 00>l A 

NM_0 13244 


Jrlomo sapiens uiJr-JN-aceiyigiucosamme.a-ijj-jj-mannosiae Deia-i,*t-iN- 
acetyigiucosaminyinansierase lv-nomoiog ^ihjtn i-iv-ri^, mivL>i/\ 


NM 013264 


Homo sapiens gonadotropin-regulated testicular RNAhelicase (GRTH), mRNA 


NMJ) 13281 


Homo sapiens fibronectin leucine rich transmembrane protein 3 (FLRT3), 
mRNA 


NM_0 13231 


Homo sapiens fibronectin leucine rich transmembrane protein 2 (FLRT2), 
mRNA 


NM 013241 


Homo sapiens rHl/rH2 domam-containmg protein (ruubj, mKJNA 


NM_0 13342 


Homo sapiens ICri (nlA) iusion partner [va cnilanooa JLeuKemiaj ^irri ), 
mRNA 


NMJ) 13246 


Homo sapiens cardiotrophin-like cytokine; neurotrophin-l/B-cell stimulating 
factor-3 (CLC), mKNA 


NM_0 13372 


Homo sapiens cysteme Knot supenamny 1, r>ivur antagonist i \i_jvi or ldlj, 

„T>\T A 

mKNA 


xta k miin 

NM 013327 


rlomo sapiens vvjioo protein ^uori-jo;, mtuNA 


NM_013230 


Homo sapiens CD24 antigen (small cell lung carcinoma cluster 4 antigen) 

{\,VZh )y niKJN A 


XTA/f A11T7/C 

NM UUz/o 


rlomo sapiens carDony orate lonase-iiKe ^/vtvisjuy, imviN^v 


NM 013399 


Homo sapiens chromosome 16 open reading frame 5 (C16orf5), mRNA 


NM OOo/oj 


rlomo sapiens rutative prostate cancer tumor suppressur ^in j dj, iiiisj.N/\ 


NM 00o/yz 


rlomo sapiens mortality iactor 4 ^ivi\jjt\r*t^, mruN/Y 


xta /T nnnom 

NM_000397 


rlomo sapiens cytoenrome d-Z4D, oeta poiypeptiQe ^cnroniu granuiomdious 
aiseasej ^irir>;, mKJNA 


XTA if AACAAO 

NM 005098 


rlomo sapiens muscunn ^activatea r>-ceii iactor- 1 ) ^ivio^, nuxiN/\ 


XT\ K AA/T 1 /I /I 

NM_006144 


Homo sapiens granzyme A (granzyme 1 , cytotoxic T-lymphocyte-associated 
serine esterase d) ^vj/yivi a ) , iiusina 


NM U02U4 / 


rlomo sapiens giycyi-tKJNA syntnetase ^vjrvivo j s iiis\-Lyr\ 


NM UU44Uj 


rlomo sapiens uistai-iess nomeo oox z yiji^j^^), niixi^/x 


NM 004^71 


Haiti o ctaniens coatomer Drotein comolex. subunit alpha fCOPA), mRNA 


NM 005181 


Homo sapiens carbonic anhydrase HI, muscle specific (CA3), mRNA 


NM 001663 


Homo sapiens ADP-ribosylation factor 6 (ARF6), mRNA 


NM 001662 


Homo sapiens ADP-ribosylation factor 5 (ARF5), mRNA 


NM 001660 


Homo sapiens ADP-ribosylation factor 4 (ARP4), mRNA 


NM 001658 


Homo sapiens ADP-ribosylation factor 1 (ARF1), mRNA 


NM 000492 


Homo sapiens cystic fibrosis transmembrane conductance regulator, ATP- 
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binding cassette (sub-family C, member 7) (CFTR), mRNA 


NM_003560 


Homo sapiens phospholipase A2, group VI (cytosolic, calcium-independent) 
(PLA2G6), mRNA 


NM 004004 


Homo sapiens gap junction protein, beta 2, 26kD (connexin 26) (GJB2), mRNA 


NM 005198 


Homo sapiens choline kinase-like (CHKL), mRNA 


NM 012482 


Homo sapiens zinc ringer protein 28 1 (ZNF28 1 ), mRNA 


NM 012256 


Homo sapiens zinc finger protein 212 (ZNF212), mRNA 


NMJH2479 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, gamma polypeptide (YWHAG), mRNA 


NM 012255 


Homo sapiens 5-3* exoribonuclease 2 (XRN2), mRNA 


NM 012474 


Homo sapiens uridine monophosphate kinase (UMPK), mRNA 


NM 012473 


Homo sapiens thioredoxin, mitochondrial (TXN2), mRNA 


NM 012466 


Homo sapiens tetraspanin TM4-B (TM4-B), mRNA 


NM 012465 


Homo sapiens tolloid-like 2 (TLL2), mRNA 


NM 012464 


Homo sapiens tolloid-like 1 (TLL1), mRNA 


NM 012290 


Homo sapiens tousled-like kinase 1 (TLK1), mRNA 


NM 012455 


Homo sapiens SEC7 hornolog (TIC), mRNA 


NM 012454 


Homo sapiens T-cell lymphoma invasion and metastasis 2 (TIAM2), mRNA 


NM 012251 


Homo sapiens transcription factor A, mitochondrial (TFAM), mRNA 


NM 012451 


Homo sapiens synaptogyrin 4 (SYNGR4), mRNA 


NMJM2448 


Homo sapiens signal transducer and activator of transcription 5B (STAT5B), 
mRNA 


NM 012447 


Homo sapiens stromal antigen 3 (STAG3), mRNA 


NM 012445 


Homo sapiens spondin 2, extracellular matrix protein (SPON2), mRNA 


NMJH2443 


Homo sapiens sperm associated antigen 6 (SPAG6), mRNA 


NMJH2244 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 8 (SLC7A8), mRNA 


NM_012243 


Homo sapiens solute carrier family 35 (UDP-N-acetylglucosamine (UDP- 
GlcNAc) transporter), member 3 (SLC35A3), mRNA 


NMJH2434 


Homo sapiens solute carrier family 17 (anion/sugar transporter), member 5 
(SLC17A5),mRNA 


NM 012432 


Homo sapiens SET domain, bifurcated 1 (SETDB1), mRNA 


NM 012427 


Homo sapiens kallikrein 5 (KLK5), mRNA 


NM 012236 


Homo sapiens sex comb on midleg hornolog 1 (SCMH1), mRNA 


NMJU2424 


Homo sapiens ribosomal protein S6 kinase, 52kD, polypeptide 1 (RPS6KC1), 
mRNA 


NM 012421 


Homo sapiens rearranged L-myc fusion sequence (RLF), mRNA 


NM 012415 


Homo sapiens RAD54, S. cerevisiae, hornolog of, B (RAD54B), mRNA 


NM_012410 


Homo sapiens type I transmembrane receptor (seizure-related protein) (PSK-1), 
mRNA 


NM 012409 


Homo sapiens prion gene complex, downstream (PRND), mRNA 


NM 012402 


Homo sapiens partner of RAC1 (arfaptin 2) (POR1), mRNA 


NM 012400 


Homo sapiens phospholipase A2, group IBD (PLA2G2D), mRNA 


NM 012399 


Homo sapiens phosphotidylinositol transfer protein, beta (PITPNB), mRNA 


NM 012088 


Homo sapiens 6-phqsphogluconolactonase (PGLS), mRNA 


NM 012395 


Homo sapiens PFTAIRE protein kinase 1 (PFTK1), mRNA 


NM_0 12391 


Homo sapiens prostate epithelium-specific Ets transcription factor (PDEF), 
mRNA 


NM 012385 


Homo sapiens p8 protein (candidate of metastasis 1) (P8), mRNA 


NM 012383 


Homo sapiens osteoclast stimulating factor 1 (OSTF1), mRNA 


NM 012375 


Homo sapiens olfactory receptor, family 52, subfamily A, member 1 (OR52A1), 
mRNA 
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NM 012368 


Homo sapiens olfactory receptor, family 2, subfamily C, member 1 (0R2C1), 
mRNA 


NM 012360 


Homo sapiens olfactory receptor, family 1, subfamily F, member 8 (OR1F8), 
mRNA 


NM 012352 


Homo sapiens olfactory receptor, family 1, subfamily A, member 2 (0R1 A2), 
mRNA 


NM 012351 


Homo sapiens olfactory receptor, family 10, subfamily J, member 1 (OR10J1), 
mRNA 


NM_012345 


Homo sapiens nuclear fragile X mental retardation protein interacting protein 1 
(NUFIP1), mRNA 


NM 012344 


Homo sapiens neurotensin receptor 2 (NTSR2), mRNA 


NM 012343 


Homo sapiens nicotinamide nucleotide transhydrogenase (NNT), mRNA 


NM 012342 


Homo sapiens putative transmembrane protein (NMA), mRNA 


NM 012337 


Homo sapiens nasopharyngeal epithelium specific protein 1 (NESG1), mRNA 


NM 012330 


Homo sapiens histone acetyltransferase (MORF), mRNA 


NM 012064 


Homo sapiens major intrinsic protein of lens fiber (MIP), mRNA 


NM 012214 


Homo sapiens mannosyl (alpha- 1, 3 -)-glycoprotein beta- 1,4-N- 
acetylglucosaminyltransferase, isoenzyme A (MGAT4A), mRNA 


NM 012213 


Homo sapiens malonyl-CoA decarboxylase (MLYCD), mRNA 


NM 012325 


Homo sapiens microtubule-associated protein, RP/EB family, member 1 
(MAPRE1), mRNA 


NM 012318 


Homo sapiens leucine zipper-EF-hand containing transmembrane protein 1 
(LETM1), mRNA 


NM 012317 


Homo sapiens leucine zipper, down-regulated in cancer 1 (LDOC1), mRNA 


NM_012314 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, short 
cytoplasmic tail, 4 (KIR2DS4), mRNA 


NM 012313 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, short 
cytoplasmic tail, 3 (K1R2DS3), mRNA 


NM 012312 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, short 
cytoplasmic tail, 2 (KIR2DS2), mRNA 


NM 012307 


Homo sapiens differentially expressed in adenocarcinoma of the lung 
(KIAA0987), mRNA 


NM 012306 


Homo sapiens lifeguard (KIAA0950), mRNA 


NM 012302 


Homo sapiens latrophilin (KIAA0786), mRNA 


NM 012295 


Homo sapiens calcineurin binding protein 1 (KIAA0330), mRNA 


NM 012288 


Homo sapiens TRAM-like protein (KIAA0057), mRNA \ 


NM 012286 


Homo sapiens MORF-related gene X (KIAA0026), mRNA 


NM 012283 


Homo sapiens potassium voltage-gated channel, subfamily G, member 2 
(KCNG2), mRNA 


NM 012282 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 1- 
like (KCNE1L), mRNA 


NM 012278 


Homo sapiens integrin beta 1 binding protein (melusin) 2 (ITGB1BP2), mRNA 


NM 012211 


Homo sapiens integrin, alpha 1 1 (TTGA1 1) ? mRNA 


NM 012277 


Homo sapiens pancreatic beta cell growth factor (INGAP), mRNA 


NM 012275 


Homo sapiens interleukin-1 receptor antagonist homolog 1 (IL1HY1), mRNA 


NM_012259 


Homo sapiens hairy/enhancer-of-split related with YRPW motif 2 (HEY2), 
mRNA 


NM 012258 


Homo sapiens hairy/enhancer-of-split related with YRPW motif 1 (HEY1), 
mRNA 


NM 012257 


Homo sapiens HMG-box containing protein 1 (HBP1), mRNA 


NMJU2087 


Homo sapiens general transcription factor IIIC, polypeptide 5 (63kD) (GTF3C5), 
mRNA 
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NMJH2203 


Homo sapiens glyoxylate reductase/hydroxypyruvate reductase (GRHPR), 
mRNA 


NMJ) 12202 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 3 
(GNG3), mRNA 


NM 012084 


Homo sapiens Glutamate dehydrogenase-2 (GLUD2), mRNA 


NM 012191 


Homo sapiens putative tumor suppressor (FUS2), mRNA 


NM 012185 


Homo sapiens forkhead box E2 (FOXE2), mRNA 


NM 012183 


Homo sapiens forkhead box D3 (FOXD3), mRNA 


NM 012153 


Homo sapiens Ets homologous factor (EHF), mRNA 


NMJH2080 


Homo sapiens DNA segment, numerous copies, expressed probes (GS1 gene) 
(DXF68SlE),mRNA 


NM 012148 


Homo sapiens double homeobox, 3 (DUX3), mRNA 


NM 012147 


Homo sapiens double homeobox, 2 (DUX2), mRNA 


NM 012145 


Homo sapiens deoxythymidylate kinase (thymidylate kinase) (DTYMK), mRNA 


NM 012144 


Homo sapiens dynein, axonemal, intermediate polypeptide, 1 (DNAI1), mRNA 


NM012140 


Homo sapiens solute carrier family 25 (mitochondrial carrier; dicarboxylate 
transporter), member 10 (SLC25A10), mRNA 


NM 012137 


Homo sapiens dimethylarginine dimethylaminohydrolase 1 (DDAH1), mRNA 


NM 012134 


Homo sapiens leiomodin 1 (smooth muscle) (LMOD1), mRNA 


NM 012133 


Homo sapiens coatomer protein complex, subunit gamma 2 (COPG2), mRNA 


NM 012132 


Homo sapiens claudin 8 (CLDN8), mRNA 


NM 012131 


Homo sapiens claudin 17 (CLDN17), mRNA 


NM 012130 


Homo sapiens claudin 14 (CLDN14), mRNA 


NM 012129 


Homo sapiens claudin 12 (CLDN12), mRNA 


NM 012127 


Homo sapiens Cipl -interacting zinc finger protein (CIZ1), mRNA 


NM012126 


Homo sapiens carbohydrate (N-acetylglucosamine 6-0) sulfotransferase 5 
(CHST5), mRNA 


NM_012075 


Homo sapiens Conserved gene telomeric to alpha globin cluster (CGTHBA), 
mRNA 


NM 012122 


Homo sapiens carboxylesterase 3 (brain) (CES3), mRNA 


NM__012116 


Homo sapiens Cas-Br-M (murine) ectropic retroviral transforming sequence c [ 
(CBLC), mRNA 


NM_012113 


Homo sapiens carbonic anhydrase XIV (CA14), mRNA 


NM 012071 


Homo sapiens BUP protein (BUP), mRNA 


NM 012110 


Homo sapiens cystein-rich hydrophobic domain 2 (CHIC2), mRNA 


NM 012109 


Homo sapiens brain-specific membrane-anchored protein (BSMAP), mRNA 


NM012107 


Homo sapiens bromodomain containing protein 75 kDa human homolog (BP75), 
mRNA 


NM_012104 


Homo sapiens beta-site APP-cleaving enzyme (BACE), mRNA 


NM 012105 


Homo sapiens beta-site APP-cleaving enzyme 2 (BACE2), mRNA 


NM 012103 


Homo sapiens ancient ubiquitous protein 1 (AUP1), mRNA 


NM_012102 


Homo sapiens arginine-glutamic acid dipeptide (RE) repeats (RERE), mRNA 


NM_012099 


Homo sapiens CD3-epsilon-associated protein; antisense to ERCC-1 (ASE-1), 
mRNA 


NM 012098 


Homo sapiens angiopoietin-like 2 (ANGPTL2), mRNA 


NMJH2067 


Homo sapiens aldo-keto reductase family 7, member A3 (aflatoxin aldehyde 
reductase) (AKR7A3), mRNA 


NM 012093 


Homo sapiens adenylate kinase 5 (AK5), mRNA 


NM 012066 


Homo sapiens hypothetical protein (20D7-FC4), mRNA 


NM 006276 


Homo sapiens splicing factor, argmine/serine-rich 7 (35kD) (SFRS7), mRNA 


NM 007054 


Homo sapiens kinesin family member 3A (KIF3 A), mRNA 


NM 002201 


Homo sapiens interferon stimulated gene (20kD) (ISG20), mRNA j 
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NM 007274 


Homo sapiens cytosolic acyl coenzyme A thioester hydrolase (HBACH), mRNA 


NM_004174 


Homo saDiens solute carrier familv 9 (sodium/hvdropen exchanpprl i^oform ^ 
(SLC9A3), mRNA 


NM 004525 


Homo sapiens low density lipoprotein-related protein 2 (LRP2), mRNA 


NM 003129 


Homo sapiens squalene epoxidase (SQLE), mRNA 


NM 003628 


Homo sapiens plakophilin 4 (PKP4), mRNA 


NM 003734 


Homo saniens amine oxidase Conner containing 3 fvasrnlar aHhpQimi -nrntpin ^ 

xx\/xxi\/ wj/iviw ciiiihiv^ vAiuaoVj wVJL/Uvl \s \Ji l laming j i v uuv Ulal dU-llCoIUll piv/lCIIl 1 1 

(AOC3), mRNA 


NM 003322 


Homo saniens tubbv like nrotein 1 fTTJT V\\ mRNA 


NM 002747 


Homo sapiens mitogen-activated protein kinase 4 (MAPK4), mRNA 


NM 002078 

J. ill A \f\J X*\J / \J 


Homo sar>ipn<? Pnlffi antoanriopn anlorn QiiHfnm-ilv a A (CiCiX CvAA\ mPXTA 


NM 006421 


Homo saniens Hrefeldin A-inhihitpd oiianinp nnp1pntif1p..eYrhj»nm=» nrnt^m 1 

xiuiiiv japiviit} uiuwiuui * \ xxxilx\Jxis*lx gtlcj-lllllv llUV/lvUllUC CAl'lIculgO piULClIl x 

(BIG1), mRNA 


NM 004282 


Homo sanipn*; RPT 9-fl<?<*op,iatpr1 afhanoopnp 9 rRAfr^ ml? XT A 


NM 004304 


Homo sapiens anaplastic lymphoma kinase (Ki-1) (ALK), mRNA 


NM 001626 


Unmn CfmiPSfiQ v-alrt" mnrinp tK\rmnmo viral c\T\nc\ct^r\p- V»/vmrt1nrr 0 Z' A ~\T r V r )\ 
Ai.VlJUV/ oajJlt/llo V a IV I lllUJLlllt UljrilHJllla Vilal UIICU^CIIC XlUHlUlUg Z. yf\ »S. 1 it K 

mRNA 


NM 000686 


xjluxiiu bapiciio aiigiULciiDin receptor z ^/\v_j i jvz j, rriivLN/v. 


NM 006287 


Homo sapiens tissue factor pathway inhibitor (lipoprotein-associated coagulation 

inhibitor* fTFP'n mP*WA 


NM 000 044 


xiuiiiu bdpieni) proiem pnospnaiase d jiormeny zd ), catalytic suounit, alpna 

Koform fpalpfnpirrin A alnnsA fPPP^PA^ mPMA 


NM 001142 


Homo cp ni pti q fnnplriCPTiiTi fY /*V>rrvtnnor»Tnp q -m p»1 r\ rr*>-n ocic t»viT\o-i-^<ar»+o 1 N 

J.1U111U ^apicii^ amciugciiiii ^yv uiii uiiiubuiiic, dineiugencsis impenecia 1 ) 
(AMELX), mRNA 


NM 001 171 

ATllVl. UU 11/1 


xiuiiiu bdpicni rvir-umuiiig Labbciie, oUD-iamiiy ^v^r ijk/iviivfj, memoer o 
(ABCC6) mRNA 


NMJ)07351 


Homo sapiens multimerin (MMRN), mRNA 


NM 007355 

1 1J.VJ. \J\J 


TTomn Qn*m"pnQ Vipnt cfirvrlf OnirT^ nrntpi'n 1 Kpfo /TTQP^^'P^ mPXTA 
numvj oapiCilo HCaL olIUL/K. yWIUL/ piUiem l } OCla ^Xlox l_/JC5 ^ s ITllVlN/V 


NM 007354 


nuillVJ oapiCIlo puidUVC vJivO piOlCm ^vJlvO ) y ITllvlN/\ 


NM 007353 


xiuniu c>dpicii5i gudnmc nuL/xeouac Dinaing protein \\j protein^ aipna iz \KjriJ\iZ), 
rnRNA 


NM 007366 


Homo sapiens phospholipase A2 receptor 1, 180kD (PLA2R1), mRNA 


NM 007350 


Homo QjmiPnc v\i ppVctWn lirtrinri1r\cri7_lilVp HAmoi'n "forvi-ili/ A momVior 1 
xx\jxxxu oapi^iio pictjvou ill iiuiiiuiUgj-lIA.C (JUIIlallx, laimiy x\, IilClIlDCr l 

CPHLDAH mRNA 


NM 007364 


Homo ^anipn<! intpixral tvnp Tnrotpin fP9/lT3^ rnT?TsJ A 


NM 007342 


Homo sapiens nucleoporin-like protein 1 (NLP 1), mRNA 


NM 007361 


Homo ^noipTiQ niHrtapn 9 r\l 1 1 mP"WA 


NM 007341 


xxuiiiu bapiciib on j uuiiidiii uiiiuiiig giuuimiu acia-ricn proiem ^oiri joOJaJ, 
mRNA 


NM 007370 


Homo Rar»ipn<! rpnlipaHon faptor C* ^artivatnr i*\ ^ CXf\ QrTW CQTJC 1 ^ mPMA 


NM 007348 


Homo ^aniens apHvatiTny fTan^pri'ntio'n fartor fs ( A ' 1 hY%^ mRWA 


NM_004850 


Homo ^at)ien<? Rho-a^^ooiatpd coilpd-noil pontaininanrntpin In'-nacp 0 C^.C\C r SCy\ 

mRNA 


NM 005574 


Homo sapiens LIM domain only 2 (rhombotin-like 1) (LM02), mRNA 


NM 006094 


Homo sar)ipn<i HplptpH in livpr panppr 1 CYW C*\\ mPMA 


NM 003658 


Homo saniens BarH-like homeobox 1 CR ARX?^ mRNA 


NMJ)04209 


Homo sapiens synaptogyrin 3 (SYNGR3), mRNA 


NM 004879 


Homo sapiens etoposide-induced mRNA (PIG8), mRNA 


NM 005385 


Homo sapiens natural killer-tumor recognition sequence (NKTR), mRNA 


NMJ)05957 


Homo sapiens 5,10-methylenetetrahydrofolate reductase (NADPH) (MTHFR), 
mRNA 


NM 002248 


Homo sapiens potassium intermediate/small conductance calcium-activated 
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channel, subfamily N, member 1 (KCNN1), mRNA 


NM 001563 


Homo sapiens interphotoreceptor matrix proteoglycan 1 (IMPG1), mRNA 


NM 005266 


Homo sapiens gap junction protein, alpha 5, 40kD (connexin 40) (GJA5) mRNA 


NM 001874 


Homo sapiens carboxypeptidase M (CPM), mRNA 


NM 007332 


Homo sapiens ankyrin-like with transmembrane domains 1 (ANKTM1) mRNA 


NM 003313 


Homo sapiens tissue specific transplantation antigen P35B (TSTA3) mRNA 


NM 001494 


Homo sapiens GDP dissociation inhibitor 2 (GDI2), mRNA 


NM_001607 


Homo sapiens acetyl-Coenzyme A acyltransferase 1 (peroxisomal 3-oxoacyl- 
Coenzyme A thiolase) (ACAA1), nuclear gene encoding mitochondrial protein, 
mRNA 


NMJW3145 


Homo sapiens signal sequence receptor, beta (translocon-associated protein beta) 
(SSR2), mRNA 


NM 000852 


Homo sapiens glutathione S-transferase pi (GSTP1), mRNA 


NM 000827 


Homo sapiens glutamate receptor, ionotropic, AMP A 1 (GRIA1), mRNA 


NM_005252 


Homo sapiens v-fos FBJ murine osteosarcoma viral oncogene homolog (FOS) 
mRNA 


NM 005803 


Homo sapiens flotillin 1 (FLOT1), mRNA 


NM 004459 


Homo sapiens fetal Alzheimer antigen (FALZ), mRNA 


NM 004081 


Homo sapiens deleted in azoospermia (DAZ), mRNA 


NM 004055 


Homo sapiens calpain 5 (CAPN5), mRNA 


NM 004042 


Homo sapiens arylsulfatase F (ARSF), mRNA 


NM 003085 


Homo sapiens synuclein, beta (SNCB), mRNA 1 


NM 000612 


Homo sapiens msulin-hke growth factor 2 (somatomedin A) (IGF2), mRNA 


NM 006995 


Homo sapiens butyrophilin, subfamily 2, member A2 (BTN2A2), mRNA 


NMJ)05739 


Homo sapiens RAS guanyl releasing protein I (calcium and DAG-regulated) 
(RASGRP1), mRNA 


NM 006267 


Homo sapiens RAN binding protein 2 (RANBP2), mRNA 


NM_002882 


Homo sapiens RAN binding protein 1 (RANBP1), mRNA 


NM 003884 


Homo sapiens p300/CBP-associated factor (PCAF), mRNA 


NM_005258 


Homo sapiens GTP cyclohydrolase I feedback regulatory protein (GCHFR), 
mRNA 


NM 001130 


Homo sapiens ammo-terminal enhancer of split (AES), mRNA 


NM 001099 


Homo sapiens acid phosphatase, prostate (ACPP), mRNA 


NM 005155 


Homo sapiens palmitoyl-protein thioesterase 2 (PPT2), mRNA 


NM 006898 


Homo sapiens homeo box D3 (HOXD3), mRNA 


NM 006894 


Homo sapiens flavin containing monooxygenase 3 (FM03), mRNA 


NM 004111 


Homo sapiens flap structure-specific endonuclease 1 (FEN1), mRNA 


NM 001828 


Homo sapiens Charot-Leyden crystal protein (CLC), mRNA 


NM_007315 


Homo sapiens signal transducer and activator of transcription 1, 91kD (STAT1) 
mRNA 


NMJ)05005 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 9 (22kD, 
B22) (NDUFB9), mRNA 


NM 003362 


Homo sapiens uracil-DNA glycosylase (UNG), mRNA 


NM 005221 


Homo sapiens distal-less homeo box 5 (DLX5), mRNA 


NM 000479 


Homo sapiens anti-Mullerian hormone (AMH), mRNA 


NM 005160 


Homo sapiens adrenergic, beta, receptor kinase 2 (ADRBK2) mRNA 


JN1VL uuioly 


Homo sapiens adrenergic, beta, receptor kinase 1 (ADRBK1), mRNA 


NM__001611 


Homo sapiens acid phosphatase 5, tartrate resistant (ACP5), mRNA 


NM 003403 


Homo sapiens YY1 transcription factor (YY1), mRNA 


NM 003793 


Homo sapiens cathepsin F (CTSF), mRNA 


NM 001922 


Homo sapiens dopachrome tautomerase (dopachrome delta-isomerase, tyrosine- 
related protein 2) (DCT), mRNA 
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NMJ)06412 


Homo sapiens l-acylglycerol-3 -phosphate O-acyltransferase 2 (lysophosphatidic 
acid acyltransferase, beta) (AGPAT2), mRNA 


NM_000810 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, alpha 5 
(GABRA5), mRNA 


NM 000430 


Homo sapiens platelet-activating factor acetylhydrolase, isoform lb, alpha 
subunit (45kD) (PAFAH1B1), mRNA 


NM__003006 


Homo sapiens selectin P ligand (SELPLG), mRNA 


NM 002634 


Homo sapiens prohibitin (PHB), mRNA 


NMJ)02410 


Homo sapiens mannosyl (alpha-l,6-)-glycoprotein beta-l,6-N-acetyl- 
glucosaminyltransferase (MGAT5), mRNA 


NM_002409 


Homo sapiens mannosyl (beta- l,4-)-glycoprotein beta- 1,4-N- 
acetylglucosaminyltransferase (MGAT3), mRNA 


NM.002408 


Homo sapiens mannosyl (alpha- l,6-)-glycoprotein beta-l,2-N- 
acetylglucosaminyltransferase (MGAT2), mRNA 


NM_002406 


Homo sapiens mannosyl (alpha-l,3-)-glycoprotein beta-l,2-N- 
acetylglucosaminyltransferase (MGAT1), mRNA 


NM 005923 


Homo sapiens mitogen-activated protein kinase kinase kinase 5 (MAP3K5), 
mRNA 


NMJ)02225 


Homo sapiens isovaleryl Coenzyme A dehydrogenase (IVD), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 001480 


Homo sapiens galanin receptor 1 (GALR1), mRNA 


NM 001992 


Homo sapiens coagulation factor II (thrombin) receptor (F2R), mRNA 


NM 000677 


Homo sapiens adenosine A3 receptor (ADORA3), mRNA 


NM 002969 


Homo sapiens mitogen-activated protein kinase 12 (MAPK12), mRNA 


NM 001526 


Homo sapiens hypocretin (orexin) receptor 2 (HCRTR2), mRNA 


NM_003605 


Homo sapiens O-linked N-acetylglucosamine (GlcNAc) transferase (UDP-N- 
acetylglucosamine:polypeptide-N-acetylglucosaminyl transferase) (OGT), 
mRNA 


NMJ)00885 


Homo sapiens integrin, alpha 4 (antigen CD49D, alpha 4 subunit of VLA-4 
receptor) (ITGA4), mRNA 


NM_003197 


Homo sapiens transcription elongation factor B (SHI), polypeptide 1-like 
(TCEB1L), mRNA 


NM 006183 


Homo sapiens neurotensin (NTS), mRNA 


NM_002524 


Homo sapiens neuroblastoma RAS viral (v-ras) oncogene homolog (NRAS), 
mRNA 


NM 002478 


Homo sapiens myogenic factor 3 (MYOD1), mRNA 


NM 002451 


Homo sapiens methylthioadenosine phosphorylase (MTAP), mRNA 


NM 002436 


Homo sapiens membrane protein, palmitoylated 1 (55kD) (MPP1), mRNA 


NM 002377 


Homo sapiens MAS1 oncogene (MAS1), mRNA 


NM_002305 


Homo sapiens lectin, galactoside-binding, soluble, 1 (galectin 1) (LGALS1), 
mRNA 


NMJ)00887 


Homo sapiens integrin, alpha X (antigen CD1 1C (pi 50), alpha polypeptide) 
(ITGAX), mRNA 


NM_000419 


Homo sapiens integrin, alpha 2b (platelet glycoprotein lib of Db/IIIa complex, 
antigen CD41B) (ITGA2B), mRNA 


NM 002203 


Homo sapiens integrin, alpha 2 (CD49B, alpha 2 subunit of VLA-2 receptor) 
(ITGA2), mRNA 


NM_003637 


Homo sapiens integrin, alpha 10 (ITGA10), mRNA 


NM 000843 


Homo sapiens glutamate receptor, metabotropic 6 (GRM6), mRNA 


NMJ)00838 


Homo sapiens glutamate receptor, metabotropic 1 (GRM1), mRNA 


NM_000835 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2C 
(GRIN2C), mRNA 
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NM_000834 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2B 
(GR1N2B), mRNA 


NM 000833 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2A 
(GR1N2A), mRNA 


NM 002084 


Homo sapiens glutathione peroxidase 3 (plasma) (GPX3), mRNA 


NM 000805 


Homo sapiens gastrin (GAS), mRNA 


NM 001940 


Homo sapiens dentatorubral-pallidoluysian atrophy (atrophin-1) (DRPLA), 
mRNA 


NM 001219 


Homo sapiens calumenin (CALU), mRNA 


NM 007155 


Homo sapiens zona pellucida glycoprotein 3A (sperm receptor) (ZP3 A), mRNA 


NM 007136 


Homo sapiens zinc finger protein 80 (pT17) (ZNF80), mRNA 


NM 007250 


Homo sapiens Kruppel-like factor 8 (KLF8), mRNA 


NM 007167 


Homo sapiens zinc finger protein 258 (ZNF258), mRNA 


NM 007153 


Homo sapiens zinc finger protein 208 (ZNF208), mRNA 


NM 007152 


Homo sapiens zinc finger protein 195 (ZNF195), mRNA 


NM 007150 


Homo sapiens zinc finger protein 185 (LIM domain) (ZNF185), mRNA 


NM 007147 


Homo sapiens zinc finger protein 175 (ZNF175), mRNA 


NM 007145 


Homo sapiens zinc finger protein 146 (ZNF146), mRNA 


NM 007127 


Homo saniens villin 1 fVTJLl^ mRNA 

XXV/ XXXV/ OCAJJX VllkJ YXXXX1X X \^ T 1 1 / JL 11UV1 L 


NM 007125 


1-Tomn samen<? uhifliritoiislv transcribed tetratricorjerjtide reoeat f?ene Y 

llUll WJ OCXL/ JVsXliJ UU1U UlU/UOl J U (UIO Vl i WvU IVUUU 1VULTWLIUUV 1 vpVUV gVilWj X 

chromosome CUTYj mRNA 

Will V/lUVb>VAllV I X X I j ilUU i 


NM 007124 


Homo sapiens utrophin (homologous to dystrophin) (UTRN), rriRNA 


NM 007122 


Homo sapiens upstream transcription factor 1 (USF1), mRNA 


NM 007120 


Tfomn <?anipn<; TTDP plvcosvl transferase 2 familv nolvnentide B rUGT2B^ 

.17XVJA11VJ 0<XL/1V/110 Ui/1 o «/ VvV/OJr IU CUIOXl/1 OOb X» ZCIXXXXX jr , ^J^Jij jj-'^f' l-^VXV/ U ^UVJlAfJJ^) 

mRNA 


NM 007106 

AN1YA V/V/ / A VU 


Homo sarvien*; nhifiiii tin-like *\ {TIBT^'V mRNA 


NM 007118 

l^llVA V/V/ / 1 lO 


Homo saniens trinle functional domain fPTPRF interacting) (TRIO) mRNA 


NM 007117 

AlAYA Wu flit 


T-Tomo <?arrien<5 thwotTonin-releasinc? hormone fTRFH mRNA 

XX\JXXX\J OO^/XVvIlO tXXJr X V/ IX v» JJ XX X I VlvUiJUlg XXV/X X1XVSXXW y XXVlX^j J11UV1HX 


NM 007218 

INxVi. V/V/ / AlO 


Rnrrift ^aniens natched related nrntein translocated in renal cancer (TRC8) 

XAV/IXXVJ OCXL/XV'.llO L/tLkV/llwVX IVIUIVU L/l v lulll U. HI AO J VwBlvU XXX VU11VV1 ^IXWU^j 

mRNA 


NM 007233 

A>IAYx VU/AJJ 


Homo saniens TP53 tareet eene 1 rTP53TGl^ mRNA 

X XV/I1XW OCXL^XV/XXO XX -J LCX1 gvl gvllW X y 1 1 >/>/ 1 VJl^j lliiViirii 


NM 007114 


Homo sapiens TATA element modulatory factor 1 (TMF1), mRNA 


NM 0071 12 

lNAVX V/V/ / 1 1^ 


JTomo ^anien^ fhrornViotrnonHin *\ fTHRS^ mRNA 
xxv/uiv/ odL/iv^iio iiu v/iAiL/v/dL/v/AivJiii j y x x ixjij-/ j) ixxxvx in 


NM 007111 


Homo sapiens transcription factor Dp-1 (TFDP1), mRNA 


MM 007100 


Homo ^aniens tramrrintion factor 19 fSf 1 ! i CTPF19^ mRNA 

IxUIllv/ oajJlCilo LIalloWipi.lv/li iflw iv/i 1.7 \\D\sxj \ l.\^x liixviixx 


NM 007108 

iNIYi v/V// AV/O 


UnTTtn QanienQ tranQrrmtion elongation factor R (fs \\\\ nolvnentide 2 H 8kD ' 

AAv/lliV/ O&UlVllO 11 wlldvl lLHlv/11 V/lV/il^ClllV/Al XOX/W/X XJ> \JiJX.XXJ} ^f\Jlj pvw UUv i< ^1UIVX/j 

elontrm W ^TrFB2^ mRNA 

VlVJllglll JL> J \ 1 V^X_<UZ. ^/j llilvX j 


NM 007105 

1>AVJL V/V/ f X V/*/ 


Homo ^aniens solute carrier familv 22 foreanic cation transnorter) member 1- 
like antisense CSLC22A1LS). mRNA 


NM 007163 


Homo sapiens solute carrier family 14 (urea transporter), member 2 (SLC14A2), 
mRNA 


NM 007101 

A>IAVX V/V/ / X V X 


Homo ^aniens sarcosine dehvdroeenase TSARDID mRNA 


NM 007165 

X llf A V/V/ / A V/«/ 


Homo sapiens splicing factor 3a, subunit 2, 66kD (SF3 A2), mRNA 


NM 007252 

X ^ X "A V/V/ / ~J 


Homo ^aniens Retina-derived POU-domain factor- 1 fRPF-1) mRNA 


NM 007273 


Homo sapiens B-cell associated protein (REA), mRNA 


NMJ)07195 


Homo sapiens polymerase (DNA directed) iota (POLI), mRNA 


NM 007284 


Homo sapiens protein tyrosine kinase 9-like (A6-related protein) (PTK9L), 
mRNA 


NM 007196 


Homo sapiens kallikrein 8 (neuropsin/ovasin) (KLK8), mRNA 


NM 007171 


Homo sapiens protein-O-mannosyltransferase 1 (POMT1), mRNA 


NM 007215 


Homo sapiens polymerase (DNA directed), gamma 2, accessory subunit 
(POLG2), mRNA 
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NM 007254 


Homo sapiens polynucleotide kinase 3'-phosphatase (PNKP), mRNA 


NM 007221 


Homo sapiens polyamine-modulated factor 1 (PMF1), mRNA 


NM 007183 


Homo sapiens plakophilin 3 (PKP3), mRNA 


NM 007169 


Homo sapiens phosphatidylethanolamine N-methyltransferase (PEMT), mRNA 


NM 007229 


Homo sapiens protein kinase C and casein kinase substrate in neurons 2 
APACSIN2V mRNA 


NM 007190 


Homo sapiens Sec23 -interacting protein pi 25 (PI 25), mRNA 


mu 00716O 


Hnmn ^aniens olfactory recentor. family 2. subfamily H, member 3 (OR2H3), 
mRNA 


IN1VJL__UU / z. J O 


Homo sanien«? solute carrier family 21 (organic anion transporter), member 9 
(SLC21 A9), mRNA 


NM 007172 


Homo sapiens nucleoporin 50kD (NUP50), mRNA 


NM 007103 

rNlVA \J\J 1 IvJ 


Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotein 1 (5 lkD) 
(NDUFV1), mRNA 


NM 007181 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 1 
(MAP4K1), mRNA 


NM 007230 


Homo sapiens mannosidase, alpha, class IB, member 1 (MAN1B1), mRNA 


NM 007164 


Homo sapiens mucosal vascular addressin cell adhesion molecule 1 
(MADCAM1), mRNA 


NM 007216 


Homo sapiens alpha integrin binding protein 63 (KIAA1017), mRNA 


NM 007213 


Homo sapiens JM4 protein (JM4), mRNA 


NM 007102 

1 N J.V i \J\J f L\J 


Homo sapiens guanylate cyclase activator 2B (uroguanylin) (GUCA2B), mRNA 


NM 007227 

l^lVJ. \J\J 1 ltd* 1 


Homo sapiens G protein-coupled receptor 45 (GPR45), mRNA 


NM 007275 


Homo sapiens lung cancer candidate (FUS1), mRNA 


NM 007262 


Homo sapiens RNA-binding protein regulatory subunit (DJ-1), mRNA 


NM 007166 


Homo sapiens Clathrin assembly lymphoid-myeloid leukemia gene (CLTH), 
mRNA 


iNlVi UU / lOO 


Untnn ca*nipn«; eentrosomal nrotein 2 fCEP2). mRNA 


NM 006585 


Homo sapiens chaperonin containing TCP1, subunit 8 (theta) (CCT8), mRNA 


INM UU / 1 o J 


Wr»mn QjinipTKi trinucleotide reneat containing 4 (TNRC4\ mRNA 


XT\/f 007970 
iNlVl_UU / ZZU 


Wnmo Q^nienq rnrhnrrie anhvdrase VB mitochondrial (CA5B), nuclear gene 
pnenrlinfy mitochondrial nrotein mRNA 


NM_007100 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
subunit e fATP5B mRNA 


NM 007231 


Homo sapiens solute carrier family 6 (neurotransmitter transporter), member 14 
(SLC6A14), mRNA 


NM 007203 


Homo sapiens A kinase (PRKA) anchor protein 2 (AKAP2), mRNA 


NM 007202 


Homo sapiens A kinase (PRKA) anchor protein 10 (AKAP10), mRNA 


NM 0071 68 

1>1V1_UU / 1 uo 


Homo sapiens ATP -binding cassette, sub-family A (ABC1), member 8 
(ABCA8), mRNA 


NM 000506 


Homo sapiens coagulation factor II (thrombin) (F2), mRNA 


NM 004141 


TTnmo ^aniens calreticulin fCALRV mRNA 


NM 0067^6 


Homo sapiens heat shock protein, neuronal DNAJ-like 1 (HSJ1), mRNA 


NM 006^S3 

IN IVl^UUO J J J 


Homo sapiens erythroid differentiation and denucleation factor 1 (HFL-EDDG1), 
mRNA 


NM 006984 


Homo sapiens claudin 10 (CLDN10), mRNA 


NM_005502 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 1 i 
(ABCA1), mRNA 


NM 005809 


Homo sapiens peroxiredoxin 2 (PRDX2), mRNA 


NM 006977 


Homo sapiens zinc finger protein 46 (KUP) (ZNF46), mRNA 


NM 006965 


Homo sapiens zinc finger protein 24 (KOX 17) (ZNF24), mRNA 


NM 006963 


Homo sapiens zinc finger protein 22 (KOX 15) (ZNF22), mRNA 
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NM 006978 


Homo sapiens zinc finger protein 183 (RING finger, C3HC4 type) (ZNF183), 
mRNA 


NM 006953 


Homo sapiens uroplakin 3 (UPK3), mRNA 


NM 006952 


Homo sapiens uroplakin IB (UPK1B), mRNA 


NMJ)06951 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polvmerase II D, lOOkD (TAF2D), mRNA 


NM 006950 


Homo sapiens synapsin I (SYN1), mRNA 


NM 007056 


Homo sapiens suppressor of white apricot homolog 2 (SWAP2), mRNA 


NM 006949 


Homo sapiens syntaxin binding protein 2 (STXBP2), mRNA 


NM 006948 


Homo sapiens stress 70 protein chaperone, microsome-associated, 60kD 
(STCH), mRNA 


NM 006946 


Homo sapiens spectrin, beta, non-erythrocytic 2 (SPTBN2), mRNA 


NM 006945 


Homo sapiens small proline-rich protein 2B (SPRR2B), mRNA 


NM 006944 


Homo sapiens secreted phosphoprotein 2, 24kD (SPP2), mRNA 


NM 007009 


Homo sapiens zona pellucida binding protein (SP38), mRNA 


NM 006940 1 


Homo sapiens SRY (sex determining region Y)-box 5 (SOX5), mRNA 


NM 007017 


Homo sapiens SRY (sex determining region Y)-box 30 (SOX30), mRNA 


NM_006943 


Homo sapiens SRY (sex determining region Y)-box 22 (SOX22), mRNA 


NM 007084 


Homo sapiens SRY (sex determining region Y)-box 21 (SOX21), mRNA 


NM 006942 


Homo sapiens SRY (sex determining region Y)-box 20 (SOX20), mRNA 


NM 006941 


ffnmo ^aniens SRY (sex determinine region YVbox 10 (SOX10), mRNA 


1N1V1 WUU7Jt 


ITnmn ^aniens solute carrier familv 6 fneurotransmitter transporter, glycine), 
member 9 (SLC6A9), mRNA 


NM_006933 


Homo sapiens solute carrier family 5 (inositol transporters), member 3 
(SLC5A3), mRNA 


NM 006931 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 3 
(SLC2A3), mRNA 


NM 006930 


Homo sapiens S-phase kinase-associated protein 1 A (pi 9 A) (SKP1 A), mRNA 


NM 006925 


Homo sapiens splicing factor, arginine/serine-rich 5 (SFRS5), mRNA 


NM 006924 


Homo saniens SDlicine factor, areinine/serine-rich 1 (splicing factor 2, alternate 
splicing factor) (SFRS1), mRNA 


NM 006917 


Homo sapiens retinoid X receptor, gamma (RXRG), mRNA 


NM 006987 


Homo sapiens rabphilin 3A-like (without C2 domains) (RPH3 AL), mRNA 1 


NM 007055 


Homo sapiens polymerase (RNA) IE (DNA directed) (155kD) (RPC155), 
mRNA 


NM 006915 


Homo sapiens retinitis pigmentosa 2 (X-linked recessive) (RP2), mRNA j 


NM 006914 


Homo sapiens RAR-related orphan receptor B (RORB), mRNA 


NM 006913 


Homo sapiens ring finger protein 5 (RNF5), mRNA 


NM 006911 


Homo sapiens relaxin 1 (HI) (RLN1), mRNA 


NM 007043 


Homo sapiens HTV-1 rev binding protein 2 (HRB2), mRNA 


NM 007033 


Homo sapiens similar to S. cerevisiae RER1 (RER1), mRNA 


NM 007081 


Homo sapiens RAB, member of RAS oncogene family-like 2B (RABL2B), 
mRNA 


NM 006905 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 1 (PSG1), mRNA 


NM 007016 


Homo sapiens protein similar to E.coli yhdg and R. capsulatus nifR3 (PP35), 
mRNA 


NM 007024 


Homo sapiens PL6 protein (PL6), mRNA 


NM 007030 


Homo sapiens brain-specific protein p25 alpha (p25), mRNA 


NM 006901 


Homo sapiens myosin KA (MY09A), mRNA 


NM 007075 


Homo sapiens JM5 protein (JM5), mRNA 


NM 007003 


Homo sapiens JM27 protein (JM27), mRNA 


NM 006899 


Homo sapiens isocitrate dehydrogenase 3 (NAD+) beta (DDH3B), mRNA 
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NMJ)07031 


Homo sapiens heat shock transcription factor 2 binding protein (HSF2BP), 
mRNA 


NM 007011 


Homo sapiens putative transmembrane protein (HS1-2), mRNA 


NM 006896 


Homo sapiens homeo box A7 (HOXA7), mRNA i 


NM 007045 


Homo sapiens FGFR1 oncogene partner (FOP), mRNA 


NM 007051 


Homo sapiens Fas (TNFRSF6) associated factor 1 (FAF1), mRNA 


NM 006979 

1 Till \J \J \J *S I J 


Homo saniens ITT, A class II region exoressed pene TCT?4 fHTCF4^ mRNA 


NM 007015 


Homo saniens rhondromodulin Tnreenrsor (OHM-H mRNA 

XXVJ1LLVJ otl|Jl^'ll0 V/llUllVU VSllJVSUUllll X LJ1 l/l^Ul OVAl \\*fXXXVX XJy liilVl 1 A 


NM 006890 

iiivi y \j 


Homo saniens earcinoembrvonie an ti pen -related cell adhesion molecule 7 
(CEACAM7), mRNA 


NM 007018 


Homo sapiens centrosomal protein 1 (CEP1), mRNA 


NM 006889 


Homo sapiens CD86 antigen (CD28 antigen ligand 2, B7-2 antigen) (CD86), 
mRNA 


NM 006982 


Homo sapiens cartilage paired-class homeoprotein 1 (CART1), mRNA 


NM 007058 


Homo sapiens calpain 1 1 (CAPN1 1), mRNA 


NM 006888 


Homo sapiens calmodulin 1 (phosphorylase kinase, delta) (CALM1), mRNA 


NM 007047 


Homo sapiens butyrophilin, subfamily 3, member A2 (BTN3A2), mRNA 


NM 007048 

1 'I 1Y1 \J\J 1 \f-T\j 


Womo saniens hiitvrnnhilin siihfamilv 3 member A 1 fRTN^Al^ mRNA 

OClJVl^liiJ l/Uljrl VJ^JlUXlll) OIXU XQll 11 Ly Jj 11 11/111 Ul'l A 1 yXJ Xxyjlxx Jy 1 i 11VI ^ A 


NM 006992 


Homo sapiens B7 protein (B7), mRNA 


1NJ.YJL UuUOOJ 


Womo sanipns AT-HinHino" transrrintion faetor 1 ( ATRT* 1 "\ rnRNA 

A1UJ.11VJ odpiCilo r\ X UlllUUig U Ollol/llLJLlUll xaxslxJL x \'^x x xjx x )y JllX\-L>^i. 


NM 007022 


TTomo sanipns niitative tiimnr simnrpssnr (\ 01 T*ft\ mRNA 


NM 006697 


Wnmn canipTis rvisnlatin resistnnr.p accrwiatpH fCT? nVRNA 

XJLVJ111VJ oa|Jlwllo V/lol/lclLlll ivololcuivb ddol/V/lU-lt/U ^VlVTV Jy 1111 VI i A 


NM 006826 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation nrotein theta oolvnentide (YWHAO^ mRNA 


NM_006761 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 

artivation nrotein pnsilnn nnlvnentiHe fVWTTAF^ mRNA 


NM 0067R4 


TTomo saniens WD reneat domain 3 fWDR^^ mRNA 

11U111U JOjJlVlliJ VV XJ i vpudl Vlwllldill »J ^ YV XJx\~J Jy 1 1 11 Vl 1 A 


NM 006846 


TTomo saniens serine nrfiteasp inhibitor TCaTal tvne S fSPTNTCS'i mPNA 

llwlllvJ oalyli/llo ot-llllt pil>L&aoC< 11UA1U11U1 3 xvaZidl LylJC'j J \\jx xx^iv±.+J Jy LLixW^irx 


NM 006830 

l^lYJL \J\J\JOJ\J 


TTomo saniens nl^imiinol-fivtorViTome c reductase (f\ 4VTY^ snhirnit mO(~ 1 l?^ 

mRNA 


NM 006798 


Homo ^aniens TTDP p1vco<?v1 transferase 2 familv nolvnentide Al fri(*TT2A1^ 

xxkjiukj sapiuiio \jxjx gijf vuo Ylu alio 1^1 aow laiiiiijrj ijwijf Uw|jli\_iv/ x».l ^uuiLAi jy 

mRNA 


NM 006757 


Homo saniens troponin T3 skeletal fast rTNNT3^ mRNA 

XX\JllX\J OOL/lVllO LI \JW\jmil X tJ y OlVVlwlHlj 1UOI ^Allil X ~J J y iiiivim 


NM 006827 


Homo saniens transmembrane trafficking nrotein nMP21 ^ mRNA 


NM_006853 


Homo sapiens kallikrein 1 1 (KLK1 1), mRNA 


NM 006811 


Homo saniens himor diffprpntiallv pynressed 1 fTT'jPl^ mRNA 

xx\Jlxl\t OdlJlwllo LUI11^/1 Ulxlvi&llUlalljr LApiV^oj^U 1 ^11/Dl^j IIIXVINjTV 


NM 006756 


Momo saniens trnnsprintion plontrntion faftor A ^STH 1 fTfT^AI^ mT^NA 

Xiv/lllv> oapiCllo Li allol/lljJUUU vlUllgatluil laLrlui A \\jxxjy x \ 1 V>l_i/v l y, liiCVJ-N/A. 


NM__006024 


Homo sapiens Taxi (human T-cell leukemia virus type I) binding protein 1 
fTAXlBPH mRNA 

\ 1 .iwv I XJX 1 jy llJULvi.NXA. 


NM 006752 


TTomo saniens snrfpit S ^STTRFS^ ml^NA 

XlAJlllvF odpiCllo OUIICIL J y^OKJXSJ? J J 9 1 1 JULvi t / v 


NM 006819 


T-Tomo Qflnipnc cfrpcc-inHnfp/l-'nTincTinonrotpi'n 1 ^T-Tc"r\70/PT cr»QO-.f\roQni vit^ o 

1-lWlJAW oaLJiCllo oUCoo-llIUU^CiX-pilUolJllUj-'l VJtClll 1 ^JULoJ-J / V/Xlopj'V-vlgalllZjlllg 

nrotein^ TSTIPl^ mRNA 

^JX\JWsXLl.J \ \J X XX 1 Jy 1 1 U.V1 > -iV 


NM 006780 


Homo saniens SMA^ CSMA^^ mRNA 

■xx\Jxxi\J oapivilo Oivi^i — ; ^OlvXxV-J ^ } llllNJ. ti 


NMJ)06749 


Homo sapiens solute carrier family 20 (phosphate transporter), member 2 
fSLC20A2^ mRNA 


NM 006747 


Homo sapiens signal-induced proliferation-associated gene 1 (SIPA1), mRNA 


NM 006873 


Homo sapiens stoned B/TFIIA-alpha/beta-like factor (SALF), mRNA 


NM 006788 


Homo sapiens ralA binding protein 1 (RALBP1), mRNA 


NM 006871 


Homo sapiens receptor-interacting serine-threonine kinase 3 (RIPK3), mRNA 


NMJ)06867 


Homo sapiens RNA-binding protein gene with multiple splicing (RBPMS), 
mRNA 


NM 006743 


Homo sapiens RNA binding motif protein 3 (RBM3), mRNA 
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NM 006868 


Homo sapiens RAB31, member RAS oncogene family (RAB3 1), mRNA 


NM_006839 


Homo sapiens inner membrane protein, mitochondrial (mitofilin) (IMMT), 
mRNA 


NM 006812 


Homo sapiens amplified in osteosarcoma (OS-9), mRNA 


NM 006656 


Homo sapiens sialidase 3 (membrane sialidase) (NEU3), mRNA 


NM 006791 


Homo sapiens MORF-related gene 15 (MRG15), mRNA 


NM 006766 


Homo sapiens zinc finger protein 220 (ZNF220), mRNA 


NM 006804 


Homo sapiens steroidogenic acute regulatory protein related (MLN64), mRNA 


NM_006770 


Homo sapiens macrophage receptor with collagenous structure (MARCO), 
mRNA 


NM_006785 


Homo sapiens mucosa associated lymphoid tissue lymphoma translocation gene 
1 (MALT1), mRNA 


NM 006767 


Homo sapiens leucine-zipper-like transcriptional regulator, 1 (LZTR1), mRNA 


NMJ)06840 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (withTM 
and ITIM domains), member 5 (LILRB5), mRNA 


NM_006866 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily A (with TM 
domain), member 2 (LILRA2), mRNA 


NM_006863 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily A (with TM 
domain), member 1 (LILRA1), mRNA 


NMJW6847 


Homo sapiens leukocvte immunoelobulin-like recentor subfamilv B Avith TM 
and ITIM domains), member 4 (LILRB4), mRNA 


NMJ)06865 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily A (without 
TM domain), member 3 (LILRA3), mRNA 


NM_006864 


Homo sapiens leukocvte immunoelobulin-like recentor subfamilv B (with TM 
and ITIM domains), member 3 (LILRB3), mRNA 


NM 006738 


Homo sapiens lymphoid blast crisis oncogene (LBC), mRNA 


NM.006762 


Homo sapiens Lysosomal-associated multisp arming membrane protein-5 
(LAPTM5), mRNA 


NM 006737 


Homo sapiens killer cell immunoglobulin-like receptor, three domains, long 
cytoplasmic tail, 2 (KIR3DL2), mRNA 


NMJ)06801 


Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retention receptor 1 (KDELR1), mRNA 


NM 006844 


Homo sapiens ilvB (bacterial acetolactate synthase)-like (ILVBL), mRNA 


NM 006858 


Homo sapiens putative T1/ST2 receptor binding protein (IL1RL1LG), mRNA 


NM_006764 


Homo sapiens interferon-related developmental regulator 2 (IFRD2), mRNA 


NM 006831 


Homo sapiens ATP/GTP-binding protein (HEAB), mRNA 


NM 006794 


Homo sapiens G protein-coupled receptor 75 (GPR75), mRNA 


NM 006783 


Homo sapiens gap junction protein, beta 6 (connexin 30) (GJB6), mRNA 


NMJ)06733 


Homo sapiens FSH primary response (LRPR1 , rat) homolog 1 (FSHPRH1), 
mRNA 


NM 006731 


Homo sapiens Fukuyama type congenital muscular dystrophy (FCMD), mRNA 


NM 006730 


Homo sapiens deoxyribonuclease I-like 1 (DNASE1L1), mRNA 


NM 004366 


Homo sapiens chloride channel 2 (CLCN2), mRNA 


NM 006725 


Homo sapiens CD6 antigen (CD6), mRNA 


NM 006806 


Homo sapiens BTG family, member 3 (BTG3), mRNA 


NM 006763 


Homo sapiens BTG family, member 2 (BTG2), mRNA 


NM_006789 


Homo sapiens apolipoprotein B mRNA editing enzyme, catalytic polypeptide- 
like 2 (APOBEC2), mRNA ^ . 


NMJ)06793 


Homo sapiens peroxiredoxin 3 (PRDX3), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 006818 


Homo sapiens ALL1 -fused gene from chromosome lq (AF1Q), mRNA 


NM_004289 


Homo sapiens nuclear factor (erythroid-derived 2)-like 3 (NFE2L3), mRNA 
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NM 006526 


Homo sapiens zinc finger protein 217 (ZNF217), mRNA 


NM_006523 


Homo sapiens X-prolyl aminopeptidase (aminopeptidase P)-like (XPNPEPL), 
mRNA 


NM 006537 


Homo sapiens ubiquitin specific protease 3 (USP3), mRNA 


NM 006564 


Homo sapiens G protein-coupled receptor (TYMSTR), mRNA 


NMJ)06573 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 13b 
(TNFSF13B), mRNA 


NMJJ01561 


Homo sapiens tumor necrosis factor receptor superfamily, member 9 
(TNFRSF9), mRNA 


NM 006528 


Homo sapiens tissue factor pathway inhibitor 2 (TFPI2), mRNA 


NM 006520 


Homo sapiens t-complex-associated-testis-expressed 1-like (TCTE1L), mRNA 


NM 006519 


Homo sapiens t-complex-associated-testis-expressed 1-like 1 (TCTEL1), mRNA 


NMJW6602 


Homo sapiens transcription factor-like 5 (basic helix-loop-helix) (TCFL5), 
mRNA 


NM 006593 


Homo sapiens T-box, brain, 1 (TBR1), mRNA 


NM_006679 


Homo sapiens putative opioid receptor, neuromedin K (neurokinin B) receptor- 
like (TAC3RL), mRNA 


NM 006682 


Homo sapiens fibrinogen-like 2 (FGL2), mRNA 


NM 006558 


Homo sapiens Sam68-like phosphotyrosine protein, T-STAR (T-STAR), mRNA 


NM 006603 


Homo sapiens stromal antigen 2 (STAG2), mRNA 


NM 006717 


Homo sapiens spindlin (SPIN), mRNA 


NM 006542 


Homo sapiens S-phase response (cyclin-related) (SPHAR), mRNA 


NMJ)06654 


Homo sapiens sue 1 -associated neurotrophic factor target (FGFR signalling 
adaptor) (SNT-1), mRNA 


NM 006622 


Homo sapiens serum-inducible kinase (SNK), mRNA 


NM 006696 


Homo sapiens thyroid hormone receptor coactivating protein (SMAP), mRNA 


NMJ)06516 


Homo sapiens solute earner family 2 (facilitated glucose transporter), member 1 
(SLC2Al),mRNA 


NM 006632 


Homo sapiens solute carrier family 17 (sodium phosphate), member 3 
(SLC17A3),mRNA 


NM_006517 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 2 (putative transporter) (SLC16A2), mRNA 


NM_006598 


Homo sapiens solute carrier family 12 (potassium/chloride transporters), member 
7(SLC12A7),mRNA 


NM 006515 


Homo sapiens SET domain and mariner transposase fusion gene (SETMAR), 
mRNA ! 


NM_006664 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 27 
(SCYA27), mRNA 


NM 006514 


Homo sapiens sodium channel, voltage-gated, type X, alpha polypeptide 
(SCN10A), mRNA 


NMJ)06559 


Homo sapiens GAP-associated tyrosine phosphoprotein p62 (Sam68) (SAM68), 
mRNA 


NM_006511 


Homo sapiens regulatory solute carrier protein, family 1, member 1 (RSC1 Al), 
mRNA 


NM_006583 


Homo sapiens retinal pigment epithelium-derived rhodopsin homolog (RRH), 
mRNA 


NM 006604 


Homo sapiens ret finger protein-like 3 (RFPL3), mRNA 


NM 006605 


Homo sapiens ret finger protein-like 2 (RFPL2), mRNA 


NM 006505 


Homo sapiens poliovirus receptor (PVR), mRNA . 


NM 006504 


Homo sapiens protein tyrosine phosphatase, receptor type, E (PTPRE), mRNA 


NM 006503 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 4 
(PSMC4), mRNA 
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NM 006587 


Homo sapiens corin (PRSC), mRNA 


NM 006556 


Homo sapiens phosphomevalonate kinase (PMVK), mRNA 


NM 006608 


Homo sapiens putative homeodomain transcription factor (PHTF1), mRNA 


NM 006661 


Homo sapiens phosphodiesterase 10A (PDE10A), mRNA 


NM 006674 


Homo sapiens MHC class I region ORF (P5-1), mRNA 


NMJ)06637 


Homo sapiens olfactory receptor, family 5, subfamily I, member 1 (OR511), 
mRNA 


NM_006649 


Homo sapiens serologically defined colon cancer antigen 16 (SDCCAG16), 
mRNA 


NM 002532 


Homo sapiens nucleoporin 88kD (NUP88), mRNA 


NM 006702 


Homo sapiens neuropathy target esterase (NTE), mRNA 


NM_006693 


Homo sapiens cleavage and polyadenylation specific factor 4, 30kD subunit 
(CPSF4), mRNA 


NMJ)06669 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 
and ITIM domains), member 1 (LILRB 1), mRNA 


NM 006533 


Homo sapiens melanoma inhibitory activity (MIA), mRNA 


NM 006500 


Homo sapiens melanoma adhesion molecule (MCAM), mRNA 


NM 006610 


Homo sapiens mannan-binding lectin serine protease 2 (MASP2), mRNA 


NM 006699 


Homo sapiens mannosidase, alpha, class 1A, member 2 (MAN1A2), mRNA 


NMJ)06498 


Homo sapiens lectin, galactoside-binding, soluble, 2 (galectin 2) (LGALS2), 
mRNA 


NM 006547 


Homo sapiens IGF-II mRNA-binding protein 3 (KOC1), mRNA 


NMJ)06611 


Homo sapiens killer cell lectin-like receptor subfamily A, member 1 (KLRA1), 
mRNA 


NM 006546 


Homo sapiens IGF-II mRNA-binding protein 1 (IMP-1), mRNA 


NM 006665 


Homo sapiens heparanase (HPSE), mRNA 


NM 006497 


Homo sapiens hypermethylated in cancer 1 (HIC1), mRNA 


NM 004667 


Homo sapiens hect domain and RLD 2 (HERC2), mRNA 


NM_006527 


Homo sapiens Hairpin binding protein, histone (HBP), mRNA 


NM_006658 


Homo sapiens G-substrate (GSBS), mRNA 


NM_006496 


Homo sapiens guanine nucleotide binding protein (G protein), alpha inhibiting 
activity polypeptide 3 (GNAI3), mRNA 


NM 006529 


Homo sapiens glycine receptor, alpha 3 (GLRA3), mRNA 


NM 006530 


Homo sapiens glioma-amplified sequence-41 (GAS41), mRNA 


NM_006581 


Homo sapiens fucosyltransferase 9 (alpha (1,3) fucosyltransferase) (FUT9), 
mRNA 


NM 006700 


Homo sapiens FLN29 gene product (FLN29), mRNA 


NM 006684 


Homo sapiens complement factor H-related 4 (FHR-4), mRNA 


NM 004113 


Homo sapiens fibroblast growth factor 12B (FGF12B), mRNA 


NM 006495 


Homo sapiens ecotropic viral integration site 2B (EVI2B), mRNA 


NM 006532 | 


Homo sapiens ELL gene (11-19 lysine-rich leukemia gene) (ELL), mRNA 


NM 006566 


Homo sapiens adhesion glycoprotein (DNAM-1), mRNA 


NM 006639 


Homo sapiens cysteinyl leukotriene receptor 1 (CYSLT1), mRNA 


NM 006586 


Homo sapiens trinucleotide repeat containing 5 (TNRC5), mRNA 


NM 006565 


Homo sapiens CCCTC-binding factor (zinc finger protein) (CTCF), mRNA 


NM_006574 


Homo sapiens chondroitin sulfate proteoglycan 5 (neuroglycan C) (CSPG5), 
mRNA 


NM 006688 


Homo sapiens Clq-related factor (CRF), mRNA 


NM 006493 


Homo sapiens ceroid-lipofuscinosis, neuronal 5 (CLN5), mRNA 


NM 001750 


Homo sapiens calpastatin (CAST), mRNA 


NM_006624 


Homo sapiens adenovirus 5 El A binding protein (BS69), mRNA 


NM 006698 


Homo sapiens bladder cancer associated protein (BLCAP), mRNA 
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NM 006716 


Homo sapiens activator of S phase kinase (ASK), mRNA 


NM 006534 


Homo sapiens nuclear receptor coactivator 3 (NCOA3), mRNA 


NM 006670 


Homo sapiens 5T4 oncofetal trophoblast glycoprotein (5T4), mRNA 


MM 002069 


Homo sapiens guanine nucleotide binding protein (G protein), alpha inhibiting 
activity polypeptide 1 (GNAI1), mRNA 


NM 001165 


Homo sapiens baculoviral IAP repeat-containing 3 (BIRC3), mRNA 


NMJ)00391 


Homo sapiens ceroid-lipofuscinosis, neuronal 2, late infantile (Jansky- 
Bielschowsky disease) (CLN2), mRNA 


NM 005440 


Homo sapiens GTP-binding protein Rho7 (RH07), mRNA 


NM 005346 


Homo sapiens heat shock 70kD protein IB (HSPA1B), mRNA 


NM 005345 


Homo sapiens heat shock 70kD protein 1 A (HSPA1 A), mRNA 


NM 003545 


Homo sapiens H4 histone family, member J (H4FJ), mRNA 


NM 003543 


Homo sapiens H4 histone family, member H (H4FH), mRNA 


NM_003542 


Homo sapiens H4 histone family, member G (H4FG), mRNA 


NM 003540 


Homo sapiens H4 histone family, member C (H4FC), mRNA 


NM 003539 


Homo sapiens H4 histone family, member B (H4FB), mRNA 


NM 003538 


Homo sapiens H4 histone family, member A (H4FA), mRNA 


NM 005323 


Homo sapiens HI histone family, member T (testis-specific) (H1FT), mRNA 


NMJ)03752 


Homo sapiens eukaryotic translation initiation factor 3, subunit 8 (1 10kD) 
(EIF3S8),mRNA 


NM 004929 


Homo sapiens calbindin 1, (28kD) (CALB1), mRNA 


NM 006122 


Homo sapiens mannosidase, alpha, class 2A, member 2 (MAN2A2), mRNA 


NM_006301 


Homo sapiens mitogen-activated protein kinase kinase kinase 12 (MAP3K12), 
mRNA 


NM 006299 


Homo sapiens zinc finger protein 193 (ZNF193), mRNA 


NM 006298 


Homo sapiens zinc finger protein 192 (ZNF192), mRNA 


NM 006385 


Homo sapiens zinc finger protein 211 (ZNF21 1), mRNA 


NM 006296 


Homo sapiens vaccinia related kinase 2 (VRK2), mRNA 


NM 006295 


Homo sapiens valyl-tRNA synthetase 2 (VARS2), mRNA 


NM 006447 


Homo sapiens ubiquitin specific protease 16 (USP16), mRNA 


NMJ)06294 


Homo sapiens ubiquinol-cytochrome c reductase binding protein (UQCRB), 
mRNA 


NM 006293 


Homo sapiens TYR03 protein tyrosine kinase (TYR03), mRNA 


NM 006311 


Homo sapiens nuclear receptor co-repressor 1 (NCOR1), mRNA 


NM 006291 


Homo sapiens tumor necrosis factor, alpha-induced protein 2 (TNFAJP2), 
mRNA 


NM 006290 


Homo sapiens tumor necrosis factor, alpha-induced protein 3 (TNFAIP3), 
mRNA 


NM 006288 


Homo sapiens Thy-1 cell surface antigen (THY1), mRNA 


NM_006286 


Homo sapiens transcription factor Dp-2 (E2F dimerization partner 2) (TFDP2), 
mRNA 


NM 006284 

1 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase II, H, 30kD (TAF2H), mRNA 


NM 006342 


Homo sapiens transforming, acidic coiled-coil containing protein 3 (TACC3), 
mRNA 


NMJW6283 


Homo sapiens transforming, acidic coiled-coil containing protein 1 (TACC1), 
mRNA 


NM 006282 


Homo sapiens serine/threonine kinase 4 (STK4), mRNA 


NMJ)06280 


Homo sapiens signal sequence receptor, delta (translocon-associated protein 
delta) (SSR4), mRNA 


NM 006307 


Homo sapiens sushi-repeat-containing protein, X chromosome (SRPX), mRNA 


NM 006415 


Homo sapiens serine palmitoyltransferase, long chain base subunit 1 (SPTLC1), 
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inRNA 


NM 006450 


Homo sapiens splicing factor (45kD) (SPF45), mRNA 


NM 006422 


Homo sapiens A kinase (PRKA) anchor protein 3 (AKAP3), mRNA 


MM 006446 


Homo sapiens solute carrier family 21 (organic anion transporter), member 6 
(SLC21A6), mRNA 


NM 006278 


Homo sapiens sialyltransferase 4C (beta-galactosidase alpha-2,3- 
sialytransferase) (SIAT4C), mRNA 


NM 006378 


Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane 
domain (TM) and short cytoplasmic domain, (semaphorin) 4D (SEMA4D), 
mRNA 


NM_006379 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semaphorin) 3C (SEMA3C), mRNA 


NMJJ06274 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 19 
(SCYA19),mRNA 


NM 006453 


- Homo sapiens transducin (beta)-like 3 (TBL3), mRNA 


NM_006270 


Homo sapiens related RAS viral (r-ras) oncogene homolog (RRAS), mRNA 


NM 006269 


Homo sapiens retinitis pigmentosa 1 (autosomal dominant) (RP1), mRNA 


NM 006355 


Homo sapiens ring finger protein 15 (RNF15), mRNA 


NM 006315 


Homo sapiens ring finger protein 3 (RNF3), mRNA 


NM 006394 


Homo sapiens regulated in glioma (RIG), mRNA 


NM 006263 


Homo sapiens proteasome (prosome, macropain) activator subunit 1 (PA28 
alpha) (PSME1), mRNA 


NM 006262 


Homo sapiens peripherin (PRPH), mRNA 


NM 006261 


Homo sapiens prophet of Pit 1, paired-like homeodomain transcription factor 
(PROP1), mRNA 


NM 006260 


Homo sapiens protein-kinase, interferon-inducible double stranded RNA 
dependent inhibitor (PRKRI), mRNA 


NM 006259 


Homo sapiens protein kinase, cGMP-dependent, type II (PRKG2), mRNA 


NM 006257 


Homo sapiens protein kinase C, theta (PRKCQ), mRNA 


NM 006255 


Homo sapiens protein kinase C, eta (PRKCH), mRNA 


NM 006253 


Homo sapiens protein kinase, AMP -activated, beta 1 non-catalytic subunit 
(PRKAB 1 ), mRNA 


NM 006252 


Homo sapiens protein kinase, AMP-activated, alpha 2 catalytic subunit 
(PRKAA2), mRNA 


NM 006251 


Homo sapiens protein kinase, AMP-activated, alpha 1 catalytic subunit 
(PRKAA1), mRNA 


NM 006247 


Homo sapiens protein phosphatase 5, catalytic subunit (PPP5C), mRNA 


NMJ)06246 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), epsilon 
isoform (PPP2R5E), mRNA 


NM_006245 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), delta isoform 
(PPP2R5D), mRNA 


NMJ)06244 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), beta isoform 
(PPP2R5B), mRNA 


NM 006243 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), alpha isoform 
fPPP2R5A > > mRNA 


NMJ)06241 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 2 (PPP1R2), 
mRNA 


NMJ>06240 


Homo sapiens protein phosphatase, EF hand calcium-binding domain 1 (PPEF1), 
mRNA 


NM 006238 


Homo sapiens peroxisome proliferative activated receptor, delta (PPARD), 
mRNA 


NM 006237 


Homo sapiens POU domain, class 4, transcription factor 1 (POU4F1), mRNA 
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NM 006236 


Homo sapiens POU domain, class 3, transcription factor 3 (POU3F3), mRNA 


NM 006235 


Homo sapiens POU domain, class 2, associating factor 1 (POU2AF1), mRNA 


NM 006231 


Homo sapiens polymerase (DNA directed), epsilon (POLE), mRNA 


NM_006358 


Homo sapiens solute carrier family 25 (mitochondrial carrier; peroxisomal 
membrane protein, 34kD), member 17 (SLC25A17), mRNA 


NM 006227 


Homo sapiens phospholipid transfer protein (PLTP), mRNA 


NM 006226 


Homo sapiens phospholipase C, epsilon (PLCE), mRNA 


NM 006225 


Homo sapiens phospholipase C, delta 1 (PLCD1), mRNA 


NM 006224 


Homo sapiens phosphotidylinositol transfer protein (PITPN), mRNA 


NM 006479 


Homo sapiens RAD5 1 -interacting protein (PIR5 1), mRNA 


NMJ)06223 


Homo sapiens protein (peptidyl-prolyl cis/trans isomerase) NIMA-interacting, 4 
(parvulin) (PIN4), mRNA 


NM_006222 


Homo sapiens protein (peptidyl-prolyl cis/trans isomerase) NIMA-interacting 1- 
like (PIN1L), mRNA 


NM_006221 


Homo sapiens protein (peptidyl-prolyl cis/trans isomerase) NIMA-interacting 1 
(PIN1), mRNA 


NM_006218 


Homo sapiens phosphoinositide-3 -kinase, catalytic, alpha polypeptide 
(PIK3CA),mRNA 


NM 006213 


Homo sapiens phosphorylase kinase, gamma 1 (muscle) (PHKG1), mRNA 


NMJ)06305 


Homo sapiens putative human HLA class II associated protein I (PHAP1), 
mRNA 


NMJW6212 


Homo sapiens 6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 2 
(PFKFB2), mRNA 


NM 006211 


Homo sapiens proenkephalin (PENK), mRNA 


NM_006209 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 2 (autotaxin) 
(ENPP2), mRNA 


NM_006205 


Homo sapiens phosphodiesterase 6H, cGMP-specific, cone, gamma (PDE6H), 
mRNA 


NM 006204 


Homo sapiens phosphodiesterase 6C, cGMP-specific, cone, alpha prime 
(PDE6C), mRNA 


NM 006198 


Homo sapiens Purkinje cell protein 4 (PCP4), mRNA 


NM 006197 


Homo sapiens pericentriolar material 1 (PCM1), mRNA 


NM 006195 


Homo sapiens pre-B-cell leukemia transcription factor 3 (PBX3), mRNA 


NMJJ06193 


Homo sapiens paired box gene 4 (PAX4), mRNA 


NM 006191 


Homo sapiens proliferation-associated 2G4, 38kD (PA2G4), mRNA 


NM 006189 


Homo sapiens olfactory marker protein (OMP), mRNA 


NMJ)06186 


Homo sapiens nuclear receptor subfamily 4, group A, member 2 (NR4A2), 
mRNA 


NM 006185 


Homo sapiens nuclear mitotic apparatus protein 1 (NUMA1), mRNA 


NM 006184 


Homo sapiens nucleobindin 1 (NUCB1), mRNA 


NM 006182 


Homo sapiens discoidin domain receptor family, member 2 (DDR2), mRNA 


NM 006180 


Homo sapiens neurotrophic tyrosine kinase, receptor, type 2 (NTRK2), mRNA 


NM 006372 


Homo sapiens NS1 -associated protein 1 (NSAP1), mRNA 


NM 006177 


Homo sapiens neural retina leucine zipper (NRL), mRNA 


NM 006176 


Homo sapiens neurogranin (protein kinase C substrate, RC3) (NRGN), mRNA 


NM 006174 


Homo sapiens neuropeptide Y receptor Y5 (NPY5R), mRNA 


NM 006170 


Homo sapiens nucleolar protein 1 (120kD) (NOLI), mRNA 


NM 006169 


Homo sapiens nicotinamide N-methyltransferase (NNMT), mRNA 


NM_006165 


Homo sapiens nuclear factor related to kappa B binding protein (NFRKB), 
mRNA 


NM 006164 


Homo sapiens nuclear factor (erythroid-derived 2)-like 2 (NFE2L2), mRNA 


NM 006163 


Homo sapiens nuclear factor (erythroid-derived 2), 45kD (NFE2), mRNA 
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NM 006160 


Homo sapiens neurogenic differentiation 2 (NEUROD2), mKNA 


NM 006158 


Homo sapiens neurofilament, light polypeptide (68kD) (NEFL), mRNA 


NM 006393 


Homo sapiens nebulette (NEBL), mRNA 


NM 006316 


Homo sapiens DNA-binding transcriptional activator (NCYM), mRNA 


NM 006153 


Homo sapiens NCK adaptor protein 1 (NCK1), mRNA 


NM_006424 


Homo sapiens solute carrier family 34 (sodium phosphate), member 2 
(SLC34A2),mRNA 


NM 006317 


Homo sapiens brain acid-soluble protein 1 (BASP1), mRNA 


NM 006343 


Homo sapiens c-mer proto-oncogene tyrosine kinase (MERTK), mRNA 


NMJW6457 


Homo sapiens LIM protein (similar to rat protein kinase C-binding enigma) 
(LIM), mRNA 


NM 006148 


Homo sapiens LIM and SH3 protein 1 (LASP1), mRNA 


NM_006383 


Homo sapiens DNA-dependent protein kinase catalytic subunit-interacting 
protein 2 (OP2), mRNA 


NM_006459 


Homo sapiens similar to Caenorhabditis elegans protein C42C1.9 (KE04), 
mRNA 


NM 006147 


Homo sapiens interferon regulatory factor 6 (IRF6), mRNA 


NM 006332 


Homo sapiens interferon, gamma-inducible protein 30 (IFI30), mRNA 


NM 006337 


Homo sapiens microspherule protein 1 (MCRS1), mRNA 


NM 006308 


Homo sapiens heat shock 27kD protein 3 (HSPB3), mRNA 


NM_006403 


Homo sapiens enhancer of filamentation 1 (cas-like docking; Crk-associated 
substrate related) (HEF1), mRNA 


NM 006143 


Homo sapiens G protein-coupled receptor 19 (GPR19), mRNA 


NM 006302 


Homo sapiens glucosidase I (GCS1), mRNA 


NM 006478 


Homo sapiens GAS2-related on chromosome 22 (GAR22), mRNA 


NM_006338 


Homo sapiens glioma amplified on chromosome 1 protein (leucine-rich) 
(GAC1), mRNA 


NM 006360 


Homo sapiens dendritic cell protein (GA17), mRNA 


NM 006329 


Homo sapiens fibulin 5 (FBLN5), mRNA 


NM_006404 


Homo sapiens protein C receptor, endothelial (EPCR) (PROCR), mRNA 


NM 006304 


Homo sapiens Deleted in split-hand/split-foot 1 region (DSS 1), mRNA 


NM 001355 


Homo sapiens D-dopachrome tautomerase (DDT), mRNA 


NM 006139 


Homo sapiens CD28 antigen (Tp44) (CD28), mRNA 


NM 006371 


Homo sapiens cartilage associated protein (CRTAP), mRNA 


NM_006136 


Homo sapiens capping protein (actin filament) muscle Z-line, alpha 2 
(CAPZA2), mRNA 


NM 006448 


Homo sapiens trinucleotide repeat containing 1 (TNRC1), mRNA 


NM 006333 


Homo sapiens nuclear DNA-binding protein (C1D), mRNA 


NM 006419 


Homo sapiens small inducible cytokine B subfamily (Cys-X-Cys motif), member 
1 3 (B-cell chemoattractant) (SCYB 1 3), mRNA 


NM_005453 


Homo sapiens zinc finger protein 297 (ZNF297), mRNA 


NM 006324 


Homo sapiens craniofacial development protein 1 (CFDP1), mRNA 


NM 006375 


Homo sapiens cytosolic ovarian carcinoma antigen 1 (COVA1), mRNA 


NM 004466 


Homo sapiens glypican 5 (GPC5), mRNA 


NM 004484 


Homo sapiens glypican 3 (GPC3), mRNA 


NMJ)02856 


Homo sapiens poliovirus receptor-related 2 (herpesvirus entry mediator B) 
(PVRL2), mRNA 


NMJXH420 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 3 (Hu 
antigen C) (ELAVL3), mRNA 


NM_001634 


Homo sapiens S-adenosylmethionine decarboxylase 1 (AMD1), mRNA 


NM_000483 


Homo sapiens apolipoprotein C-II (APOC2), mRNA 


NM_001645 


Homo sapiens apolipoprotein C-I (APOC1), mRNA I 
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NM 000482 


Homo sapiens apolipoprotein A-IV (APOA4), mRNA 


NM 005953 


Homo sapiens metallothionein 2A (MT2A), mRNA 


NM_005954 


Homo sapiens metallothionein 3 (growth inhibitory factor (neurotrophic)) 
(MT3), mRNA 


NM 006007 


Homo sapiens zinc ringer protein 216 (ZNF216), mRNA 


NM_006006 


Homo sapiens zinc finger protein 145 (KruppeHike, expressed in promyelocyte 
leukemia) (ZNF145), mRNA 


NM 006004 


Homo sapiens ubiquinol-cytochrome c reductase hinge protein (UQCRH) 
mRNA 


NMJW6003 


Homo sapiens ubiquinol-cytochrome c reductase, Rieske iron-sulfur polypeptide 
1 (UQCRFS1), nuclear gene encoding mitochondrial protein, mRNA 


NM 006088 


Homo sapiens tubulin, beta, 2 (TUBB2), mRNA 


NM 005999 


Homo sapiens translin-associated factor X (TSNAX), mRNA 


NMJ)06022 


Homo sapiens transforming growth factor beta-stimulated protein TSC-22 
(TSC22), mRNA 


NM 005998 


Homo sapiens chaperonin containing TCP1, subunit 3 (gamma) (CCT3), mRNA 


NM 006073 


Homo sapiens triadin (TRDN), mRNA 


NM 005997 


Homo sapiens transcription factor-like 1 (TCFL1), mRNA 


NM 006116 


Homo sapiens transforming growth factor beta-activated kinase-binding protein 
1 (TAB 1), mRNA 


NMJ)05989 


Homo sapiens aldo-keto reductase family 1, member Dl (delta 4-3-ketosteroid- 
5-beta-reductase) (AKR1D1), mRNA 


NM 005988 


Homo sapiens small proline-rich protein 2A (SPRR2A), mRNA 


NM 005986 


Homo sapiens SRY (sex determining region Y)-box 1 (SOX1), mRNA 


NM_006049 


Homo sapiens small nuclear RNA activating complex, polypeptide 5, 19kD 
(SNAPC5), mRNA 


NMJ)06080 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semaphorin) 3 A (SEMA3A), mRNA 


NMJ)06072 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 26 
(SCYA26), mRNA 


NM 005981 


Homo sapiens sarcoma amplified sequence (SAS), mRNA j 


NM_006054 


Homo sapiens reticulon 3 (RTN3), mRNA 


NM 005977 


Homo sapiens ring finger protein (C3H2C3 type) 6 (RNF6), mRNA 


NM 005975 


Homo sapiens PTK6 protein tyrosine kinase 6 (PTK6), mRNA 


NM 005972 


Homo sapiens pancreatic polypeptide receptor 1 (PPYR1), mRNA 


NM 006112 


Homo sapiens peptidylprolyl isomerase E (cyclophilin E) (PPIE), mRNA 


NMJ)06107 


Homo sapiens acid-inducible phosphoprotein (OA48-18), mRNA 


NM 006067 


Homo sapiens neighbor of COX4 (NOC4), mRNA 


NM 005969 


Homo sapiens nucleosome assembly protein Mike 4 (NAP1L4), mRNA 


NM 006058 


Homo sapiens Nef-associated factor 1 (NAF1), mRNA 


NMJW6097 


Homo sapiens myosin regulatory light chain 2, smooth muscle isoform 
(MYRL2), mRNA 


NM 005955 


Homo sapiens metal-regulatory transcription factor 1 (MTF1), mRNA 


NM 005932 


Homo sapiens mitochondrial intermediate peptidase (MIPEP), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 005931 


Homo sapiens MHC class I polypeptide-related sequence B (MICB), mRNA 


NM 006081 


Homo sapiens MHC binding factor, beta (MHCBFB), mRNA 


NMJ)05930 


Homo sapiens meningioma expressed antigen 6 (coiled-coil proline-rich) 
(MGEA6), mRNA 


NM 005928 


Homo sapiens milk fat globule-EGF factor 8 protein (MFGE8), mRNA 


NM 005926 


Homo sapiens microfibrillar-associated protein 1 (MFAP1), mRNA 


NM 005925 


Homo sapiens meprin A, beta (MEP1B), mRNA 
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NM_005924 


Homo sapiens mesenchyme homeo box 2 (growth arrest-specific homeo box) 
(MEOX2), mRNA 


NMJ)05920 


Homo sapiens MADS box transcription enhancer factor 2, polypeptide D 
(myocyte enhancer factor 2D) (MEF2D), mRNA 


NM_005919 


Homo sapiens MADS box transcription enhancer factor 2, polypeptide B 
(myocyte enhancer factor 2B) (MEF2B), mRNA 


NMJ)05918 


Homo sapiens malate dehydrogenase 2, NAD (mitochondrial) (MDH2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 005917 


Homo sapiens malate dehydrogenase 1, NAD (soluble) (MDH1), mRNA 


NM 005913 


Homo sapiens melanocortin 5 receptor (MC5R), mRNA 


NM 005912 


Homo sapiens melanocortin 4 receptor (MC4R), mRNA 


NM 005911 


Homo sapiens methionine adenosyltransferase n, alpha (MAT2A), mRNA 


NM 005908 


Homo sapiens mannosidase, beta A, lysosomal (MANBA), mRNA 


NM 005907 


Homo sapiens mannosidase, alpha, class 1 A, member 1 (MAN1A1), mRNA 


NM_005898 


Homo sapiens membrane component, chromosome 11, surface marker 1 
(Mil SI), mRNA 


NM 006060 


Homo sapiens zinc finger protein, subfamily 1 A, 1 (Ikaros) (ZNFN1 Al), mRNA 


NM 006059 


Homo sapiens laminin, gamma 3 (LAMC3), mRNA 


NM 006038 


Homo sapiens spermatogenesis associated PD1 (KIAA0757), mRNA 


NM_006084 


Homo sapiens interferon-stimulated transcription factor 3, gamma (48kD) 
(ISGF3G), mRNA 


NM 005897 


Homo sapiens intracisternal A particle-promoted polypeptide (IPP), mRNA 


NM 005896 


Homo sapiens isocitrate dehydrogenase 1 (NADP+), soluble (IDH1), mRNA 


NM 006028 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 3B (HTR3B), mRNA 


NM_006120 


Homo sapiens major histocompatibility complex, class n, DM alpha (HLA- 
DMA), mRNA 

LL .. . . 


NM 006026 


Homo sapiens HI histone family, member X (H1FX), mRNA 


NM 006051 


Homo sapiens FE65-LIKE 2 (FE65L2), mRNA 


NM_006079 


Homo sapiens Cbp/p300-interacting transactivator, with Glu/Asp-rich carboxy- 
terminal domain, 2 (CTTED2), mRNA 


NM 005894 


Homo sapiens CD5 antigen-like (scavenger receptor cysteine rich family) 
(CD5L), mRNA 


NM 006016 


Homo sapiens CD 164 antigen, sialomucin (CD 164), mRNA 


NMJ)06078 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 2 
(CACNG2), mRNA 


NMJ)06030 


Homo sapiens calcium channel, voltage-dependent, alpha 2/delta subunit 2 
(CACNA2D2), mRNA 


NM 006085 


Homo sapiens 3'(2 r ) ) 5 '-bisphosphate nucleotidase 1 (BPNT1), mRNA 


NM_006015 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily f, member 1 (SMARCF1), mRNA 


NM_006066 


Homo sapiens aldo-keto reductase family 1, member Al (aldehyde reductase) 
(AKR1 Al), mRNA 


NMJ)05891 


Homo sapiens acetyl-Coenzyme A acetyltransferase 2 (acetoacetyl Coenzyme A 
thiolase) (ACAT2), mRNA 


NM 006020 


Homo sapiens alkylation repair; alkB homolog (ABH), mRNA 


NM 004056 


Homo sapiens carbonic anhydrase VIII (CA8), mRNA 


NM 005664 


Homo sapiens makorin, ring finger protein, 3 (MKRN3), mRNA 


NM 005662 


Homo sapiens voltage-dependent anion channel 3 (VDAC3), mRNA 


NM 005836 


Homo sapiens translational inhibitor protein pl4.5 (UK1 14), mRNA 


NM_005660 


Homo sapiens solute carrier family 35 (UDP-galactose transporter), member 2 
(SLC35A2), mRNA 


NM 005659 


Homo sapiens ubiquitin fusion degradation 1-like (UFD1L), mRNA 
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NM 005706 


Homo sapiens tumor suppressing subtransferable candidate 4 (TSSC4), mRNA 


NM 005723 


Homo sapiens tetraspan 5 (TSPAN-5), mRNA 


NM 005727 


Homo sapiens tetraspan 1 (TSPAN-1), mRNA 


NM 005658 


Homo sapiens TNF receptor-associated factor 1 (TRAF1), mKNA 


NM 005802 


Homo sapiens tumorjprotein p53-binding protein (TP53BPL), mRNA 


NM_005749 


Homo sapiens transducer of ERBB2, 1 (TOB1), tnRNA 


NM_005655 


Homo sapiens TGFB inducible early growth response (TIEG), mRNA 


NM 005653 


Homo sapiens transcription factor CP2 (TFCP2), mRNA 


NM_005654 


Homo sapiens nuclear receptor subfamily 2, group F, member 1 (NR2F1), 
mRNA 


NM 005652 


Homo sapiens telomeric repeat binding factor 2 (TERF2), mRNA 


NM 005885 


Homo sapiens similar to S. cerevisiae SSM4 (TEB4), mRNA 


NM 005651 


Homo sapiens tryptophan 2,3-dioxygenase (TD02), mRNA 


NM 005649 


Homo sapiens transcription factor 17 (TCF17), mRNA 


NM 005647 


Homo sapiens transducin (beta)-like 1 (TBL1), mRNA 


NM_005645 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase n, K, 18kD (TAF2K), mRNA 


NM.005643 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase II, 1, 28kD (TAF2I), mRNA 


NM 005641 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase II, E, 70/85WD (TAF2E), mRNA 


NMJ)05679 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase I, C, HOkD (TAF1C), mRNA 


NM_005681 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase I, A, 48kD (TAFIA), mRNA 


NM_005639 


Homo sapiens synaptotagmin 1 (SYT1), mRNA 


NM 005638 1 


Homo sapiens synaptobrevin-like 1 (SYBL1), mRNA 


NM 005635 


Homo sapiens synovial sarcoma, X breakpoint 1 (SSX1), mRNA 


NM_005871 


Homo sapiens splicing factor 30, survival of motor neuron-related (SPF30), 
mRNA 


NM 005634 


Homo sapiens SRY (sex determining region Y)-box 3 (SOX3), mRNA 


NM 005686 


Homo sapiens SRY (sex determining region Y)-box 13 (SOX 13), mRNA 


NM 005629 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, creatine), 
member 8 (SLC6A8), mRNA 


NM_005630 


Homo sapiens solute carrier family 21 (prostaglandin transporter), member 2 
(SLC21A2), mRNA 


NM_005628 


Homo sapiens solute carrier family 1 (neutral amino acid transporter), member 5 
(SLClA5),mRNA 


NM 005627 


Homo sapiens serum/glucocorticoid regulated kinase (SGK), mRNA 


NM 005877 


Homo sapiens splicing factor 3a, subunit 1, 120kD (SF3A1), mRNA 


NM 005625 


Homo sapiens syndecan binding protein (syntenin) (SDCBP), mRNA 


NM 005623 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 8 
(monocyte chemotactic protein 2) (SC YA8), mRNA 


NM_005624 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 25 
(SCYA25), mRNA 


NM 005850 


Homo sapiens splicing factor 3b, subunit 4, 49kD (SF3B4), mRNA 


NM 005772 


Homo sapiens RNA cyclase homolog (RNAC), mRNA 


NMJ)05614 


Homo sapiens Ras homolog enriched in brain 2 (RHEB2), mRNA 


NM 005777 


Homo sapiens RNA binding motif protein 6 (RBM6), mRNA 


NM 005778 


Homo sapiens RNA binding motif protein 5 (RBM5), mRNA 


NM 005611 


Homo sapiens retinoblastoma-like 2 (pi 30) (RBL2), mRNA 


NM 005704 


Homo sapiens protein tyrosine phosphatase, receptor type, U (PTPRU), mRNA 
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NM 005607 


Homo sapiens PTK2 protein tyrosine kinase 2 (PTK2), mRNA 


NM_005789 


Homo sapiens proteasome (prosome, macropain) activator subunit 3 (PA28 
gamma; Ki) (PSME3), mRNA 


NM 005672 


Homo sapiens prostate stem cell antigen (PSCA), mRNA 


NM 005865 


Homo sapiens protease, serine, 16 (thymus) (PRSS16), mRNA 


NM 005729 


Homo sapiens peptidylprolyl isomerase F (cyclophilin F) (PPIF), mRNA 


NM 005604 


Homo sapiens POU domain, class 3, transcription factor 2 (POU3F2), mRNA 


NM 005709 


Homo sapiens PDZ-73 protein (PDZ-73/NY-CO-38), mRNA 


NM 005767 


Homo sapiens purinergic receptor (family A group 5) (P2Y5), mRNA 


NM 005835 


Homo sapiens solute carrier family 17 (sodium phosphate), member 2 
(SLC17A2),mRNA 


NM_005793 


Homo sapiens nucleoside diphosphate kinase type 6 (inhibitor of p53-induced 
apoptosis-alpha) (NM23-H6), mRNA 


NM 005600 


Homo sapiens nitrilase 1 (NTT1), mRNA 


NM 005599 


Homo sapiens nescient helix loop helix 2 (NHLH2), mRNA 


NM 005598 


Homo sapiens nescient helix loop helix 1 (NHLH1), mRNA 


NM 005596 


Homo sapiens nuclear factor VB (NFIB), mRNA 


NM 005665 


Homo sapiens ecotropic viral integration site 5 (EVI5), mRNA 


NM_005594 


Homo sapiens nascent-polypeptide-associated complex alpha polypeptide 
(NACA), mRNA 


NM 005593 


Homo sapiens myogenic factor 5 (MYF5), mRNA 


NM 005592 


Homo sapiens muscle, skeletal, receptor tyrosine kinase (MUSK), mRNA 


NM_005845 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 4 
(ABCC4), mRNA 


NM_005874 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 
and ITIM domains), member 2 (LILRB2), mRNA 


NM 005588 


Homo sapiens meprin A, alpha (PABA peptide hydrolase) (MEP1 A), mRNA 


NM_005587 


Homo sapiens MADS box transcription enhancer factor 2, polypeptide A 
(myocyte enhancer factor 2A) (MEF2A), mRNA 


NMJ)05810 


Homo sapiens killer cell lectin-like receptor subfamily G, member 1 (KLRG1), 
mRNA 


NM_005581 


Homo sapiens Lutheran blood group (Auberger b antigen included) (LU), mRNA 


NM_005578 


Homo sapiens LIM domain-containing preferred translocation partner in lipoma 
(LPP), mRNA 


NM 005577 


Homo sapiens lipoprotein, Lp(a) (LPA), mRNA 


NM 005576 


Homo sapiens lysyl oxidase-like 1 (LOXL1), mRNA 


NM 005573 


Homo sapiens lamin Bl (LMNB1), mRNA 


NM 005572 


Homo sapiens lamin A/C (LMNA), mRNA 


NM_005568 


Homo sapiens LIM homeobox protein 1 (LHX1), mRNA 


NM 005780 


Homo sapiens lipoma HMGIC fusion partner (LHFP), mRNA 


NM 005566 


Homo sapiens lactate dehydrogenase A (LDHA), mRNA 


NM 005564 


Homo sapiens lipocalin 2 (oncogene 24p3) (LCN2), mRNA 


NM 005558 


Homo sapiens ladinin 1 (LAD1), mRNA 


NM 005556 


Homo sapiens keratin 7 (KRT7), mRNA 


NMJ)05557 


Homo sapiens keratin 16 (focal non-epidermolytic palmoplantar keratoderma) 
(KRT16), mRNA 


NM 005553 


Homo sapiens keratin, cuticle, ultrahigh sulphur 1 (KRN1), mRNA 


NM 005552 


Homo sapiens kinesin 2 (60-70kD) (KNS2), mRNA 


NM 005551 


Homo sapiens kallikrein 2, prostatic (KLK2), mRNA 


NM 005550 


Homo sapiens kinesin family member C3 (KIFC3), mRNA 


NM 005832 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, beta member 2 (KCNMB2), mRNA 
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NMJ)05549 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 10 (KCNA10), mRNA 


NM 005548 


Homo sapiens lysyl-tRNA synthetase (KARS), mRNA 


NM 005547 


Homo sapiens involucrin (IVL), mRNA 


NM_005545 


Homo sapiens immunoglobulin superfamily containing leucine-rich repeat 
(ISLR), mRNA 


NM 005853 


Homo sapiens iroquois-class homeodomain protein (IRX-2A), mRNA 


NM 005544 


Homo sapiens insulin receptor substrate 1 (IRS1), mRNA 


NM 005543 


Homo sapiens insulin-like 3 (Leydig cell) (INSL3), mRNA 


NM 005542 


Homo sapiens insulin induced gene 1 (INSIG1), mRNA 


NM 005541 


Homo sapiens inositol polyphosphate-5 -phosphatase, 145kD (INPP5D), mRNA 


NM 005539 


Homo sapiens inositol polyphosphate-5 -phosphatase, 40kD (INPP5A), mRNA 


NM 005537 


Homo sapiens inhibitor of growth 1 family, member 1 (ING1), mRNA 


NM 005535 


Homo sapiens interleukin 12 receptor, beta 1 (IL12RB1), mRNA 


NM 005532 


Homo sapiens interferon, alpha-inducible protein 27 (IFI27), mRNA 


NM 005531 


Homo sapiens interferon, gamma-inducible protein 16 (Ml 6), mRNA 


NM 005530 


Homo sapiens isocitrate dehydrogenase 3 (NAD+) alpha (IDH3 A), mRNA 


NM 005808 


Homo sapiens HYA22 protein (HYA22), mRNA 


NM 005528 


Homo sapiens heat shock 40kD protein 2 (HSPF2), mRNA 


NM 005526 


Homo sapiens heat shock transcription factor 1 (HSF1), mRNA 


NM 005525 


Homo sapiens hydroxysteroid (11 -beta) dehydrogenase 1 (HSD11B1), mRNA 


NM 005522 


Homo sapiens homeo box Al (HOXA1), mRNA 


NM_005521 


Homo sapiens homeo box 1 1 (T-cell lymphoma 3 -associated breakpoint) 
(HOXll),mRNA 


NMJ)05518 


Homo sapiens 3-hydroxy-3-methylglutaryl-Coenzyme A synthase 2 
(mitochondrial) (HMGCS2), mRNA 


NM 005515 


Homo sapiens homeo box HB9 (HLXB9), mRNA 


NM 005516 


Homo sapiens major histocompatibility complex, class I, E (HLA-E), mRNA 


NM_005712 


Homo sapiens HERV-H LTR-associating 1 (HHLA1), mRNA 


NMJ)05844 


Homo sapiens PERB1 1 family member in MHC class I region (HCGDC), mRNA 


NMJ)05513 


Homo sapiens general transcription factor EE, polypeptide 1 (alpha subunit, 
56kD) (GTF2E1), mRNA 


NM 005683 


Homo sapiens G protein-coupled receptor 55 (GPR55), mRNA 


NMJ)05684 


Homo sapiens G protein-coupled receptor 52 (GPRS 2), mRNA 


NM_005512 


Homo sapiens glycoprotein A repetitions predominant (GARP), mRNA 


NMJ)05851 


Homo sapiens tumor suppressor deleted in oral cancer-related 1 (DOC-1R), 
mRNA 


NM 005740 


Homo sapiens dynein, axonemal, light polypeptide 4 (DNAL4), mRNA 


NM 005872 


Homo sapiens breast carcinoma amplified sequence 2 (BCAS2), mRNA 


NM 005671 


Homo sapiens reproduction 8 (D8S2298E), mRNA 


NM 005800 


Homo sapiens highly charged protein (D13S106E), mRNA 


NMJ)05752 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, superfamily member 1 (cartilage-derived) (CLECSF1), mRNA 


NM 005507 


Homo sapiens cofilin 1 (non-muscle) (CFL1), mRNA 


NM_005825 


Homo sapiens RAS guanyl releasing protein 2 (calcium and DAG-regulated) 
(RASGRP2), mRNA 


NM 005773 


Homo sapiens zinc finger protein 256 (ZNF256), mRNA 


NM 005774 


Homo sapiens zinc finger protein 255 (ZNF255), mRNA 


NM 005504 


Homo sapiens branched chain aminotransferase 1, cytosolic (BCAT1), mRNA ! 


NM 005738 


Homo sapiens ADP-ribosylation factor-like 4 (ARL4), mRNA 


NMJ)05731 


Homo sapiens actin related protein 2/3 complex, subunit 2 (34 kD) (ARPC2), 
mRNA 
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NM_005719 


Homo sapiens actin related protein 2/3 complex, subunit 3 (21 kD) (ARPC3), 
mRNA 


MM 005883 


Homo sapiens adenomatous polyposis coli like (APCL), mRNA 


NM 005858 


Homo sapiens A kinase (PRKA) anchor protein 8 (AKAP8), mRNA 


NM 002023 


Homo sapiens fibromodulin (FMOD), mRNA 


NMJ)00108 


Homo sapiens dihydrolipoamide dehydrogenase (E3 component of pyruvate 
dehydrogenase complex, 2-oxo-glutarate complex, branched chain keto acid 
dehydrogenase complex) (DLD), mRNA 


NM 001621 


Homo sapiens aryl hydrocarbon receptor (AHR), mRNA 


NM 001101 


Homo sapiens actin, beta (ACTB), mRNA 


NM 001100 


Homo sapiens actin, alpha 1, skeletal muscle (ACTA1), mRNA 


NM 000054 


Homo sapiens arginine vasopressin receptor 2 (nephrogenic diabetes insipidus) 
(AVPR2), mRNA 


NM 005455 


Homo sapiens zinc finger protein 265 (ZNF265), mRNA 


NM_005433 


Homo sapiens v-yes-1 Yamaguchi sarcoma viral oncogene homolog 1 (YES1), 
mRNA 


NM 005429 


Homo sapiens vascular endothelial growth factor C (VEGFC), mRNA 


NM 005499 


Homo sapiens SUMO-1 activating enzyme subunit 2 (UBA2), mRNA 


NM 005427 


Homo sapiens tumor protein p73 (TP73), mRNA 


NM 005425 


Homo sapiens transition protein 2 (during hi stone to protamine replacement) 
(TNP2), mRNA 


NMJ)05424 


Homo sapiens tyrosine kinase with immunoglobulin and epidermal growth factor 
homology domains (TIE), mRNA 


NM 005423 


Homo sapiens trefoil factor 2 (spasmolytic protein 1) (TFF2), mRNA 


NM 005422 


Homo sapiens tectorin alpha (TECTA), mRNA 


NM_005421 


Homo sapiens T-cell acute lymphocytic leukemia 2 (TAL2), mRNA 


NM 005420 


Homo sapiens sulfotransferase, estrogen-preferring (STE), mRNA 


NMJ)05418 


Homo sapiens suppression of tumorigenicity 5 (ST5), mRNA 


NM 005470 


Homo saniens snectrin SH3 domain bin din f? nrotein 1 fSSH3BTM^ mRNA 


NM 005416 


Homo sapiens small proline-rich protein 3 (SPRR3), mRNA 


NM 005460 


Homo saniens svnuclein aloha interactim? nrotein fsvnnhilirri fSNCATP^ mRNA 


NM 005412 


Homo saniens serine hvdroxvmethvl transferase 2 ^mitochondrial^ fSTTA/TT2^ 
mRNA 


NM 005408 


Homo saniens small inducible cvtokine subfamilv A (Cvs-Cvs^ member 13 

xlvlllv OUL/lOliJ OlllUll UAUUvll/lV J W4*ll*w O UU1UAAU 1 J J. X \ V--' Y iJ V-^ V v /• lll^lllL/vl L *J 

(SCYA13),mRNA 


NM_005402 


Homo sapiens v-ral simian leukemia viral oncogene homolog A (ras related) 
(RALA), mRNA 


NM 005397 


Homo sapiens podocalyxin-like (PODXL.), mRNA 


NM 005395 


Homo sapiens postmeiotic segregation increased 2-like 9 (PMS2L9), mRNA 


NM 005394 


Homo sapiens postmeiotic segregation increased 2-like 8 (PMS2L8), mRNA 


NM 005390 


Homo saniens nvruvate dehydrogenase fliooamide") alnha 2 fPDHA2^ mRNA 

AAV111V OUUAVllij L/ Y Ji IX ▼ Ulw uvil J VU V u viiuuv ^lipvuilUUv 1 tXlL/XXtX X* 11 l/lli lAlXVL li X 


NM_005389 


Homo sapiens protein-L-isoaspartate (D-aspartate) O-methyltransferase 
(PCMT1), mRNA 


NM 005450 


Homo sapiens noggin (NOG), mRNA 


NM 005386 


Homo sapiens neuronatin (NNAT), mRNA 


NM 005384 


Homo sapiens nuclear factor, interleukin 3 regulated (NFDL3), mRNA 


NM 005383 


Homo sapiens sialidase 2 (cytosolic sialidase) (NEU2), mRNA 


NM 005382 


Homo sapiens neurofilament 3 (150kD medium) (NEF3), mRNA 


NM 005381 


Homo sapiens nucleolin (NCL), mRNA 


NM 005380 


Homo sapiens neuroblastoma, suppression of tumorigenicity 1 (NBL1), mRNA 


NM 005468 


Homo sapiens N-acetylated alpha-linked acidic dipeptidase-like; ILEAL 
DIPEPTIDYLPEPTIDASE (NAALADASEL), mRNA 
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NMJ)05374 


Homo sapiens membrane protein, palmitoylated 2 (MAGUK p55 subfamily 
member 2) (MPP2), mRNA 


NM 005373 


Homo sapiens myeloproliferative leukemia virus oncogene (MPL), mRNA 


NMJ)05372 


Homo sapiens v-mos Moloney murine sarcoma viral oncogene homolog (MOS), 
mRNA 


NM 005439 


Homo sapiens myeloid leukemia factor 2 (MLF2), mRNA 


NM 005369 


Homo sapiens MCF.2 cell line derived transforming sequence (MCF2), mRNA 


NM 005368 


Homo sapiens myoglobin (MB), mRNA 


NM 005363 


Homo sapiens melanoma antigen, family A, 6 (MAGEA6), mRNA 


NM 005362 


Homo sapiens melanoma antigen, family A, 3 (MAGEA3), mRNA 


NM 005361 


Homo sapiens melanoma antigen, family A, 2 (MAGEA2), mRNA 


NMJ)05475 


Homo sapiens lvmphocvte adaptor protein (LNK), mRNA 


NM 005357 


Homo sapiens lipase, hormone-sensitive (LIPE), mRNA 


NM 005356 


Homo sapiens lymphocyte-specific protein tyrosine kinase (LCK), mRNA 


NM_005472 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 3 
(KCNE3), mRNA 


NM_005495 


Homo sapiens solute carrier family 17 (sodium phosphate), member 4 
(SLC17A4), mRNA 


NM_005456 


Homo sapiens mitogen-activated protein kinase 8 interacting protein 1 
(MAPK8IPl),mRNA 


NM_005343 


Homo sapiens v-Ha-ras Harvey rat sarcoma viral oncogene homolog (HRAS), 
mRNA 


NM_005342 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 4 
(HMG4), mRNA 


NM 005341 


Homo sapiens GLI-Kruppel family member HKR3 (HKR3), mRNA 


NM 005337 


Homo sapiens hematopoietic protein 1 (HEM1), mRNA 


NM 005477 


Homo sapiens hyperpolarization activated cyclic nucleotide-gated potassium 
channel 4 (HCN4), mRNA 


NM 005335 


Homo sapiens hematopoietic cell-specific Lyn substrate 1 (HCLS1), mRNA 


NM 005334 


Homo sapiens host cell factor CI (VP16-accessory protein) (HCFC1), mRNA 


NMJ)05333 


Homo sapiens holocytochrome c synthase (cytochrome c heme-lyase) (HCCS), 
mRNA 


NM 005328 


Homo sapiens hyaluronan synthase 2 (HAS2), mRNA 


NM_005327 


Homo sapiens L-3 -hydroxy acyl-Coenzyme A dehydrogenase, short chain 
(HADHSC), mRNA 


NM 005324 


Homo sapiens H3 histone, family 3B (H3.3B) (H3F3B), mRNA 


NM 005321 


Homo sapiens HI histone family, member 4 (H1F4), mRNA 


NM 005320 


Homo sapiens HI histone family, member 3 (H1F3), mRNA 


NM 005319 


Homo sapiens HI histone family, member 2 (H1F2), mRNA 


NM 005325 


Homo sapiens HI histone family, member 1 (H1F1), mRNA 


NM 005318 


Homo sapiens HI histone family, member 0 (H1F0), mRNA ! 


NM 005459 


Homo sapiens guanylate cyclase activator 1C (GUCA1C), mRNA 


NM_005316 


Homo sapiens general transcription factor EH, polypeptide 1 (62kD subunit) 
(GTF2H1), mRNA 


NM 005315 


Homo sapiens goosecoid-like (GSCL), mRNA 


NM 005314 


Homo sapiens gastrin-releasing peptide receptor (GRPR), mRNA 


NM 005313 


Homo sapiens glucose regulated protein, 58kD (GRP58), mRNA 


NM_005312 


Homo sapiens guanine nucleotide-releasing factor 2 (specific for crkproto- 
oncogene) (GRF2), mRNA 


NM 005311 


Homo sapiens growth factor receptor-bound protein 10 (GRB10), mRNA 


NM_005309 


Homo sapiens glutamic-pyruvate transaminase (alanine aminotransferase) 
(GPT), mRNA 
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NM 005308 


Homo sapiens G protein-coupled receptor kinase 5 (GPRK5), mRNA 


NM 005286 


Homo sapiens G protein-coupled receptor 8 (GPR8), mRNA 


NM 005285 


Homo sapiens G protein-coupled receptor 7 (GPR7), mRNA 


NM 005284 


Homo sapiens G protein-coupled receptor 6 (GPR6), mRNA 


NM 005458 


Homo sapiens G protein-coupled receptor 51 (GPR51), mRNA 


NM 005282 


Homo sapiens G protein-coupled receptor 4 (GPR4), mRNA 


NM 005306 


Homo sapiens G protein-coupled receptor 43 (GPR43), mRNA 


NM 005305 


Homo sapiens G protein-coupled receptor 42 (GPR42), mRNA 


NM 005304 


Homo sapiens G protein-coupled receptor 41 (GPR41), mRNA 


NM 005303 


Homo sapiens G protein-coupled receptor 40 (GPR40), mRNA 


NM 005281 


Homo sapiens G protein-coupled receptor 3 (GPR3), mRNA 


NMJ)05302 


Homo sapiens G protein-coupled receptor 37 (endothelin receptor type B-like) 
(GPR37), mRNA 


NM 005301 


Homo sapiens G protein-coupled receptor 35 (GPR35), mRNA 


NM 005300 


Homo sapiens G protein-coupled receptor 34 (GPR34), mRNA 


NM 005299 


Homo sapiens G protein-coupled receptor 31 (GPR31), mRNA 


NM 005298 


Homo sapiens G protein-coupled receptor 25 (GPR25), mRNA 


NM 005297 


Homo sapiens G protein-coupled receptor 24 (GPR24), mRNA 


NM 005296 


Homo sapiens G protein-coupled receptor 23 (GPR23), mRNA 


NM 005295 


Homo sapiens G protein-coupled receptor 22 (GPR22), mRNA 


NM 005294 


Homo sapiens G protein-coupled receptor 21 (GPR21), mRNA 


NM 005293 


Homo sapiens G protein-coupled receptor 20 (GPR20), mRNA 


NM 005279 


Homo sapiens G protein-coupled receptor 1 (GPR1), mRNA ! 


NM 005291 


Homo sapiens G protein-coupled receptor 17 (GPR17), mRNA 


NM 005290 


Homo sapiens G protein-coupled receptor 15 (GPR15), mRNA 


NM 005288 


Homo sapiens G protein-coupled receptor 12 (GPR12), mRNA j 


NM 005276 


Homo sapiens glycerol-3 -phosphate dehydrogenase 1 (soluble) (GPD1), mRNA 


NM 005275 


Homo sapiens guanine nucleotide binding protein-like 1 (GNL1), mRNA 


NMJ)05274 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 5 ! 
(GNG5), mRNA 


NM_005273 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 2 
(GNB2), mRNA 


NM 005271 


Homo sapiens glutamate dehydrogenase 1 (GLUD1), mRNA 


NM 005269 


Homo sapiens glioma-associated oncogene homolog (zinc finger protein) (GLI), 
mRNA 


NM 005264 


Homo sapiens GDNF family receptor alpha 1 (GFRA1), mRNA 


NMJ)05263 


Homo sapiens growth factor independent 1 (GFI1), mRNA 


NM 005256 


Homo sapiens growth arrest-specific 2 (GAS2), mRNA 


NM 005255 


Homo sapiens cyclin G associated kinase (GAK), mRNA 


NM 005253 


Homo sapiens FOS-like antigen 2 (FOSL2), mRNA [ 


NM 005249 


Homo sapiens forkhead box GIB (FOXG1B), mRNA 


NMJ)05251 


Homo sapiens forkhead box C2 (MFH-1, mesenchyme forkhead 1) (FOXC2), 
mRNA 


NM_005248 


Homo sapiens Gardner-Rasheed feline sarcoma viral (v-fgr) oncogene homolog 
(FGR), mRNA 


NM_005246 


Homo sapiens fer (fps/fes related) tyrosine kinase (phosphoprotein NCP94) 
(FER), mRNA 


NM_005234 


Homo sapiens nuclear receptor subfamily 2, group F, member 6 (NR2F6), 
mRNA 


NM 005233 


Homo sapiens EphA3 (EPHA3), mRNA 


NM_005231 


Homo sapiens emsl sequence (mammary tumor and squamous cell carcinoma- 
associated (p80/85 src substrate) (EMS1), mRNA 
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NM 005227 


Homo sapiens ephrin-A4 (EFNA4), mRNA 


NM 005223 


Homo sapiens deoxyribonuclease I (DNASE1), mRNA 


NM 005222 


Homo sapiens distal-less homeo box 6 (DLX6), mRNA 


NM 005220 


Homo sapiens distal-less homeo box 3 (DLX3), mRNA 


NM_005216 


Homo sapiens dolichyl-diphosphooligosaccharide-protein glycosyltransferase 
(DDOST), mRNA 


NM 005215 


Homo sapiens deleted in colorectal carcinoma (DCC), mRNA 


NM_005436 


Homo sapiens DNA segment, single copy, probe pH4 (transforming sequence, 
thyroid- 1, (D10S170), mRNA 


NM 005214 


Homo sapiens cytotoxic T-lymphocyte~associated protein 4 (CTLA4), mRNA 


NM 005213 


Homo sapiens cystatin A (stefin A) (CSTA), mRNA 


NM 005492 


Homo sapiens cystatin 8 (cystatin-related epididymal specific) (CST8), mRNA 


NM 005212 


Homo sapiens casein, kappa (CSN10), mRNA 


NMJ)05211 


Homo sapiens colony stimulating factor 1 receptor, formerly McDonough feline 
sarcoma viral (v-fms) oncogene homolog (CSF1R), mRNA 


NMJ)05204 


Homo sapiens mitogen-activated protein kinase kinase kinase 8 (MAP3K8), 
mRNA 


NM 005200 


Homo sapiens cell matrix adhesion regulator (CMAR), mRNA 


NMJ)05195 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), delta (CEBPD), 
mRNA 


NMJJ05194 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), beta (CEBPB), 
mRNA 


NM 005193 


Homo sapiens caudal type homeo box transcription factor 4 (CDX4), mRNA 


NM_005191 


Homo sapiens CD80 antigen (CD28 antigen ligand 1, B7-1 antigen) (CD80), 
mRNA 


NM_005188 


Homo sapiens Cas-Br-M (murine) ecotropic retroviral transfonning sequence 
(CBL), mRNA 


NM 005185 


Homo sapiens calmodulin-like 3 (CALML3), mRNA 


NM. 005184 


Homo sapiens calmodulin 3 (phosphorylase kinase, delta) (CALM3), mRNA 


NM_005483 


Homo sapiens chromatin assembly factor 1, subunit A (pi 50) (CHAF1A), 
mRNA 


NM 005441 


Homo sapiens chromatin assembly factor 1, subunit B (p60) (CHAF1B), mRNA 


NMJ)05183 


Homo sapiens calcium channel, voltage-dependent, alpha IF subunit 
(CACNA1F), mRNA 


NM 005182 


Homo sapiens carbonic anhydrase VII (CA7), mRNA 


NMJ305448 


Homo sapiens bone morphogenetic protein 15 (BMP 15). mRNA 


NM_005178 


Homo sapiens B-cell CLL/lymphoma 3 (BCL3), mRNA 


NM_005177 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) non- 
catalytic accessory protein 1A (1 10/1 16kD) (ATP6N1A), mRNA 


NM_005174 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, 
gamma polypeptide I (ATP5C1), mRNA 


NM 005173 


Homo sapiens ATPase, Ca++ transporting, ubiquitous (ATP2A3), mRNA 


NM 005171 


Homo sapiens activating transcription factor 1 (ATF1), mRNA 


NM 005167 


Homo sapiens ras homolog gene family, member C (ARHC), mRNA 


NM 005166 


Homo sapiens amyloid beta (A4) precursor-like protein 1 (APLP1), mRNA 


NM 005165 


Homo sapiens aldolase C, fructose-bisphosphate (ALDOC), mRNA 


NM_005163 


Homo sapiens v-akt murine thymoma viral oncogene homolog 1 (AKT1), 
mRNA 


NM 005161 


Homo sapiens angiotensin receptor-like 1 (AGTRL1), mRNA 


NM 005095 


Homo sapiens zinc finger protein 262 (ZNF262), mRNA 


NM 005096 


Homo sapiens zinc finger protein 261 (ZNF261), mRNA 


NM 005081 


Homo sapiens zinc fmger protein 142 (clone pHZ-49) (ZNF142), mRNA 
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NM.005121 


Homo sapiens thyroid hormone receptor-associated protein, 240 kDa subunit 
(TRAP240), mRNA 


NM 005079 


Homo sapiens tumor protein D52 (TPD52), mRNA 


NM 005091 


Homo sapiens peptidoglycan recognition protein (PGLYRP), mRNA 


NM.005092 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 18 
CTNFSF18\ mRNA 


NM_005118 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 15 
fTNFSF15\mRNA 


NM_005147 


Homo sapiens tumorous imaginal discs (Drosophila) homolog (TID1), mRNA 


NM 005076 


Hnmn aniens contactin 2 Caxonal^ (CNTN2), mRNA 


NM_005116 


Homo sapiens solute carrier family 23 (nucleobase transporters), member 1 
rSTC23Al^ mRNA 


NM 005070 


Homo sapiens solute carrier family 4, anion exchanger, member 3 (SLC4A3), 
mRNA 


NM 005074 


Homo ^aniens solute carrier familv 17 (sodium phosphate}, member 1 
(SLC17A1} mRNA 


NM 005073 


Homo sapiens solute carrier family 1 5 (oligopeptide transporter), member 1 
(SLC15A1), mRNA 


NM.005072 


Homo sapiens solute carrier family 12 (potassium/chloride transporters), member 
4 (SLC12A4), mRNA 


NM_005063 


Homo sapiens stearovl-CoA desaturase (delta-9-desaturase) (SCD), mRNA 


NM 005060 


Homo sapiens RAR-related orphan receptor C (RORC), mRNA 


NM 005059 

iiivi. \J\J ^i\J ■J y 


Homo sapiens relaxin 2 (E2) (HLN2), mRNA 

A 1 VI 1A OUpivllO 1 VlU/Vlli 1* \ J V /) ******* ^* » 


NM 005045 


T-Tomo ^aniens reelin (RELN^ mRNA 

JL IV/ i>uyivllO 1 Willi ^AViJI^J /> - L - 41J - X - L *- 


NM 00505R 


Homo saniens RNA binding motif nrotein. Y chromosome, familv 1, member Al 
(RBMYIAU mRNA 

^ iVMi'i x n 1.1 yj iihaj. ^ *■ * 


NM 005052 


Homo sapiens ras-related C3 botulinum toxin substrate 3 (rho family, small CiTF 
binding protein Rac3) (RAC3), mRNA 


NM 005051 


Homo sapiens giutaminyl-tRNA synthetase (QARS), mRNA 


NM 005048 


Homo sapiens parathyroid hormone receptor 2 (PTHR2), mRNA 


NM 005044 


Homo sapiens protein kinase, X-linked (PRKX), mRNA 


NM 005043 


Homo sapiens mitogen-activated protein kinase kinase 7 (MAP2K7), mRNA 


NM 005042 


Homo sapiens proline-rich protein HaeHI subfamily 2 (PRH2), mRNA 


NM 005041 


Homo sapiens perforin 1 (preforming protein) (PRF1), mRNA 


NM 005040 


Homo sapiens procarboxypeptidase (angiotensinase C) (PRCP), mRNA 


NM 005039 


Homo sapiens proline-rich protein BstNI subfamily 1 (PRB1), mRNA 


NM 005038 


Homo sapiens peptidylprolyl isomerase D (cyclophilin D) (PPID), mRNA 


NM 005090 


Homo <?aniens naired-like homeodomain transcription factor 3 (PITX3), mRNA 


NM 005077 


Homo ^aniens nho«;T)hoino«?itide-3 -kinase, reeulatorv subunit, polypeptide 2 (p85 

Xxv/ixiw ociL/iwiikj Lyiiv/OL/iiuiiiv/oiuvtV' ~* iviiii*ovj 1 v 5** J "j r Vr r \r 

beta"* fPIK3R2) mRNA 


NM 005026 


Homo sapiens phosnhoinositide-3 -kinase, catalytic, delta polypeptide (P1K3CD), 
mRNA 


NM 005021 


Homo sapiens ectonucleotide ovronhosphatase/phosphodiesterase 3 (ENPP3), 
mRNA 


NM 005019 


Homo sapiens phosphodiesterase 1 A, calmodulin-dependent (PDE1 A), mRNA 


NM 005018 


Homo sapiens programmed cell death 1 (PDCD1), mRNA 


NM 005015 


Homo sapiens oxidase (cytochrome c) assembly 1-like (OXA1L), mRNA 


NM 005085 


Homo sapiens nucleoporin 214kD (CAIN) (NUP214), mRNA 


NM 005124 


Homo sapiens nucleoporin 153kD (NUP153), mRNA 


NM 005013 


Homo sapiens nucleobindin 2 (NUCB2), mRNA 


NM 005012 


Homo sapiens receptor tyrosine kinase-like orphan receptor 1 (ROR1), mRNA 


NM 005011 


Homo sapiens nuclear respiratory factor 1 (NRF1), mRNA 
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NM 005010 


Homo sapiens neuronal cell adhesion molecule (NRCAM), mRNA 


NM 005009 


Homo sapiens non-metastatic cells 4, protein expressed in (NME4), mRNA 


NMJ)05007 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
inhibitor-like 1 (NFKBIL1), mRNA 


NM_005004 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 8 (19kD, 
ASHI) (NDUFB8), mRNA 


NM 005001 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 7 
(14.5kD, B14.5a) (NDUFA7), mRNA 


NM 004988 


Homo sapiens melanoma antigen, family A, 1 (directs expression of antigen 
MZ2-E) (MAGEA1), mRNA 


NM 005097 


Homo sapiens leucine-rich, glioma inactivated 1 (LGI1), mRNA 


NM 004984 


Homo sapiens kinesin family member 5 A (KIF5A), mRNA 


NMJ)04983 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 9 
(KCNJ9), mRNA 


NMJ)04982 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 8 
(KCNJ8), mRNA 


NM_000890 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 5 
(KCNJ5), mRNA 


NM_004981 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 4 
(KCNJ4), mRNA 


NMJ)05136 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 2 
(KCNE2), mRNA 


NM 004980 


Homo sapiens potassium voltage-gated channel, Shal-related subfamily, member 
3 (KCND3), mRNA 


NM_004979 


Homo sapiens potassium voltage-gated channel, Shal-related family, member 1 
(KCNDl),mRNA 


NMJ)04978 


Homo sapiens potassium voltage-gated channel, Shaw-related subfamily, 
member 4 (KCNC4), mRNA 


NM_004977 


Homo sapiens potassium voltage-gated channel, Shaw-related subfamily, 
member 3 (KCNC3), mRNA 


NMJW4976 


Homo sapiens potassium voltage-gated channel, Shaw-related subfamily, 
member 1 (KCNC1), mRNA 


NMJ)04975 


Homo sapiens potassium voltage-gated channel, Shab-related subfamily, member 
1 (KCNB1), mRNA 


NM 004969 


Homo sapiens insulin-degrading enzyme (IDE), mRNA 


NM 005143 


Homo sapiens haptoglobin (HP), mRNA 


NM_004965 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 14 
(HMG14), mRNA 


NM 005130 


Homo sapiens heparin-binding growth factor binding protein (HBP 1 7), mRNA 


NMJ)04963 


Homo sapiens guanylate cyclase 2C (heat stable enterotoxin receptor) 
(GUCY2C), mRNA 


NM 005100 


Homo sapiens A kinase (PRKA) anchor protein (gravin) 12 (AKAP12), mRNA 


NM 005113 


Homo sapiens golgi autoantigen, golgin subfamily a, 5 (GOLGA5), mRNA 


NMJ)05145 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 7 
(GNG7), mRNA " ! 


NM 005142 


Homo sapiens gastric intrinsic factor (vitamin B synthesis) (GIF), mRNA 


NM 005110 


Homo sapiens glutamine-fructose-6-phosphate transaminase 2 (GFPT2), mRNA 


NMJ)04960 


Homo sapiens fusion, derived from t(12;16) malignant liposarcoma (FUS), 
mRNA 


NMJ)04959 


Homo sapiens nuclear receptor subfamily 5, group A, member 1 (NR5A1), 
mRNA 


NM 004957 


Homo sapiens folylpolyglutamate synthase (FPGS), mRNA 
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NM 004956 


Homo sapiens ets variant gene 1 (ETV1), mRNA 


NM 004955 


Homo sapiens solute carrier family 29 (nucleoside transporters), member 1 
(SLC29Al),mRNA 


NM 005107 


Homo sapiens endonuclease G-like 1 (ENDOGL1), mRNA 


NM_004953 


Homo sapiens eukaryotic translation initiation factor 4 gamma, 1 (EIF4G1), 
mRNA 


NM 004952 


Homo sapiens ephrin-A3 (EFNA3), mRNA 


NM 004944 


Homo sapiens deoxyribonuclease I-like 3 (DNASE1L3), mRNA 


NM 004938 


Homo sapiens death-associated protein kinase 1 (DAPK1), mRNA 


NM_005127 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, superfamily member 2 (activation-induced) (CLECSF2), mRNA 


NM 004935 


Homo sapiens cyclin-dependent kinase 5 (CDK5), mRNA 


NM 004931 


Homo sapiens CD8 antigen, beta polypeptide 1 (p37) (CD8B1), mRNA 


NM 005125 


Homo sapiens copper chaperone for superoxide dismutase (CCS), mRNA 


NM_005093 


Homo sapiens core-binding factor, runt domain, alpha subunit 2; translocated to, 
2 (CBFA2T2), mRNA 


NM_004930 


Homo sapiens capping protein (actin filament) muscle Z-line, beta (CAPZB), 
mRNA 


NM 005139 


Homo sapiens annexin A3 (ANXA3), mRNA 


NM 000664 


Homo sapiens acetyl-Coenzyme A carboxylase alpha (ACACA), mRNA 


NM 002108 


Homo sapiens histidine ammonia-lyase (HAL), mRNA 


NM 001718 


Homo sapiens bone morphogenetic protein 6 (BMP6), mRNA 


NM 001154 


Homo sapiens annexin A5 (ANXA5), mRNA 


NM 001153 


Homo sapiens annexin A4 (ANXA4), mRNA 


NM 004817 


Homo sapiens tight junction protein 2 (zona occludens 2) (TJP2), mRNA 


NM 004736 


Homo sapiens xenotropic and polytropic retrovirus receptor (XPR1), mRNA 


NM_004628 


Homo sapiens xeroderma pigmentosum, complementation group C (XPC), 
mRNA 


NM 004627 


Homo sapiens tryptophan rich basic protein (WRB), mRNA 


NM_004183 


Homo sapiens vitelliform macular dystrophy (Best disease, bestrophin) (VMD2), 
mRNA 


NM_004664 


Homo sapiens Vertebrate LDST7 homolog 1, Tax interaction protein 33 (VELI1), 
mRNA 


NM 004679 


Homo sapiens variable charge, Y chromosome (VCY), mRNA 


NM 004182 


Homo sapiens ubiquitously-expressed transcript (UXT), rnRNA 


NM 004651 


Homo sapiens ubiquitin specific protease 1 1 (USP1 1), mRNA 


NM_004181 


Homo sapiens ubiquitin carboxyl-terminal esterase LI (ubiquitin thiolesterase) 
(UCHL1), mRNA 


NM 004223 


Homo sapiens ubiquitin-conjugating enzyme E2L 6 (UBE2L6), mRNA 


NM 004623 


Homo sapiens tetratricopeptide repeat domain 4 (TTC4), mRNA 


NM 004622 


Homo sapiens translin (TSN), rnRNA 


NM 004236 


Homo sapiens thyroid receptor interacting protein 15 (TRIP 15), mRNA 


NM 004909 


Homo sapiens taxol resistance associated gene 3 (TRAG3), mRNA 


NM 004295 


Homo sapiens TNF receptor-associated factor 4 (TRAF4), mRNA 


NM_004179 


Homo sapiens tryptophan hydroxylase (tryptophan 5-monooxygenase) (TPH), 
mRNA 


NM_004195 


Homo sapiens tumor necrosis factor receptor superfamily, member 18 
(TNFRSF18), mRNA 


NM 004202 


Homo sapiens thymosin, beta 4, Y chromosome (TMSB4Y), mRNA 


NM 004616 


Homo sapiens transmembrane 4 superfamily member 3 (TM4SF3), mRNA 


NM 004615 


Homo sapiens transmembrane 4 superfamily member 2 (TM4SF2), mRNA 


NM 004865 


Homo sapiens TBP-like 1 (TBPL1), mRNA 
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NM_004613 


Homo sapiens transglutaminase 2 (C polypeptide, protem-glutamine-gamma- 
glutamyltransferase) (TGM2), mRNA 


NM_004612 


Homo sapiens transforming growth factor, beta receptor I (activin A receptor 
tvpe n-like kinase, 53kD) (TGFBR1), mRNA 


NM 004708 


Homo sapiens programmed cell death 5 (PDCD5), mRNA 


NM 004918 


Homo sapiens T-cell leukemia/lymphoma IB (TCL1B), mRNA 


NM 004609 


Homo sapiens transcription factor 15 (basic helix-loop-helix) (TCF15), mRNA 


NM ,004780 


Homo sapiens transcription elongation factor A (SH)-like 1 (TCEAL1), mRNA 


NM_004783 


Homo sapiens thousand and one amino acid protein kinase (TAOl), mRNA 


NM_004606 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase H, A, 250kD (TAF2A), mRNA 


NM 004710 


Homo sapiens synaptogyrin 2 (SYNGR2), mRNA 


NM 004711 


Homo sapiens synaptogyrin 1 (SYNGR1), mRNA 


NMJ)04605 


Homo sapiens sulfotransferase family, cytosolic, 2B, member 1 (SULT2B1), 
mRNA 


NM 004853 


Homo sapiens syntaxin 8 (STX8), mRNA 


NM 004603 


Homo sapiens syntaxin 1 A (brain) (STX1 A), mRNA 


NM 004217 


Homo sapiens serine/threonine kinase 12 (STK12), mRNA 


NM 004599 


Homo sapiens sterol regulatory element binding transcription factor 2 (SREBF2), 
mRNA 


NM_004176 


Homo sapiens sterol regulatory element binding transcription factor 1 (SREBF1), 
mRNA 


NM 000582 


Homo sapiens secreted phosphoprotein 1 (osteopontin, bone sialoprotein I, early 
T-lymphocyte activation 1) (SPP1), mRNA 


NM 004189 


Homo sapiens SRY (sex determining region Y)-box 14 (SOX 14), mRNA 


NM 004596 


Homo sapiens small nuclear ribonucleoprotein polypeptide A (SNRPA), mRNA 


NM 004782 


Homo sapiens synaptosomal-associated protein, 29kD (SNAP29), mRNA 


NM 004595 


Homo sapiens spermine synthase (SMS), mRNA 


NM_004594 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 5 
(SLC9A5), mRNA 


NMJW4173 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 4 (SLC7A4), mRNA 


NMJ)04211 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, glycine), 
member 5 (SLC6A5), mRNA 


NM 004858 


Homo sapiens solute carrier family 4, sodium bicarbonate cotransporter, member 
8 (SLC4A8), mRNA 


NM_004727 


Homo sapiens solute carrier family 24 (sodium/potassium/calcium exchanger), 
member 1 (SLC24A1), mRNA 


NM__004172 


Homo sapiens solute carrier family 1 (glial high affinity glutamate transporter), 
member 3 (SLC1 A3), nuclear gene encoding mitochondrial protein, mRNA 


NMJ)04171 


Homo sapiens solute carrier family 1 (glial high affinity glutamate transporter), 
member 2 (SLC1A2), nuclear gene encoding mitochondrial protein, mRNA 


NM 004731 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 7 (SLC16A7), mRNA 


NM 004695 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 5 (SLC16A5), mRNA 


NM_004207 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 3 (SLC16A3), mRNA 


NM 004870 


Homo sapiens mannose-P-dolichol utilization defect 1 (MPDU1), mRNA 


NM 004768 


Homo sapiens splicing factor, arginine/serine-rich 1 1 (SFRS1 1), mRNA 


NM 004636 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semaphorin) 3B (SEMA3B), mRNA 
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NM 004753 


Homo sapiens short-chain dehydrogenase/reductase 1 (SDR1), mRNA 


NM 004168 


Homo sapiens succinate dehydrogenase complex, subunit A, flavoprotein (Fp) 
(SDHA), nuclear gene encoding mitochondrial protein, mRNA 


NM 004713 


Homo sapiens serologically defined colon cancer antigen 1 (SDCCAG1), mRNA 


NM 004591 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 20 
(SCYA20), mRNA 


NM 004590 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 16 
(SCYA16),mRNA 


NM 004588 


Homo sapiens sodium channel, voltage-gated, type II, beta polypeptide 
(SCN2B), mRNA 


NM 004165 


Homo sapiens Ras-related associated with diabetes (RRAD), mRNA 


NM 004755 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 5 (RPS6KA5), 
mRNA 


NM 004586 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 3 (RPS6KA3), 
mRNA 


NM_004790 


Homo sapiens solute carrier family 22 (organic anion transporter), member 6 
(SLC22A6), mRNA 


NM_004259 


Homo sapiens RecQ protein-like 5 (RECQL5), mRNA 


NM 004260 


Homo sapiens RecQ protein-like 4 (RECQL4), mRNA , 


NM 004583 


Homo sapiens RAB5C, member RAS oncogene family (RAB5C), mRNA 


NM 004582 


Homo sapiens Rab geranylgeranyltransferase, beta subunit (RABGGTB), mRNA 


NM 004581 


Homo sapiens Rab geranylgeranyltransferase, alpha subunit (RABGGTA), 
mRNA 


NM 004251 


Homo sapiens RAB9, member RAS oncogene family (RAB9), mRNA 


NM 004162 


Homo sapiens RAB5A, member RAS oncogene family (RAB5A), mRNA 


NM 004578 


Homo sapiens RAB4, member RAS oncogene family (RAB4), mRNA 


NM 004914 


Homo sapiens RAB36, member RAS oncogene family (RAB36), mRNA 


NM 004580 


Homo sapiens RAB27A, member RAS oncogene family (RAB27A), mRNA 


NM 004663 


Homo sapiens RAB1 1 A, member RAS oncogene family (RAB11A), mRNA 


NM 004160 


Homo sapiens peptide YY (PYY), mRNA 


NM 004103 


Homo sapiens protein tyrosine kinase 2 beta (PTK2B), mRNA 


NM 004158 


Homo sapiens persephin (PSPN), mRNA 


NM 004577 


Homo sapiens phosphoserine phosphatase (PSPH), mRNA 


NM 004159 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 8 (large 
multifunctional protease 7) (PSMB8), mRNA 


NM 004917 


Homo sapiens kallikrein 4 (prostase, enamel matrix, prostate) (KLK4), mRNA 


NM_004157 


Homo sapiens protein kinase, cAMP-dependent, regulatory, type II, alpha 
CPRKAR2A) mRNA 


NM 004758 


Homo sapiens peripheral benzodiazepine receptor-associated protein 1 (PRAX- 
1), mRNA 


NM 004576 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit B (PR 
52), beta isoform (PPP2R2B), mRNA 


NM 004156 


Homo sapiens protein phosphatase 2 (formerly 2A), catalytic subunit, beta 
isoform (PPP2CB), mRNA 


NM 000942 


Homo sapiens peptidylprolyl isomerase B (cyclophilin B) (PPIB), mRNA 


NM 004575 


Homo sapiens POU domain, class 4, transcription factor 2 (POU4F2), mRNA 


NM 004573 


Homo sapiensjrtiospholipase C, beta 2 (PLCB2), mRNA 


NM 004572 


Homo sapiens plakophilin 2 (PKP2), mRNA 


NM 004571 


Homo sapiens PBX/knotted 1 hoemobox 1 (PKNOX1), mRNA 


NMJ)04203 


Homo sapiens membrane-associated tyrosine- and threonine-specific cdc2- 
inhibitory kinase (PKMYT1), mRNA 


NM 004910 


Homo sapiens phosphatidylinositol transfer protein, membrane-associated 
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(PITPNM), mRNA 


NM 004278 


Homo sapiens phosphatidylinositol glycan, class L (PIGL), mRNA 


NM 004569 


Homo sapiens phosphatidylinositol glycan, class H (PIGH), mRNA 


NM 004855 


Homo sapiens phosphatidylinositol glycan, class B (PIGB), mRNA 


NM 004862 


Homo sapiens LPS-induced TNF-alpha factor (PIG7), mRNA 


NM 004878 


Homo sapiens prostaglandin E synthase (PTGES), mRNA ! 


NM_004567 


Homo sapiens 6-phosphofiiicto-2-kinase/fructose-2,6-biphosphatase 4 
(PFKFB4), mRNA 


NM_004566 


Homo sapiens 6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 3 
(PFKFB3), mRNA 


NM_004836 


Homo sapiens eukaryotic translation initiation factor 2-alpha kinase 3 
(EBF2AK3), mRNA 


NM 004716 


Homo sapiens proprotein convertase subtihsin/kexin type 7 (PCSK7), mRNA 


NMJ)00437 


Homo sapiens platelet-activating factor acetylhydrolase 2 (40kD) (PAFAH2), 
mRNA 


NMJ)04199 


Homo sapiens procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4- 
hydroxylase), alpha polypeptide II (P4HA2), mRNA 


NM_004154 


Homo sapiens pyrimidinergic receptor P2Y, G-protein coupled, 6 (P2RY6), 
mRNA 


NM_004280 


Homo sapiens eukaryotic translation elongation factor 1 epsilon 1 (EEF1E1), 
mRNA 


NM 004741 


Homo sapiens nucleolar phosphoprotein pl30 (P130), mRNA 


NM 004802 


Homo sapiens otoferlin (OTOF), mRNA 

JL i cl 


NM 004852 


Homo sapiens one cut domain, family member 2 (ONECUT2), mRNA 


NM_004254 


Homo sapiens solute carrier family 22 (organic anion transporter), member 8 
(SLC22A8), mRNA 


NM 004298 


Homo sapiens nucleoporin 155kD (NUP155), mRNA 


NM 004560 


Homo sapiens receptor tyrosine kinase-like orphan receptor 2 (ROR2), mRNA 


NM 004822 


Homo sapiens netrin 1 (NTN1), mRNA 


NM 004796 


Homo sapiens neurexin 3 (NRXN3), mRNA 


NM 004558 


Homo sapiens neurturin (NRTN), mRNA 


NM 004688 


Homo sapiens N-myc (and STAT) interactor (NMI), mRNA 


NM 004148 


Homo sapiens ninjurin 1 (NINJ1), mRNA 


NM_004552 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 5 (15kD) 
(NADH-coenzyme Q reductase) (NDUFS5), mRNA 


NMJ)04551 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 3 (30kD) 
(NADH-coenzyme Q reductase) (NDUFS3), mRNA 


NM_004550 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 2 (49kD) 
(NADH-coenzyme Q reductase) (NDUFS2), mRNA 


NM 004540 


Homo sapiens neural cell adhesion molecule 2 (NCAM2), mRNA 


NM_004644 


Homo sapiens adaptor-related protein complex 3, beta 2 subunit (AP3B2), 
mRNA 


NM 004538 


Homo sapiens nucleosome assembly protein 1-like 3 (NAP1L3), mRNA 


NM 004145 


Homo sapiens myosin IXB (MY09B), mRNA 


NM 004294 


Homo sapiens mitochondrial translational release factor 1 (MTRF1), mRNA 


NM 004923 


Homo sapiens metallothionein-like 5, testis-specific (tesmin) (MTL5), mRNA 


NMJXM143 


Homo sapiens Cbp/p300-interacting transactivator, with Glu/Asp-rich carboxy- 
terminal domain, 1 (CITED 1), mRNA 


NM 004279 


Homo sapiens peptidase (mitochondrial processing) beta (PMPCB), mRNA 


NM 004531 


Homo sapiens molybdenum cofactor synthesis 2 (MOCS2), mRNA 


NM 004244 


Homo sapiens CD 163 antigen (CD 163), mRNA 


NM 004528 


Homo sapiens microsomal glutathione S-transferase 3 (MGST3), mRNA 
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NM 004225 


Homo sapiens MFH-amplified sequences with leucine-rich tandem repeats 1 
(MASL1), mRNA 


NM 002372 


Homo sapiens mannosidase, alpha, class 2A, member 1 (MAN2A1), mRNA 


NM.004721 


Homo sapiens mitogen-activated protein kinase kinase kinase 13 (MAP3K13), 
mRNA 


NMJ)02332 


Homo sapiens low density lipoprotein-related protein 1 (alpha-2-macroglobulin 
receptor) (LRP1), mRNA 


NM 004793 


Homo sapiens protease, serine, 15 (PRSS15), mRNA 


NM 004789 


Homo sapiens LIM homeobox protein 2 (LHX2), mRNA 


NM 004863 


Homo sapiens serine palmitoyltransferase, long chain base subunit 2 (SPTLC2), 
mRNA 


NM 004737 


Homo sapiens like-glycosyltransferase (LARGE), mRNA 


NM 004795 


Homo sapiens klotho (KL), mRNA 


NM 004521 


Homo sapiens kinesin family member 5B (KIF5B), mRNA 


NM 004520 


Homo sapiens kinesin heavy chain member 2 (KIF2), mRNA 


NM 004920 


Homo sapiens apoptosis-associated tyrosine kinase (AATK), mRNA 


NMJ)04700 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 4 
(KCNQ4), mRNA 


NM_004519 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 3 
(KCNQ3), mRNA 


NM_004518 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 2 
(KCNQ2), mRNA 


NM_004137 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, beta member 1 (KCNMB1), mRNA 


NM_004732 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, beta 
member 3 (KCNAB3), mRNA 


NM 004693 


Homo sapiens cytokeratin type II (K6HF), mRNA 


NM_004791 


Homo sapiens integrin, beta-like 1 (with EGF-like repeat domains) (TTGBL1), 
mRNA 


NM_004517 


Homo sapiens integrin-linked kinase (ILK), mRNA 


NM 004514 


Homo sapiens interleukin enhancer binding factor 1 (ILF1), mRNA 


NM 004633 


Homo sapiens interleukin 1 receptor, type H (BL1R2), mRNA 


NM 004513 


Homo sapiens interleukin 16 (lymphocyte chemoattractant factor) (IL16), mRNA 


NM 004512 


Homo sapiens interleukin 1 1 receptor, alpha (IL1 IRA), mRNA 


NM 004258 


Homo sapiens immunoglobulin superfamily, member 2 (IGSF2), mRNA 


NM_004135 


Homo sapiens isocitrate dehydrogenase 3 (NAD+) gamma (EDH3G), mRNA 


NM 004134 


Homo sapiens heat shock 70kD protein 9B (mortalin-2) (HSPA9B), mRNA 


NM 004697 


Homo sapiens PRP4/STK/WD splicing factor (HPRP4P), mRNA 


NM_004698 


Homo sapiens U4/U6-associated RNA splicing factor (HPRP3P), mRNA 


NM 004503 


Homo sapiens homeo box C6 (HOXC6), mRNA 


NM 004502 


Homo sapiens homeo box B7 (HOXB7), mRNA 


NM 004497 


Homo sapiens hepatocyte nuclear factor 3, gamma (HNF3G), mRNA 


NM 004496 


Homo sapiens hepatocyte nuclear factor 3, alpha (HNF3A), mRNA 


NMJ)04712 


Homo sapiens hepatocyte growth factor-regulated tyrosine kinase substrate 
(HGS), mRNA 


NM 004834 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 4 
(MAP4K4), mRNA 


NMJ304494 


Homo sapiens hepatoma-derived growth factor (high-mobility group protein 1- 
like) (HDGF), mRNA 


NM 004876 


Homo sapiens zinc finger protein 254 (ZNF254), mRNA 


NMJW4493 


Homo sapiens hydroxyacyl-Coenzyme A dehydrogenase, type II (HADH2), 
mRNA 
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NM 004904 


Homo sapiens cAMP response element-binding protein CRE-BPa 
(H GS165L15.1),mRNA 


NM 004893 


Homo sapiens H2A histone family, member Y (H2AFY), mRNA 


NM 004130 


Homo sapiens glycogenin (GYG), mRNA 


NM 004286 


Homo sapiens GTP binding protein 1 (GTPBP1), mRNA i 


NM_004128 


Homo sapiens general transcription factor lib, polypeptide 2 (30kD subunit) 
(GTF2F2), mRNA 


NM 004491 


Homo sapiens glucocorticoid receptor DNA binding factor I (GRLF1), mRNA 


NM 000826 


Homo sapiens glutamate receptor, ionotropic, AMPA 2 (GRIA2), mRNA 


NM 004490 


Homo sapiens growth factor receptor-bound protein 14 (GRB14), mRNA 


NM 004810 


Homo sapiens GRB2-related adaptor protein 2 (GRAP2), mRNA 


NM 004224 


Homo sapiens G protein-coupled receptor 50 (GPR50), mRNA 


NM 004871 


Homo sapiens golgi SNAP receptor complex member 1 (GOSR1), mRNA 


NMJ)04487 


Homo sapiens golgi autoantigen, golgin subfamily b, macrogolgin (with 
transmembrane signal), 1 (GOLGB1), mRNA 


NM 004126 


Homo sapiens guanine nucleotide binding protein 1 1 (GNG1 1), mRNA 


NM 004297 


Homo sapiens guanine nucleotide binding protein (G protein), alpha 14 
(GNA14), mRNA 


NM 004246 


Homo sapiens glucaeon-like peptide 2 receptor (GLP2R), mRNA 


NM 004123 


Homo sapiens gastric inhibitory polypeptide (GIP), mRNA 


NM 004121 


Homo sapiens gamma-glutamyltransferase-like activity 1 (GGTLA1), mRNA 


NM 004837 


Homo sapiens geranylgeranyl diphosphate synthase 1 (GGPS1), mRNA 


NM_004188 


Homo sapiens growth factor independent IB (potential regulator of CDKN1A, 
translocated in CML) (GFI1B), mRNA 


NM 004293 


Homo sapiens guanine deaminase (GDA), mRNA 


NM 004751 


Homo sapiens glucosaminyl (N-acetyl) transferase 3, mucin type (GCNT3), 
mRNA 


NM 004193 


Homo sapiens golgi-specific brefeldin A resistance factor 1 (GBF1), mRNA 


NM 002030 


Homo sapiens formyl peptide receptor-like 2 (FPRL2), mRNA 


NMJ)04476 


Homo sapiens folate hydrolase (prostate-specific membrane antigen) 1 (FOLH1), 
mRNA 


NM 004119 


Homo sapiens fins-related tyrosine kinase 3 (FLT3), mRNA 


NM 004475 


Homo sapiens flotillin 2 (FLOT2), mRNA 


NM 004472 


Homo sapiens forkhead box Dl (FOXD1), mRNA 


NM 004471 


Homo sapiens forkhead box G1A (FOXG1 A), mRNA 


NM 004474 


Homo sapiens forkhead box D2 (FOXD2), mRNA 


NMJ)04469 


Homo sapiens c-fos induced growth factor (vascular endothelial growth factor D) 
(FIGF), mRNA 


NM 004468 


Homo sapiens four and a half LM domains 3 (FHL3), mRNA 


NM 004462 


Homo sapiens farnesyl-diphosphate farnesyltransferase 1 (FDFT1), mRNA 


NM 004107 


Homo sapiens Fc fragment of IeG, receptor, transporter, alpha (FCGRT), mRNA 


NM 004104 


Homo sapiens fatty acid synthase (FASN), mRNA . 


NM 004461 


Homo sapiens phenylalanine-tRNA synthetase-like (FARSL), mRNA 


NM 004101 


Homo sapiens coagulation factor II (thrombin) receptor-like 2 (F2RL2), mRNA 


NM 004235 


Homo sapiens Kruppel-like factor 4 (gut) (KLF4), mRNA 


NM 004455 


Homo sapiens exostoses (multiple)-like 1 (EXTL1), mRNA 


NM 004454 


Homo sapiens ets variant gene 5 (ets-related molecule) (ETV5), mRNA 


NMJ)04453 


Homo sapiens electron-transferring-flavoprotein dehydrogenase (ETFDH), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 004452 


Homo sapiens estrogen-related receptor beta (ESRRB), mRNA 


NMJ)04911 


Homo sapiens protein disulfide isomerase related protein (calcium-binding 
protein, intestinal-related) (ERP70), mRNA 
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NM 004447 


Homo sapiens epidermal growth factor receptor pathway substrate 8 (EPS8), 
mRNA 


NM 004446 


Homo sapiens glutamyl-prolyl-tRNA synthetase (EPRS), mRNA 


NM 004431 


Homo sapiens EphA2 (EPHA2), mRNA 


NM_004099 


Homo sapiens erythrocyte membrane protein band 7.2 (stomatin) (EPB72), 
mRNA 


NM_004437 


Homo sapiens erythrocyte membrane protein band 4.1 (elliptocytosis 1, RH- 
linked)(EPB41),mRNA 


NM_004435 


Homo sapiens endonuclease G (ENDOG), nuclear gene encoding mitochondrial 
protein, mRNA 


MM_004434 


Homo sapiens echinoderm microtubule-associated protein-like (EMAPL), 
mRNA 


NM_004433 


Homo sapiens E74-like factor 3 (ets domain transcription factor, epithelial- 
specific ) (ELF3), mRNA 


NM_004096 


Homo sapiens eukaryotic translation initiation factor 4E binding protein 2 
(EIF4EBP2), mRNA 


NM_004095 


Homo sapiens eukaryotic translation initiation factor 4E binding protein 1 
(EIF4EBP1), mRNA 


NM 004430 


Homo sapiens early growth response 3 (EGR3), mRNA 


NM 004093 


Homo sapiens ephrin-B2 (EFNB2), mRNA 


NM 004429 


Homo sapiens ephrin-Bl (EFNB1), mRNA 


NM 004428 


Homo sapiens ephrin-Al (EFNA1), mRNA 


NM 004867 


Homo sapiens integral membrane protein 2A (ITM2A), mRNA 


NM 004415 


Homo sapiens desmoplakin (DPI, DPE) (DSP), mRNA 


NM_004760 


Homo sapiens serine/threonine kinase 17a (apoptosis-inducing) (STK17A), 
mRNA 


NM 004413 


Homo sapiens dipeptidase 1 (renal) (DPEP1), mRNA 


NM 004088 


Homo sapiens deoxynucleotidyltransferase, terminal (DNTT), mRNA 


NM 004412 


Homo sapiens DNA (cytosine-5-)-methyltransferase 2 (DNMT2), mRNA 


NM 004411 


Homo sapiens dynein, cytoplasmic, intermediate polypeptide 1 (DNCI1), mRNA 


NM 004407 


Homo sapiens dentin matrix acidic phosphoprotein (DMP1), mRNA 


NM_004746 


Homo sapiens discs, large (Drosophila) homolog-associated protein 1 
(DLGAP1), mRNA 


NM 004747 


Homo sapiens discs, large (Drosophila) homolog 5 (DLG5), mRNA 


NM 004087 


Homo sapiens discs, large (Drosophila) homolog 1 (DLG1), mRNA 


NM_004900 


Homo sapiens phorbolin (similar to apolipoprotein B mRNA editing protein) 
(DJ742C19.2), mRNA 


NM_004404 


Homo sapiens neural precursor cell expressed, developmentally down-regulated 
5 (NEDD5), mRNA 


NM_004402 


Homo sapiens DNA fragmentation factor, 40 kD, beta polypeptide (caspase- 
activated DNase) (DFFB), mRNA 


NM_004401 


Homo sapiens DNA fragmentation factor, 45 kD, alpha polypeptide (DFFA), 
mRNA 


NM 004083 


Homo sapiens DNA-damage-inducible transcript 3 (DDIT3), mRNA 


NM 004734 


Homo sapiens doublecortin and CaM kinase-like 1 (DCAMKL1), mRNA 


NMJ)04394 


Homo sapiens death-associated protein (DAP), mRNA 


NM_004393 


Homo sapiens dystroglycan 1 (dystrophin-associated glycoprotein 1) (DAG1), 
mRNA 


NM_004229 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 2 
(150kD)(CRSP2),mRNA 


NM 004079 


Homo sapiens cathepsin S (CTSS), mRNA 


NM 004390 


Homo sapiens cathepsin H (CTSH), mRNA 
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NM 004388 


Homo sapiens chitobiase, di-N-acetyl- (CTBS), mRNA 


NM 004387 


Homo sapiens cardiac-specific homeo box (CSX), mRNA 


NMJ)04861 


Homo sapiens cerebroside (3 , -phosphoadenylylsulfate:galactosylceramide 3 1 ) 
sulfotransferase (CST), mRNA 


NM 004078 


Homo sapiens cysteine and glycine-rich protein 1 (CSRP1), mRNA 


NM 004386 


Homo sapiens chondroitin sulfate proteoglycan 3 (neurocan) (CSPG3), mRNA 


NM 004385 


Homo sapiens chondroitin sulfate proteoglycan 2 (versican) (CSPG2), mRNA 


NM 004384 


Homo sapiens casein kinase 1, gamma 3 (CSNK1G3), mRNA 


NM 004383 


Homo sapiens c-src tyrosine kinase (CSK), mRNA 


NM 004075 


Homo sapiens cryptochrome 1 (photolyase-like) (CRY1), mRNA 


NM 004778 


Homo sapiens G protein-coupled receptor 44 (GPR44), mRNA 


NM 004750 


Homo sapiens cytokine receptor-like factor 1 (CRLF1), mRNA 


NM 004382 


Homo sapiens corticotropin releasing hormone receptor 1 (CRHR1), mRNA 


NM 004379 


Homo sapiens cAMP responsive element binding protein 1 (CREB1), mRNA 


NM 004377 


Homo sapiens carnitine palmitoyltransferase I, muscle (CPT1B), mRNA 


NM 004748 


Homo sapiens cell cycle progression 8 protein (CPR8), mRNA 


NM_004074 


Homo sapiens cytochrome c oxidase subunit Vm (COX8), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 004766 


Homo sapiens coatomer protein complex, subunit beta 2 (beta prime) (COPB2), 
mRNA 


NM 004645 


Homo sapiens coilin (COIL), mRNA 


NM 000614 


Homo sapiens ciliary neurotrophic factor (CNTF), mRNA 


NM 004368 


Homo sapiens calponin 2 (CNN2), mRNA 


NM 004072 


Homo sapiens chemokine-like receptor 1 (CMKLR1), mRNA 


NM 004071 


Homo sapiens CDC-like kinase 1 (CLK1), mRNA 


NM 004362 


Homo sapiens calmegin (CLGN), mRNA 


NM 004070 


Homo sapiens chloride channel Ka (CLCNKA), mRNA 


NM 004804 


Homo sapiens WD40 protein Ciaol (CIAOl), mRNA 


NMJ)04267 


Homo sapiens carbohydrate (chondroitin 6/keratan) sulfotransferase 2 (CHST2), 
mRNA 


NM 004067 


Homo sapiens chimerin (chimaerin) 2 (CHN2), mRNA 


NMJ)04284 


Homo sapiens chromodomain helicase DNA binding protein 1-like (CHD1L), 
mRNA 


NM_004364 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), alpha (CEBPA), 
mRNA 


NM 004065 


Homo sapiens cerebellar degeneration-related protein (34kD) (CDR1), mRNA 


NMJ)04233 


Homo sapiens CD83 antigen (activated B lymphocytes, immunoglobulin 
superfamily) (CD83), mRNA 


NMJ)04356 


Homo sapiens CD81 antigen (target of antiproliferative antibody 1) (CD81), 
mRNA 


NM 004357 


Homo sapiens CD151 antigen (CD151), mRNA 


NM 004350 


Homo sapiens runt-related transcription factor 3 (RUNX3), mRNA 


NM_004349 


Homo sapiens core-binding factor, runt domain, alpha subunit 2; translocated to, 
1; cyclin D-related (CBFA2T1), mRNA 


NM 004345 


Homo sapiens cathelicidin antimicrobial peptide (CAMP), mRNA 


NMJ)00722 


Homo sapiens calcium channel, voltage-dependent, alpha 2/delta subunit 1 
(CACNA2D1), mRNA 


NM 004334 


Homo sapiens bone marrow stromal cell antigen 1 (BST1), mRNA 


NM_004887 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 14 
(BRAK) (SCYB14), mRNA 


NMJ)04333 


Homo sapiens v-raf murine sarcoma viral oncogene homolog Bl (BRAF), 
mRNA 
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NM 004329 


Homo sapiens bone morphogenetic protein receptor, type IA (BMPR1 A), mRNA 


NM 004827 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 2 
(ABCG2), mRNA 


NM 004326 


Homo sapiens B-cell CLLyiymphoma 9 (BCL9), mRNA , 


NM 004765 


Homo sapiens B-cell CLL/lymphoma 7C (BCL7C), mRNA 


NM 004324 


Homo sapiens BCL2-associated X protein (B AX), mRNA 


NMJ)04656 


Homo sapiens BRC A 1 associated protein- 1 (ubiquitin carboxy-terminal 
hydrolase) (BAP1), mRNA 


NM 004048 


Homo sapiens beta-2-microglobulin (B2M), mRNA 


NM 004655 


Homo sapiens axin 2 (conductin, axil) (AXIN2), mRNA 


NM 004321 


Homo sapiens axonal transport of synaptic vesicles (ATSV), mRNA 


NM_004888 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 
member J (ATP6J), mRNA 


NM_004047 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
21kD (ATP6F), mRNA 


NM_004046 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, alpha 
subunit, isoform 1, cardiac muscle (ATP5A1), mRNA 


NM_001683 


Homo sapiens ATPase, Ca++ transporting, plasma membrane 2 (ATP2B2), 
mRNA 


NM 004314 


Homo sapiens ADP-ribosyltransferase 1 (ART1), mRNA 


NM 004313 


Homo sapiens arrestin, beta 2 (ARRB2), mRNA 


NM 004312 


Homo sapiens arrestin 3, retinal (X-arrestin) (ARR3), mRNA 


NM 004311 


Homo sapiens ADP-ribosylation factor-like 3 (ARL3), mRNA 


NM 004675 


Homo sapiens ras homolog gene family, member I (ARHI), mRNA 


NM 004310 


Homo sapiens ras homolog gene family, member H (ARHH), mRNA 


NM 004309 


Homo sapiens Rho GDP dissociation inhibitor (GDI) alpha (ARHGDIA), mRNA 


NM_004308 


Homo sapiens Rho GTPase activating protein 1 (ARHGAP1), mRNA 


NM 004040 


Homo sapiens ras homolog gene family, member B (ARHB), mRNA 


NM 004290 


Homo sapiens ring finger protein 14 (RNF14), mRNA 


NM 004797 


Homo sapiens adipose most abundant gene transcript 1 (APM1), mRNA 


NM 004039 


Homo sapiens annexin A2 (ANXA2), mRNA 


NM 004306 


Homo sapiens annexin A13 (ANXA13), mRNA 


NM 004038 


Homo sapiens amylase, alpha 1 A; salivary (AMY1A), mRNA 


NM 004305 


Homo sapiens bridging integrator 1 (BIN1), mRNA 


NM 004857 


Homo sapiens A kinase (PRKA) anchor protein 5_(AKAP5), mRNA 


NM 004833 


Homo sapiens absent in melanoma 2 (AIM2), mRNA 


NMJ)04208 


Homo sapiens programmed cell death 8 (apoptosis-inducing factor) (PDCD8), 
mRNA 


NM 002199 


Homo sapiens interferon regulatory factor 2 (IRP2), mRNA 


NM 001569 


Homo sapiens interleukin-1 receptor-associated kinase 1 (IRAKI), mRNA 


NM 001567 


Homo sapiens inositol polyphosphate phosphatase-like 1 (INPPL1), mRNA 


NM 002194 


Homo sapiens inositol polyphosphate- 1 -phosphatase (INPP1), mRNA 


NM 002111 


Homo sapiens huntingtin (Huntington disease) (HD), mRNA 


NM 000165 


Homo sapiens gap junction protein, alpha 1, 43kD (connexin 43) (GJA1), mRNA 


NM 001999 


Homo sapiens fibrillin 2 (congenital contractural arachnodactyly) (FBN2), 
mRNA 


NM 001937 


Homo sapiens dermatopontin (DPT), mRNA 


NMJ)01381 


Homo sapiens docking protein 1, 62kD (downstream of tyrosine kinase 1) 
(DOK1), mRNA 


NM 000729 


Homo sapiens cholecystokinin (CCK), mRNA 


NM 000486 


Homo sapiens aquaporin 2 (collecting duct) (AQP2), mRNA 


NM 001520 


Homo sapiens general transcription factor IIIC, polypeptide 1 (alpha subunit, 
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220kD ) (GTF3C1), mRNA 


NM 002097 


Homo sapiens general transcription factor IIIA (GTF3 A), mRNA 


NMJ)03205 


Homo sapiens transcription factor 12 (HTF4, helix-loop-helix transcription 
factors 4) (TCF1 2), mRNA 


NMJ)00440 


Homo sapiens phosphodiesterase 6A, cGMP-specific, rod, alpha (PDE6A), 
mRNA 


NM_000806 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, alpha 1 
(GABRA1), mRNA 


NM 001809 


Homo sapiens centromere protein A (17kD) (CENPA), mRNA 


NM 000439 


Homo sapiens proprotein convertase subtilisin/kexin type 1 (PCSK1), mRNA 


NM 002529 


Homo sapiens neurotrophic tyrosine kinase, receptor, type 1 (NTRK1), mRNA 


NM 003417 


Homo sapiens zinc finger protein 264 (ZNF264), mRNA 


NMJ)00395 


Homo sapiens colony stimulating factor 2 receptor, beta, low-affinity 
(granulocyte-macrophage) (CSF2RB), mRNA 


NM 000065 


Homo sapiens complement component 6 (C6), mRNA 


NM 000252 


Homo sapiens myotubular myopathy 1 (MTM1), mRNA 


NMJ)00229 


Homo sapiens lecithin-cholesterol acyltransferase (LCAT), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 000224 


Homo sapiens keratin 18 (KRT18), mRNA 


NM_000211 


Homo sapiens integrin, beta 2 (antigen CD 18 (p95), lymphocyte function- 
associated antigen 1; macrophage antigen 1 (mac-1) beta subunit) (TTGB2), 
mRNA 


NM 000208 


Homo sapiens insulin receptor (INSR), mRNA 


NMJ)00206 


Homo sapiens interleukin 2 receptor, gamma (severe combined 
immunodeficiency) (IL2RG), mRNA 


NM 000416 


Homo sapiens interferon gamma receptor 1 (IFNGR1), mRNA 


NMJ)00201 


Homo sapiens intercellular adhesion molecule 1 (CD54), human rhinovirus 
receptor (ICAM1), mRNA 


NM__000350 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 4 
(ABCA4), mRNA 


NM 000110 


Homo sapiens d^hydropyrimidine dehydrogenase (DPYD), mRNA 


NM_000375 


Homo sapiens uroporphyrinogen III synthase (congenital erythropoietic 
porphyria) (UROS), mRNA 


NM_000459 


Homo sapiens TEK tyrosine kinase, endothelial (venous malformations, multiple 
cutaneous and mucosal) (TEK), mRNA 


NM 001053 


Homo sapiens somatostatin receptor 5 (SSTR5), mRNA 


NM_001052 


Homo sapiens somatostatin receptor 4 (SSTR4), mRNA 


NM 001051 


Homo sapiens somatostatin receptor 3 (SSTR3), mRNA | 


NM 001050 


Homo sapiens somatostatin receptor 2 (SSTR2), mRNA 


NMJ)01049 


Homo sapiens somatostatin receptor 1 (SSTR1), mRNA 


NM_000348 


Homo sapiens steroid-5-alpha-reductase, alpha polypeptide 2 (3-oxo-5 alpha- 
steroid delta 4-dehydrogenase alpha 2) (SRD5A2), mRNA 


NM_000340 : 


Homo saniens solute carrier familv 2 ( facilitated elucose transporter^ member 2 
(SLC2A2), mRNA 


NM_000338 


Homo sapiens solute carrier family 12 (sodium/potassium/chloride transporters), 
member 1 (SLC12A1), mRNA 


NMJ)00231 


Homo sapiens sarcoglycan, gamma (35kD dystrophin-associated glycoprotein) 
(SGCG), mRNA 


NM 001034 


Homo sapiens ribonucleotide reductase M2 polypeptide (RRM2), mRNA 


NM 000448 


Homo sapiens recombination activating gene 1 (RAG1), mRNA 


NM 000303 


Homo sapiens phosphomannomutase 2 (PMM2), mRNA 


NMJ)00302 | Homo sapiens procollagen-lysine, 2-oxoglutarate 5-dioxygenase (lysine 
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hydroxylase, Ehlers-Danlos syndrome type VI) (PLOD), niRNA 


NMJ)00282 


Homo sapiens propionyl Coenzyme A carboxylase, alpha polypeptide (PCCA), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 000281 


Homo sapiens 6-pyruvoyl-tetrahydropterin synthase/dimerization cofactor of 
hepatocyte nuclear factor 1 alpha (TCF1) (PCBD), mRNA 


NM 000277 


Homo sapiens phenylalanine hydroxylase (PAH), mRNA 


NM_000436 


Homo sapiens 3-oxoacid CoA transferase (OXCI), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_000274 


Homo sapiens ornithine aminotransferase (gyrate atrophy) (OAT), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 000273 


Homo sapiens ocular albinism 1 (Nettleship-Falls) (OA1), mRNA 


NM 000272 


Homo sapiens nephronophthisis 1 (juvenile) (NPHP1), mRNA 


NM 000271 


Homo sapiens Niemann-Pick disease, type CI (NPC1), mRNA j 


NM_000269 


Homo sapiens non-metastatic cells 1, protein (NM23A) expressed in (NME1), 
mRNA 


NM 000268 


Homo sapiens neurofibromin 2 (bilateral acoustic neuroma) (NF2), mRNA 


NMJ)00267 


Homo sapiens neurofibromin 1 (neurofibromatosis, von Recklinghausen disease, 
Watson disease) (NF1), mRNA 


NM 000434 


Homo sapiens sialidase 1 (lysosomal sialidase) (NEU1), mRNA 


NM 000266 


Homo sapiens Norrie disease (pseudoglioma) (NDP), mRNA 


NMJ)00265 


Homo sapiens neutrophil cytosolic factor 1 (47kD, chronic granulomatous 
disease, autosomal 1) (NCF1), mRNA 


NM 000262 


Homo sapiens N-acetylgalactosaminidase, alpha- (NAG A), mRNA 


NMJ)00261 


Homo sapiens myocilin, trabecular meshwork inducible glucocorticoid response 
(MYOC), mRNA 


NM 000258 


Homo saniens mvosin lieht oolvoeotide 3 alkali' ventricular skeletal slow 
(MYL3), mRNA 


NM 000432 


Homo sani ens mvosin liffht nolvnentide 2 recmlatorv cardiac slow 
mRNA 


NM 000257 


TTomo saniens mvosin beawnolvnentirfe 7 cardiac muscle beta rM"YTI7i 
mRNA 


NM 000431 


Homo saniens mevalnnate kinase ( mevalonic aciduria^ fivTVTO mRNA 


NMJW0255 


Homo sapiens methylmalonyl Coenzyme A mutase (MUT), nuclear gene 
encoding mitochondrial nrotein mRNA 


NM_000254 


Homo sapiens 5-methyltetrahydrofolate-homocysteine methyltransferase (MTR), 
mRNA 


NM_000253 


Homo sapiens microsomal triglyceride transfer protein (large polypeptide, 88kD) 
(MTP), mRNA 


NM 000250 


Homo sapiens myeloperoxidase (MPO), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 000248 


Homo sapiens microphthalmia-associated transcription factor (MITF), mRNA 


NM 000247 


Homo sapiens MHC class I polypeptide-related sequence A (MICA), mRNA 


NM 000246 


Homo sapiens MHC class 11 transactivator (MHC2TA), mRNA 


NM 000245 


Homo sapiens met proto-oncogene (hepatocyte growth factor receptor) (MET), 
mRNA 


NM 000244 


Homo sapiens multiple endocrine neoplasia I (MEN1), mRNA 


NM 000243 


Homo sapiens Mediterranean fever (MEFV), mRNA 


NMJ)00242 


Homo sapiens mannose-binding lectin (protein C) 2, soluble (opsonic defect) 
(MBL2), mRNA 


NM 000429 


Homo sapiens methionine adenosyltransferase I, alpha (MAT1 A), mRNA 


NMJ)00240 


Homo sapiens monoamine oxidase A (MAOA), nuclear gene encoding 
mitochondrial protein, mRNA 
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NM_000428 


Homo sapiens latent transforming growth factor beta binding protein 2 (LTBP2), 
mRNA 


NMJ)00238 


Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), 
member 2 (KCNH2), mRNA 


NM 000237 


Homo sapiens lipoprotein lipase (LPL), mRNA 


NM 000427 


Homo sapiens loricrin (LOR), mRNA 


NM 000236 


Homo sapiens lipase, hepatic (LIPC), mRNA 


NM_000235 


Homo sapiens lipase A, lysosomal acid, cholesterol esterase (Wolman disease) 
iLIPA),mRNA 


NM 000234 


Homo sapiens ligase I, DNA, ATP-dependent (LIG1), mRNA 


NM_000233 


Homo sapiens luteinizing hormone/choriogonadotropin receptor (LHCGR), 
mRNA 


NMJ)00228 


Homo sapiens laminin, beta 3 (nicein (125kD), kalinin (140kD), BM600 
(125kD)) (LAMB3), mRNA 


NM_000426 


Homo sapiens laminin, alpha 2 (merosin, congenital muscular dystrophy) 
(LAMA2), mRNA 


NMJ)00226 


Homo sapiens keratin 9 (epidermolytic palmoplantar keratoderma) (KRT9), 
mRNA 


NM 000422 


Homo sapiens keratin 17 (KRT17), mRNA 


NM 000223 


Homo sapiens keratin 12 (Meesmann corneal dystrophy) (KRT12), mRNA * 


NM_000421 


Homo sapiens keratin 10 (epidermolytic hyperkeratosis; keratosis palmaris et 
plantaris) (KRT10), mRNA 


NMJ)00222 


Homo sapiens v-kit Hardy -Zuckerman 4 feline sarcoma viral oncogene homolog 
(KIT), mRNA 


NMJ300218 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 1 
(KCNQ1), mRNA 


NMJ)00219 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 1 
(KCNE1), mRNA " | 


NM_000217 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 1 (episodic ataxia with myokymia) (KCNA1), mRNA 


NM 000216 


Homo sapiens Kallmann syndrome 1 sequence (KALI), mRNA 


NMJ)00215 


Homo saoiens Janus kinase 3 (a orotein tvrosine kinase leukocvte^ fTATC^ 
mRNA 


NM_000212 


Homo sapiens integrin, beta 3 (platelet glycoprotein Dla, antigen CD61) 
(TTGB3), mRNA 


NM_000209 


Homo sapiens insulin promoter factor 1, homeodomain transcription factor 
(IPF1), mRNA 


NM 000207 


Homo sapiens insulin (INS), mRNA 


NM 000418 


Homo sapiens interleukin 4 receptor (IL4R), mRNA 


NM 000417 


Homo sapiens interleukin 2 receptor, alpha (IL2RA), mRNA 


NM 001551 


Homo sapiens immunoglobulin (CD79A) binding protein 1 (IGBP1), mRNA 


NM 000203 


Homo sapiens iduronidase, alpha-L- (IDUA), mRNA ! 

l- - ? r 


NM 000415 


Homo sapiens islet amyloid polypeptide (IAPP), mRNA 


NM 000200 


Homo sapiens histatin 3 (HTN3), mRNA' 


NM 001538 


Homo sapiens heat shock transcription factor 4 (HSF4), mRNA 


NMJ)00859 


Homo sapiens 3 -hydroxy-3-methylglutaryl-Coenzyme A reductase (HMGCR), 
mRNA 


NM 001527 


Homo sapiens histone deacetylase 2 (HDAC2), mRNA 


NM 001525 


Homo sapiens hypocretin (orexin) receptor 1 (HCRTR1), mRNA 


NM 001524 


Homo sapiens hypocretin (orexin) neuropeptide precursor (HCRT), mRNA 


NM 001510 


Homo sapiens glutamate receptor, ionotropic, delta 2 (GRID2), mRNA 


NM 000829 


Homo sapiens glutamate receptor, ionotrophic, AMPA 4 (GRIM), mRNA 
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NM 001496 


Homo sapiens GDNF family receptor alpha 3 (GFRA3), mRNA 


NM 001486 


Homo sapiens glucokinase (hexokinase 4) regulatory protein (GCKR), mRNA 


NM 000820 


Homo sapiens growth arrest-specific 6 (GAS6), mRNA 


NM 000155 


Homo sapiens galactose- 1 -phosphate uridylyltransferase (GALT), mRNA 


NM 000153 


Homo sapiens galactosylceramidase (Krabbe disease) (GALC), mRNA 


NM_000816 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, gamma 2 
(GABRG2), mRNA 


NM 000815 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, delta (GABRD), 
mRNA 


NMJ)00811 


Homo sapiens gamma-aminobutyric acid (GAB A) A receptor, alpha 6 
(GABRA6), mRNA 


NMJ)00809 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, alpha 4 
(GABRA4), mRNA 


NM 000808 


Homo sapiens gamma-airimobutyric acid (GABA) A receptor, alpha 3 
(GABRA3), mRNA 


NM 000807 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, alpha 2 
(GABRA2), mRNA 


NM 000151 


Homo sapiens glucose-6-phosphatase, catalytic (glycogen storage disease type I, 
von Gierke disease) (G6PC), mRNA 


NM 001452 


Homo sapiens forkhead box F2 (FOXF2), mRNA 


NM 000138 


Homo sapiens fibrillin 1 (Marfan syndrome) (FBN1), mRNA 


NM 000136 


Homo sapiens Fanconi anemia, complementation group C (FANCC), mRNA 


NM 001445 


Homo sapiens fatty acid binding protein 6, ileal (gastrotropin) (FABP6), mRNA 1 


NM 001442 


Homo sapiens fatty acid binding protein 4, adipocyte (FABP4), mRNA 


NM 001443 


Homo sapiens fatty acid binding protein 1, liver (FABP1), mRNA 


NM 001441 


Homo sapiens fatty acid amide hydrolase (FAAH), mRNA 


NM 000401 


Homo sapiens exostoses (multiple) 2 (EXT2), mRNA 


NM 000127 


Homo sapiens exostoses (multiple) 1 (EXT1), mRNA 


NM 001433 


Homo sapiens ER to nucleus signalling 1 (ERN1), mRNA 


NM 000122 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 3 (xeroderma pigmentosum group B complementing) 
(ERCC3), mRNA 


NM 000121 


Homo sapiens erythropoietin receptor (EPOR), mRNA 


NM 000120 


Homo sapiens epoxide hydrolase 1, microsomal (xenobiotic) (EPHX1), mRNA 


NM 000119 


Homo sapiens erythrocyte membrane protein band 4.2 (EPB42), mRNA 


NM 001429 


Homo sapiens El A binding protein p300 (EP300), mRNA 


NM 000118 


Homo sapiens endoglin (Osler-Rendu-Weber syndrome 1) (ENG), mRNA 


NM 000117 


Homo sapiens emerin (Emery-Dreifuss muscular dystrophy) (EMD), mRNA 


NM 001422 


Homo sapiens E74-like factor 5 (ets domain transcription factor) (ELF5), mRNA 


NM 000114 


Homo sapiens endothelin 3 (EDN3), mRNA 


NM_001393 


Homo saDiens extracellular matrix nrot^in 7 female nrcran anH flrlinnrvtf* cn<*r*ifif» 
(ECM2), mRNA 


NMJ)00112 


Homo saniens solute carrier familv 26 ( sulfate frnn<mnrtf»rl mpmlipr 9 
(SLC26A2), mRNA 


NM_001382 


Homo saniens dolichvl-ohosohate (TJDP-N-acetv1pliiro<!arninp^ N- 
acetylglucosaminephosphotransferase 1 (GlcNAc-l-P transferase) (DP AGT1), 
mRNA 


NM 001365 


Homo sapiens discs, large (Drosophila) homolog 4 (DLG4), mRNA 


NM 000792 


Homo sapiens deiodinase, iodothyronine, type I (DIOl), mRNA 


NM 001358 


Homo sapiens DEAD/H (Asp-Glu- Ala-Asp/His) box polypeptide 15 (DDX15), 
mRNA 


NM 000107 


Homo sapiens damage-specific DNA binding protein 2 (48kE>) (DDB2), mRNA 
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NM 001348 


Homo sapiens death-associated protein kinase 3 (DAPK3), mRNA 


NM 000101 


Homo sapiens cytochrome b-245, alpha polypeptide (CYBA), mRNA 


NM 001081 


Homo sapiens cubilin (intrinsic factor-cobalamin receptor) (CUBN), mRNA 


NM 001334 


Homo sapiens cathepsin O (CTSO), mRNA 


NM 001328 


Homo saniens C-terminal bindine protein 1 (CTBP1). mRNA 


NM 000554 


Homo sapiens cone-rod homeobox (CRX), mRNA 


NM_000096 


Homo sapiens ceruloplasmin (ferroxidase) (CP), mRNA 


NM" OftOflQS 


Unmn ^anif*n<; rartilape olipomeric matrix nrotein (Dseudoachondrorjlasia, 
pninhv<;ea1 dv<?nla<;ia 1 multiDle^ (COMPiV mRNA 

y ovdl \jjto initio 10 Xj iiiuiti|yiu j ^uvitaa y 5 uuu « & 


NM_000392 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 2 
(ABOC2^ mRNA 

\£\XJ\~/\~f£* J) 1 ILL VI. Nil 


NM 000085 


Homo sapiens chloride channel Kb (CLCNKB), mRNA 




Wnmn cnnipnQ rblnriHp Hiannel S (nephrolithiasis 2 X-linked Dent diseased 

xiUlilVJ oaUlCllb vlliUl 1U-G \jilali\l\sl J yxxi^jJXXl vxxlxxxu.oii3 i. ? ./v. twiivvu, j_^vx*v uiovuisvy 

(CLCN5), mRNA 


NA/f H0 1770 


"HfriTno cnm'pnc ppll HpatVi-inHnrmcr DFFA-lilce effector a fCIDEA^ mRNA 


NM_000080 


Homo sapiens cholinergic receptor, nicotinic, epsilon polypeptide (CHRNE), 

•mRNA 


JNJY1_UUU 1 J I 


TT/vmr* cQnipnc riSnl-mpraip rpopntnr nipntinifi delta nolvnentide ( C RND^ 
mRNA 


lNlVl_UUU /H / 


Wrvmr* cnnipnQ rViolinproir. rpppntor nicotinic beta. nolvnentide 1 (muscle) 
rCHRNBl^ mRNA 

^v»^x -11.xj.ijl> xjf i xxavj. i n 


NM_000079 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 1 (muscle) 
fCHRNAH mRNA 

^ V- 'JL JJLVJ. > x\. X y, XXXJ.VX. li X 


NM 001273 


Homo sapiens chromodomain helicase DNA binding protein 4 (CHD4), mRNA 


NM 001271 


Homo ^aniens chromodomain helicase DNA bindine nrotein 2 (CHD2), mRNA 


NM 001270 


Homo sapiens chromodomain hehcase DNA binding protein 1 (CHD1), mRNA 


NM 000078 
rNlYl UUvv / O 


TTrvmn <ranipriQ rViolpQtprvl p«rter transfer nrotein nlasma fCETPV mRNA 


NM_000076 


Homo sapiens cyclin-dependent kinase inhibitor 1C (p57, Kip2) (CDKN1C), 

•mRNA 

llXXvlNxv 


NM 001258 


Homo sapiens cyclin-dependent kinase 3 (CDK3), mRNA 


JNM UUIZjI 


TJ/vmrt com'pnc /^T^^S QTitifTPTl ^PTi^R^ mPNA 

riomo sapiens woo aniigcn ^^i^uo^, iijucvinx^v 


NM_000074 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 5 (hyper-IgM 

cim/1-rrkTYi^ /'TTs.TPQT?^^ mPNA 

synaromej ^irNrorjj, mjvtN/\ 


NM_000073 


Homo sapiens CD3G antigen, gamma polypeptide (TiT3 complex) (CD3G), 

mT?N A 


NMJXH249 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 5 (ENTPD5), 

IIlXviN/\ 


"MA/T nOTMR 
1N1V1_UU IZh-O 


UrtmA cflm'pnc pptr»rmr*lpnciHp trinVinonhatp dinhosnliorivdrola^e % TPNTPD^^ 

XXUIIIU oapiCilo CULUllUUlCUolUC U. ipilUopilu.lv/ vxxpxxwopxiVJXijr vjx \jia&\s ~> ^Laixxxyj^ 

mRNA 


NM 001246 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 2 (ENTPD2), 

mRNA 


"MTU 000077 


Homo saniens PD^fi antigen fcollaaen tvne I receDtor triTombosrx)ndin recentor) 
(CD36), mRNA 


"MA/f 000*\01 


Untnn Qnnipnc CTw 14 nntiapn ^CD14^ mRNA 

XlVjllitJ OaplCllO V-/JL/X*T CUlLlgC-il \ \*rLSx'-Tjf XXLX\A. > n 


NM 000071 


Unmn ^aniens rvstnthinniTip-hpta-Qvnthase TCBS^ mRNA 


NM_000388 


Homo sapiens calcium-sensing receptor (hypocalciuric hypercalcemia 1, severe 
neonatal hyperparathyroidism) (CASR), mRNA 


NM 000070 


Homo sapiens calpain 3, (p94) (CAPN3), mRNA 


NM 000069 


Homo sapiens calcium channel, voltage-dependent, L type, alpha IS subunit 
(CALAIS), mRNA 


NM 001215 


Homo sapiens carbonic anhydrase VI (CA6), mRNA 


NM 000067 


Homo sapiens carbonic anhydrase II (CA2), mRNA 
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NM 000606 


Homo sapiens complement component 8, gamma polypeptide (C8G), mRNA 


MM 000066 


Homo sapiens complement component 8, beta polypeptide (C8B), mRNA 


NM 000562 


Homo sapiens complement component 8, alpha polypeptide (C8A), mRNA 


NM 000587 


Homo sapiens complement component 7 (C7), mRNA 


NM 000064 


Homo sapiens complement component 3 (C3), mRNA 


NM 000061 


Homo saniens Bmton aEarnmaelobulinemia tyrosine kinase fBTTO mRNA 


NM 001206 


Homo sani ens basic transcrinti on element binding r>ro tein 1 fRTE'RO mRNA 


NM 000060 


Homo saDiens biotinidase rBT0i mRNA 


NM 001201 


Homo sapiens bone morphogenetic protein 3 (osteogenic) (BMP3), mRNA 


NM 001200 


Homo sapiens bone morphogenetic protein 2 (BMP2), mRNA 


XiIVX. UWJOU 


r-wYirirt cum pn c r\l f > r\TYrv/r*i'n Vi"\//*i'tv\1 qop iRT A4TTi fttR"^JA 

XXUII1U odpivlia UivUXIlY vXIX XXjr tXI UlabC ^XjX-dVXXX IIXXxXN.rY 


NM 000057 

X'lXVX VUvwJ / 


TTrvmn campnc "R 1 nnm cvn H trim p fRT mP N A 
xxuniu oapxE/iio xjiuuiii ojriiiuuxixw ^X^Xwlvxy, ilLL\lyr\ 


NM 001198 


flnmn QanienQ PR rlnrnflin pon tain in o - 1 with TNT? domain fPRTYK/fl^ mRNA 
xxumu oapi t-iio x xx. uuxtiaxix uuiiiaxiiiiig x, wiux Juiyr uuxiiaxxx \jt xvl~/xvxx ) > iiuvln/a. 


NM 001196 


Homo sapiens BH3 interacting domain death agonist (BID), mRNA 


NM 000056 


XXUIIIU bdpiCilb UlalLUIlCU Ullalll KCiU dulU. UCUYUJUgCIlabC HI, UCld puiypcpilUC 
^lliapiC bjriup UilllC UlbGabCJ \D\^r^XJ£lDj 9 IlUOlCd.1 gCHC CIlL/UUlIig IIUlULIlUnulial 

protein, mRNA 


XNlVx wVJU*tOJ 


xlUIIJU bdpiCIlb x5x\.\-/rVx dbbUUlalcQ. xVJUNVJ UOlTlain 1 ^XJ/\X\JL/ 1 J, IT1Jl\J.N/\ 


xNlvx \J\J\J/\JJ 


iiomo sapiens /\irase, 11 < /iv ^ excnanging, oeia poiypepuae ^/\i.x^^fi5j, mivLN/\ 




iiomo sapiens asparxoacyiase ^aminoacyiase z, i^anavan oiseasej (AorAj, 

mRNA 
liUWir\. 


"NM 000046 

X^iXYX UUUU^U 


Unmfi canipnc sirvlciiltiitncp R ( AT?QR^ tti1?MA 
XXWint/ aajJiciia ai jriouixalaoc x_> ys\J\.ijDjy XIIXvIN/Tl. 


NM 000619 

X^IXVX \J\J\J\JJ J 


Wr^mrv car\i pti c timnriT npprr»cic -fop for* ni^T^»nH^ cnT»prf5>Tnil"\/ mpirVipr A ^ 1 'M WQT7^^ 
xxvjiiiv/ oaL/i&iiE> tuxiiui xiv/^iv^oio lauiux ^llgalJUy i>upci Xalliliy, lllClIiUCi O \^X INPoJ/Uy, 

mRNA 


NM 000042 

A TATA V/ V/ \V \/~^* 


Homo saniens anolinonrotein H rhpta-7-ft1vcnnrntein ( APOW^ mRNA 


NM 000041 


Homo saniens anolinonrotein K TAPOK^ mRNA 


NM 000040 


Homo sapiens apolipoprotein C-HT (AP0C3), mRNA 


NM 000039 

XlXVX \J\J\J\/J*7 


Unmn QQnipnc anolinnnrntpin A -T ^ APDAH mRNA 
xxwjxivj aapi ciic> ajjuiipwpiuiciii /t.**x w^v i iixjvl>x\ 


NM 000018 


T-Trvmn Qfinipnc JtHpnnmatnQic nolvnocic pr»1i ( APfi mRMA 

XXWiliU oaLJJLVllO CUX^iiUlllaLUdiO Jp/tJlj^jpLlolo yjTi~L y^yjy XlXXXXNiT. 


NM 001157 

X >XYX V/U 1 1J/ 


TTnmn cnnipnc nnnpYin A1 1 ( ANTVA 11^ mRNA 
xxuxixu oai^A&uo aiiiicAiix -rxx x ^/VL>-/v,rvx x j 9 iXxxxx>xA. 


NM 001 147 


TTr\mrt camVnc ancrifvrirnptiTi 0 ( ANrrRTT'? 1 mPMA 
xxviixu oajpxvxio aiigiujjuiCLiii z. ^/iiN vjxr x^.^, liixvLN/v 


NM_001145 


Homo sapiens angiogenin, ribonuclease, RNase A family, 5 (ANG), mRNA 


NM 000016 


iiomo sapiens adenosine monopnospnaie aeaminase 1 ^lsoionn ivi ) ^/viyltij i 
mRNA 


NM 001 141 


nUIJlU oapiCIlo aldV/IllUUIlalC X J-lipOAygCIlabC, SCCOntl type ^/VLrV^/^Vl Jxj^, UUViN/V 


NM 00001 S 

XNxYJ. UUUUOJ 


xxuiiiu bdpicnb muuidbc x>, xTUCLose-uispnospnaie \ i\3-ixJ\jd) 7 iiixvin/\ 


NM 000014 

XxxVX UUVUJH 


xTUIIlU oapiCIlb alUUidbC /I, xTUClOSC-UlbpnObpilaie \/\XjXJ\jr\) 9 IIxi\lN/\ 


NM 000019 


xxumo bdpiciib airixnoievuimaie, aena-, synuiase l ^siucroDiasnc/nypocnjomic 

qnpmi q 1 ^ AT ASi^i mipl^Qt* rrpnp f»npr\r1iTifT "mi tr\r» Vi/vnHficil ■n - i*rttpin mPWA 
alis^llUcLJ ^rVLriT-O-^^ j llUXvICdT gCHC CliL/UUllIg IlXllL/v/XlUIlUXiClX piUlClll, lliXvlN/x. 


NM 000010 


TTnmrv pani pn c 5il5ininp_rr1i//~*"v\/lcit^ amitiAtranefpraep ^AVnlAcic T' Vnm^TTiY q 1i t-n* n T* 
XxUiUU btipiCllo aiaUlUC -giyOAyialC allllllU UaHoiCx abv ^UAalUbxb 1, IiypclOAallxTla 1, 

t^lvnoliraeiflnria* sprinp-nvnivatp aminntmnQfpra^p^ ( AfTA^T^ mRNA 
&ij wiiwivium ia, ot'Xixiv'pjri uvoic aimiiwuL aiioicx aoty ^xv\j/v. x y, iixxvii^v 


NM 001126 


TTomo Qfmien^ adenvln<jnppinfltp Qvntnn^p ( AF)SS^ mRNA 


NM 000684 


Homo sapiens adrenergic, beta-1-, receptor (ADRB1), mRNA 


NM 001 1 75 


J1UII1U bapiCIlo rWJZ ~riDOSyiarginiIlC nyUiUlabC ^/\JL>x XvXXy, IIXX\XN/\ 


NM 0011 16 

XlXYX UU11 1U 


TT omn Rnnipn*; ad pnvl si tp r»\/p1i»cf» 0 ( AFir^VO^ mRNA 


NM 001115 


Homo sapiens adenylate cyclase 8 (brain) (ADCY8), mRNA 


NM 001114 


Homo sapiens adenylate cyclase 7 (ADCY7), mRNA 


NM 001109 


Homo sapiens a disintegrin and metalloproteinase domain 8 (ADAM8), mRNA 


NM_001110 


Homo sapiens a disintegrin and metalloproteinase domain 10 (ADAM 10), 
mRNA 


NM001108 


Homo sapiens acylphosphatase 2, muscle type (ACYP2), mRNA 


NM001107 


Homo sapiens acylphosphatase 1, erythrocyte (common) type (ACYP1), mRNA 
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NM 001104 

illVA \J\J 1 1\/*T 


Homo sapiens actinin, alpha 3 (ACTN3), inRNA 


NM 001086 


Homo sapiens arylacetamide deacetylase (esterase) (AADAC), mRNA 


NM 001043 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, 
noradrenaline member 2 (SLC6A2), mRNA 


NM_000532 


Homo sapiens propionyl Coenzyme A carboxylase, beta polypeptide (PCCB), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 002579 


Homo sapiens paralemmin (PALM), mRNA 


NM 002443 


Homo sapiens microseminoprotein, beta- (MSMB), mRNA 


NM 002418 


Homo sapiens motilin (MLN), mRNA 


NM 002300 


Homo sapiens lactate dehydrogenase B (LDHB), mRNA 


NM 002243 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 15 
(KCNJ15),mRNA 


NM 001534 


Homo sapiens homeobox 11-like 1 (HOX11L1), mRNA 


NM 001454 


Homo sapiens forkhead box Jl (FOXJ1), mRNA 


NM 004001 


Homo sapiens Fc fragment of IgG, low affinity lib, receptor for (CD32) 
(FCGR2B), mRNA 


NM 001276 


Homo saoiens chitinase 3 -like 1 (cartilage elvconrotein-39) (CHI3L1), mRNA 


"NM 001752 


Homo sapiens catalase (CAT), mRNA 


NM 001610 


Homo sapiens acid phosphatase 2, lysosomal (ACP2), mRNA 


NM 003461 


Homo saniens zvxin (ZYX). mRNA 


NM 003460 

XNXVA uViJ » vv 


Homo sapiens zona pellucida glycoprotein 2 (sperm receptor) (ZP2), mRNA 


NM 003459 


Homo sapiens solute carrier family 30 (zinc transporter), member 3 (SLC30A3), 
mRNA 


NM 003430 


Homo sapiens zinc finger protein 91 (HPF7, HTF10) (ZNF91), mRNA 


NM 003429 

X 1 XYJ. \J\JJ^*JS 


Homo sapiens zinc finger protein 85 (HPF4, HTF1) (ZNF85), mRNA 


NM 003428 


Homo sapiens zinc finger protein 84 (HPF2) (ZNF84), mRNA 


NM 003416 


Homo sapiens zinc finger protein 7 (KOX 4, clone HF.16) (ZNF7), mRNA 


NM 003497 


TTnmn ^anipn*? 7ine fin per nrotein 76 fexnressed in testis) (ZNF76). mRNA 


NM 003426 


Homo saoiens zinc fineer protein 74 (Cos52) (ZNF74), mRNA 


NM 003425 


Homo sapiens zinc finger protein 45 (a Kruppel-associated box (KRAB) domain 
nolvoentidei (ZNF45). mRNA 


NM 003423 

lliVX \J\J X^^J 


Homo sapiens zinc finger protein 43 (HTF6) (ZNF43), mRNA 


NM 003422 


Homo sapiens zinc finger protein 42 (myeloid-specific retinoic acid- responsive) 
(ZNF42), mRNA 


NM 003420 

X i XT A W*/ r*^w 


Homo sapiens zinc finger protein 35 (clone HF.10) (ZNF35), mRNA 


NM 003458 


Homo sapiens bassoon (presynaptic cytomatrix protein) (BSN), mRNA 


NM 003456 


Homo sapiens zinc finger protein 205 (ZNF205), mRNA 


NM 003453 


Homo sapiens zinc finger protein 198 (ZNF198), mRNA 


NM 003450 


Homo sapiens zinc finger protein 174 (ZNF174), mRNA 


NM 003447 


Homo sapiens zinc finger protein 165 (ZNF165), mRNA 


NM 003446 


Homo sapiens zinc finger protein 157 (HZF22) (ZNF157), mRNA 


"NM 003443 


Homo sapiens zinc finger protein 151 (pHZ-67) (ZNF151), mRNA 


NM 003442 


Homo sapiens zinc finger protein 143 (clone pHZ-1) (ZNF143), mRNA 


NM 003441 


Homo sapiens zinc finger protein 141 (clone pHZ-44) (ZNF141), mRNA 


NM 003440 

1NAVA \i\t~) • 


Homo sapiens zinc finger protein 140 (clone pHZ-39) (ZNF140), mRNA 


NM 003438 


Homo sapiens zinc finger protein 137 (clone pHZ-30) (ZNF137), mRNA 


NM 003437 


Homo sapiens zinc finger protein 136 (clone pHZ-20) (ZNF136), mRNA 


NM 003436 


Homo sapiens zinc finger protein 135 (clone pHZ-17) (ZNF135), mRNA 


NM 003435 


Homo sapiens zinc finger protein 134 (clone pHZ-15) (ZNF134), mRNA 


NM 003434 


Homo sapiens zinc finger protein 133 (clone pHZ-13) (ZNF133), mRNA 


NM 003433 


Homo sapiens zinc finger protein 132 (clone pHZ-12) (ZNF132), mRNA 


NM 003431 


Homo sapiens zinc finger protein 124 (HZF-16) (ZNF124), mRNA 



511 



WO 03/074654 



PCT/US03/05028 



NM 003411 


Homo sapiens zinc finger protein, Y-linked (ZFY), mRNA 


NM 003410 


Homo sapiens zinc ringer protein, X-linked (ZFX), mRNA 


NM_003405 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, eta polypeptide (YWHAH), mRNA 


NMJW34Q4 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, beta polypeptide (YWHAB), mRNA 


NM_000380 


Homo sapiens xeroderma pigmentosum, complementation group A (XPA), 
mRNA 


NM 003931 


Homo sapiens WAS protein family, member 1 (WASF1), mRNA 


NM 003384 


Homo sapiens vaccinia related kinase 1 (VRK1), mRNA 


NM 003383 


Homo sapiens very low density lipoprotein receptor (VLDLR), mRNA 


NM 003382 


Homo sapiens vasoactive intestinal peptide receptor 2 (VEPR2), mRNA 


NM 003381 


Homo sapiens vasoactive intestinal peptide (VIP), mRNA 


NM 003380 


Homo sapiens vimentin (VIM), mRNA 


NM 003377 


Homo sapiens vascular endothelial growth factor B (VEGFB), mRNA 


NM 003376 


Homo sapiens vascular endothelial growth factor (VEGF), mRNA 


NM 000376 


Homo sapiens vitamin D (1,25- dihydroxyvitamin D3) receptor (VDR), mRNA 


NM 003375 


Homo sapiens voltage-dependent anion channel 2 (VDAC2), mRNA 


NM 003374 


Homo sapiens voltage-dependent anion channel 1 (VDAC1), mRNA 


NM 003371 


Homo sapiens vav 2 oncogene (VAV2), mRNA 


NM 003370 


Homo sapiens vasodilator-stimulated phosphoprotein (VASP), mRNA 


NM 003762 


Homo sapiens vesicle-associated membrane protein 4 (VAMP4), mRNA 


NM 003369 


Homo sapiens UV radiation resistance associated gene (UVRAG), mRNA 


NM 003577 


Homo sapiens undifferentiated embryonic cell transcription factor 1 (UTF1), 
mRNA 


NM_003470 


Homo sapiens ubiquitin specific protease 7 (herpes virus-associated) (USP7), 
mRNA 


NM 003481 


Homo sapiens ubiquitin specific protease 5 (isopeptidase T) (USP5), mRNA 


NM 003363 


Homo sapiens ubiquitin specific protease 4 (proto-oncogene) (USP4), mRNA 


NM 003368 


Homo sapiens ubiquitin specific protease 1 (USP1), mRNA 


NM 003940 


Homo sapiens ubiquitin specific protease 13 (isopeptidase T-3) (USP13), mRNA 


NM_003367 


Homo sapiens upstream transcription factor 2, c-fos interacting (USF2), mRNA 


NMJ)03366 


Homo sapiens ubiquinol-cytochrome c reductase core protein II (UQCRC2), 
mRNA 


NM 003365 


Homo sapiens ubiquinol-cytochrome c reductase core protein I (UQCRC1), 
mRNA 


NM 003364 


Homo sapiens uridine phosphorylase (UP), mRNA 


NMJ)03361 


Homo sapiens uromodulin (uromucoid, Tamm-Horsfall glycoprotein) (UMOD), 
mRNA 


NM 003709 


Homo sapiens Kruppel-like factor 7 (ubiquitous) (KLF7), mRNA 


NM_003360 


Homo sapiens UDP glycosyltransferase 8 (UDP-galactose ceramide 
galactosyltransferase) (UGT8), mRNA 


NM_001074 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B7 (UGT2B7), 
mRNA 


NMJ)01077 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B17 (UGT2B17), 
mRNA 


NM_001076 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B15 (UGT2B15), 
mRNA " | 


NM_001075 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B10 (UGT2B10), 
mRNA 


NM 003359 


Homo sapiens UDP-glucose dehydrogenase (UGDH), mRNA 


NM_003358 


Homo sapiens UDP-glucose ceramide glucosyltransferase (UGCG), mRNA 
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NM 003357 


Homo sapiens uteroglobin (UGB), mRNA 


NM 003352 


Homo sapiens ubiquitin-like 1 fsentrin) (UBL1), mRNA 


NM 003347 


Homo sapiens ubiquitin-conjugating enzyme E2L 3 (UBE2L3), mRNA 


NM_003337 


Homo sapiens ubiquitin-conjugating enzyme E2B (RAD6 homolog) (UBE2B), 
mRNA 


NM_003336 


Homo sapiens ubiquitin-conjugating enzyme E2A (RAD6 homolog) (UBE2A), 
mRNA 


NM 003335 


Homo sapiens ubiquitin-activating enzyme El -like (UBE1L), mRNA 


NM 000550 


Homo sapiens tyrosinase-related protein 1 (TYRP1), mRNA 


NM 000372 


Homo sapiens tyrosinase (oculocutaneous albinism IA) (TYR), mRNA 


NM 001071 


Homo sapiens thymidylate synthetase (TYMS), mRNA 


NM 003331 


Homo sapiens tyrosine kinase 2 (TYK2), mRNA 


NM 003330 


Homo sapiens thioredoxin reductase 1 (TXNRD1), mRNA 


NM 003329 


Homo sapiens thioredoxin (TXN), mRNA 


NM 003328 


Homo sapiens TXK tyrosine kinase (TXK), mRNA 


NM 003324 


Homo sapiens tubby like protein 3 (TULP3), mRNA 


NM 003323 


Homo sapiens tubby like protein 2 (TULP2), mRNA 


NM 003321 


Homo sapiens Tu translation elongation factor, mitochondrial (TUFM), mRNA 


NM 001070 


Homo sapiens tubulin, gamma 1 (TUBG1), mRNA 


NM 001069 


Homo sapiens tubulin, beta polypeptide (TUBB), mRNA 


NM 000371 


Homo sapiens transthyretin (prealbumin, amyloidosis type I) (TTR), mRNA 


NMJ)00370 


Homo sapiens tocopherol (alpha) transfer protein (ataxia (Friedreich-like) with 
vitamin E deficiency) (TTPA), mRNA 


NM 003319 


Homo sapiens titin (TTN), mRNA 


NM 003318 


Homo sapiens TTK protein kinase (TTK), mRNA 


NM 003317 


Homo sapiens thyroid transcription factor 1 (TITF1), mRNA 


NM 003315 


Homo sapiens tetratricopeptide repeat domain 2 (TTC2), mRNA 


NM 003314 


Homo sapiens tetratricopeptide repeat domain 1 (TTC1), mRNA 


NM 003311 


Homo sapiens tumor suppressing subtransferable candidate 3 (TSSC3), mRNA 


NM 003310 


Homo sapiens tumor suppressing subtransferable candidate 1 (TSSC1), mRNA 


NM 000369 


Homo sapiens thyroid stimulating hormone receptor (TSHR), mRNA 


NM 000549 


Homo sapiens thyroid stimulating hormone, beta (TSHB), mRNA 


NMJ)03496 


Homo sapiens transformation/transcription domain-associated protein (TRRAP), 
mRNA 


NM 003301 


Homo sapiens thyrotropin-releasing hormone receptor (TRHR), mRNA 


NM 003299 


Homo sapiens tumor rejection antigen (gp96) 1 (TRA1), mRNA ! 


NMJ)03298 


Homo sapiens nuclear receptor subfamily 2, group C, member 2 (NR2C2), 
mRNA 


NM 003296 


Homo sapiens testis specific protein 1 (probe H4-1 p3-l) (TPX1), mRNA 


NM 003295 


Homo sapiens tumor protein, translationally-controlled 1 (TPT1), mRNA 


NMJ)03595 


Homo sapiens tyrosylprotein sulfotransferase 2 (TPST2), mRNA 


NM_003292 


Homo sapiens translocated promoter region (to activated MET oncogene) (TPR), 
mRNA 


NM 003291 


Homo sapiens tripeptidyl peptidase II (TPP2), mRNA 


NM_000547 


Homo sapiens thyroid peroxidase (TPO), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 003290 


Homo sapiens tropomyosin 4 (TPM4), mRNA 


NM 003289 


Homo sapiens tropomyosin 2 (beta) (TPM2), mRNA 


NM 000366 


Homo sapiens tropomyosin 1 (alpha) (TPM1), mRNA 


NM 000365 


Homo sapiens triosephosphate isomerase 1 (TPI1), mRNA 


NM 003288 


Homo sapiens tumor protein D52-like 2 (TPD52L2), mRNA 


NM 003287 


Homo sapiens tumor protein D52-like 1 (TPD52L1), mRNA 
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NM 003935 


Homo sapiens topoisomerase (DNA) m beta (TOP3B), mRNA 


NM 001067 


Homo sapiens topoisomerase (DNA) II alpha (170kD) (TOP2A), mRNA 


NM 003285 


Homo sapiens tenascin R (restrictin, janusin) (TNR), mRNA 


NM_003284 


Homo sapiens transition protein 1 (during histone to protamine replacement) 
(TNP1), mRNA 


NM 000364 


Homo sapiens troponin T2, cardiac (TNNT2), mRNA 


NM 003283 


Homo sapiens troponin Tl, skeletal, slow (TNNT1), mRNA 


NM 000363 


Homo sapiens troponin I, cardiac (TNNI3), mRNA 


NM 003282 


Homo sapiens troponin I, skeletal, fast (TNNI2), mRNA 


NM 003281 


Homo sapiens troponin I, skeletal, slow (TNNI1), mRNA 


NM 003279 


Homo sapiens troponin C2, fast (TNNC2), mRNA 


NM 003280 


Homo sapiens troponin C, slow (TNNC1), mRNA 


NM 003985 


Homo saniens tvrosine kinase non-recentor 1 fTTsTK 1 ^ rnRTsTA 


NMJ)01244 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 8 (TNFSF8) 
mRNA 


NM 001252 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 7 (TNFSF7), 
mRNA 


NMJ)03326 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 4 (tax- 
transcriDtionallv activated slvconrotein 1 34kD^ fFNFS!F4^ •m'RKA 


NM_003808 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 13 
(TNFSF13, mRNA 


NM_003809 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 12 
(TNFSF12i mRNA 


NMJ)03810 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 10 
(TNFSFlOi mRNA 


NMJMH243 


Homo sapiens tumor necrosis factor receptor superfamily, member 8 
(TNFRSF8) mRNA 


NMJJ01242 


Homo sapiens tumor necrosis factor receptor superfamily, member 7 
(TNFRSF7), mRNA 


NMJ)00043 


Homo sapiens tumor necrosis factor receptor superfamily, member 6 
(TNFRSF6), mRNA 


NM 003327 


Homo sapiens tumor necrosis factor receptor superfamily, member 4 
(TNFRSF4), mRNA 


NM 001066 


Homo sapiens tumor necrosis factor receptor superfamily, member IB 1 
(TNFRSF1B) mRNA 


NMJXH065 


Homo sapiens tumor necrosis factor receptor superfamily, member 1 A 
(TNFRSF1A), mRNA 


NMJXH192 


Homo sapiens tumor necrosis factor receptor superfamily, member 1 7 
(TNFRSF17), mRNA 


NM 003820 


Homo sapiens tumor necrosis factor receptor superfamily, member 14 
(herpesvirus entrv mediator) ^TNFRSFM'i mRNA 


NMJ)03790 


Homo sapiens tumor necrosis factor receptor superfamily, member 12 

( translocating chain-fl^nHaHrvn mpmHrfmp Tvmtpini rTNTFPQFlO^ mTJXTA 


NM_002546 


Homo sapiens tumor necrosis factor receptor superfamily, member 1 lb 
( osteoorotefferirA rTNFFTC SF1 1 Pt i mRNA 


NM_003839 


Homo sapiens tumor necrosis factor receptor superfamily, member 11a, activator 
of NFKB (TNFRSF1 1 A), mRNA 


NM_003840 


Homo sapiens tumor necrosis factor receptor superfamily, member lOd, decoy 
with truncated death domain (TNFRSF10D), mRNA 


NMJX)3842 


Homo sapiens tumor necrosis factor receptor superfamily, member 10b 
(TNFRSF10B), mRNA 


NM 003844 


Homo sapiens tumor necrosis factor receptor superfamily, member 10a 
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(TNFRSF10A), mRNA 


NM 003276 


Homo sapiens thymopoietin (TMPO), mRNA 


NM 003275 


Homo sapiens tropomodulin (TMOD), mRNA 


NM 003274 


Homo sapiens transmembrane protein 1 (TMEM1), mRNA 


NM_003692 


Homo sapiens transmembrane protein with EGF-like and two follistatin-like 
domains 1 (TMEFF1), mRNA 


NM 003273 


Homo sapiens transmembrane 7 superfamily member 2 (TM7SF2), mRNA 


NM_003272 


Homo sapiens transmembrane 7 superfamily member 1 (upregulated in kidney) 
(TM7SF1), mRNA 


NM 003271 


Homo sapiens transmembrane 4 superfamily member 7 (TM4SF7), mRNA 


NM 003270 


Homo sapiens transmembrane 4 superfamily member 6 (TM4SF6), mRNA 


NM 003963 


Homo sapiens transmembrane 4 superfamily member 5 (TM4SF5), mRNA 


NM_003269 


Homo sapiens nuclear receptor subfamily 2, group E, member 1 (NR2E1), 
mRNA 


NM 003266 


Homo sapiens toll-like receptor 4 (TLR4), mRNA 


NM 003265 


Homo sapiens toll-like receptor 3 (TLR3), mRNA 


NM 003264 


Homo sapiens toll-like receptor 2 (TLR2), mRNA 


NM 003263 


Homo sapiens toll-like receptor 1 (TLR1), mRNA 


NM 003258 


Homo sapiens thymidine kinase 1, soluble (TK1), mRNA 


NM 003257 


Homo sapiens tight junction protein 1 (zona occludens 1) (TJP1), mRNA 


NM 003256 


Homo sapiens tissue inhibitor of metalloproteinase 4 (T1MP4), mRNA 


NM_003254 


Homo sapiens tissue inhibitor of metalloproteinase 1 (erythroid potentiating 
activity, collagenase inhibitor) (TTMP1), mRNA 


NM 003597 


Homo sapiens TGFB inducible early growth response 2 (TIEG2), mRNA 


NM 003253 


Homo sapiens T-cell lymphoma invasion and metastasis 1 (TIAM1), mRNA 


NM_000460 


Homo sapiens thrombopoietin (myeloproliferative leukemia virus oncogene 
ligand, megakaryocyte growth and development factor) (THPO), mRNA 


NM 003249 


Homo sapiens thimet oligopeptidase 1 (THOP1), mRNA 


NM_003248 


Homo sapiens thrombospondin 4 (THBS4), mRNA 


NM 003247 


Homo sapiens thrombospondin 2 (THBS2), mRNA 


NM 003246 


Homo sapiens thrombospondin 1 (THBS1), mRNA 


NM 000361 


Homo sapiens thrombomodulin (THBD), mRNA 


NM 000360 


Homo sapiens tyrosine hydroxylase (TH), mRNA 


NM 003241 


Homo sapiens transglutaminase 4 (prostate) (TGM4), mRNA 


NM_003245 


Homo sapiens transglutaminase 3 (E polypeptide, protein-glutamine-gamrna- 
glutamyltransferase) (TGM3), mRNA 


NM_000359 


Homo sapiens transglutaminase 1 (K polypeptide epidermal type I, protein- 
glutamine-gamma-glutamyltransferase) (TGM1), mRNA 

^AUWA fc> J _ /. _Y - IX 


NMJ)03243 


Homo sapiens transforming growth factor, beta receptor in (betaglycan, 300kD) 
(TGFBR3), mRNA 


NMJW3242 


Homo sapiens transforming growth factor, beta receptor II (70-80kD) 
(TGFBR2), mRNA 


NM.000358 


Homo sapiens transforming growth factor, beta-induced, 68kD (TGFBI), mRNA 


NM_003239 


Homo sapiens transforming growth factor, beta 3 (TGFB3), mRNA 


NM 003238 


Homo sapiens transforming growth factor, beta 2 (TGFB2), mRNA 


NM 003236 


Homo sapiens transforming growth factor, alpha (TGFA), mRNA 


NM 003234 


Homo sapiens transferrin receptor (p90, CD71) (TFRC), mRNA 


NM 003227 


Homo sapiens transferrin receptor 2 (TFR2), mRNA 


NM 003226 


Homo sapiens trefoil factor 3 (intestinal) (TFF3), mRNA 


NMJ)03225 


Homo sapiens trefoil factor 1 (breast cancer, estrogen-inducible sequence 
expressed in) (TFF1), mRNA 


NM 003224 


Homo sapiens ADP-ribosylation factor related protein 1 (ARFRP1), mRNA 
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NM 003219 


Homo sapiens telomerase reverse transcriptase (TERT), mRNA 


NM 003673 


Homo sapiens titin-cap (telethonin) (TCAP), mRNA 


NM 003217 


Homo sapiens testis enhanced gene transcript (TEGT), mRNA 


NM 003216 


Homo sapiens thyrotrophic embryonic factor (TEF), mRNA 


NM 003213 


Homo sapiens TEA domain family member 4 (TEAD4), mRNA 


NM 003211 


Homo sapiens thymine-DNA glycosylase (TDG), mRNA 


NM 003608 


Homo sapiens G protein-coupled receptor 65 (GPR65), mRNA 


NM 000355 


Homo sapiens transcobalamin II; macrocytic anemia (TCN2), mRNA 


NM 001062 


Homo s aniens transcobalamin I (vitamin B12 binding nrotein R binder familvl 
(TCNl), mRNA 


NM 003202 


Homo sapiens transcription factor 7 (T-cell specific, HMG-box) (TCF7), mRNA 


NM_003201 


Homo sapiens transcription factor 6-like 1 (mitochondrial transcription factor 1- 
like) (TCF6L1), mRNA 


NM 003199 


Homo sapiens transcription factor 4 (TCF4), mRNA 


NM 003206 


Homo sapiens transcription factor 21 (TCF21), mRNA 


NM 000545 


Homo saniens transcriotion factor 1 henatic* LF-B 1 henatic nuclear factor 
(HNF1), albumin proximal factor (TCF1), mRNA 


NM 003198 


Homo saniens transcrintion elongation factor F5 fSIl W nolvnentide 1 (\ 10VD 
elongin A) (TCEB3), mRNA 


NM 001060 


Homo Qanipns thromboxane A 7 rerentor f rft'VA9'R'i rrTRT^FA 


NM 003194 


TTomo QivnipriQ TATA iwv ViinHino nrntpin ^TR*Pi ml?^A 

J.XVJ1XILF OaJJiWlD X A X A UUA t/XlXUXXlg UJJ. l_J Lvili ^ X XJX J, 11 LI VI Nil. 


NM 001192 

XiXVX \J\J^ xs£* 


Wnmn ^anipriQ niHiiliVi-^nppifip pVianpronp r fTRf^f^ ml? "MA 


NM 000116 


Homo <5anien<i tafaT^fn (rarHiomvonatViv HilatpH 1 A Of-linVpflY pnHnp nrHial 

fibroelastosis 2; Barth syndrome) (TAZ), mRNA 


NM 000353 


T-Tomo ^anip.n^ rvro^mp ami*notran<ifpra^p /TATi rniplpnr opnp pnpnHmcy 

OupiwilO ljl\JDlll\s CHJ.JLL1A\SU UllOivluOw \ 1/11 1, UuvlWul £^v^l XV* V/lll/ VJvJll Ig 

mitochondrial protein, mRNA 


NM 003191 


Homo saniens threonvl-tRNA <;vnthpta<;p (TARSIA mRNA 


NM 003190 


Homo sapiens TAP binding protein (tapasin) (TAPBP), mRNA 


NM 001189 

XiXVX Ul/J 1 


T-Tr»mn catvipriQ T-pp11 aputp IvnrrVhnpvtip Ipulrpmif* 1 /TAT 1 1 mT^^^A 

XXU11XU oaL/iviio X ~Vwl avIXIC iyiLl±Jll\J\*y l^UHvllllCl X ^XrVX<l ^, 1 1 LTvl N / V 


NM 001188 


XXVJIIIU oapiCIlo IIXllUgCIl-aL/LlValCU piULCxil JtUIldbC JKJUlabC KlllaoC / ^IVx/VJT jx\. / ) y 

mRNA 

1 liX vX i A 


NM 003487 


Homo ^anipn*! TATA box binding nrotpin (' \ 1 KP"\-a qqopi atpH fartoi* T?"KTA 

2.±\JHl\J oAL/X^«XiO 1 Al A UUA UXllUXJXg ^JlVjUt^lll ^ X J->X J OooVJUldLVlX XaUlVJl , XVX i /l. 

nolvmerase II N. 68kD (UNA-bindine Drotein 56, fTAF2Ni mRNA 


NMJ)03187 


Homo saniens TATA box bindinc nrotein (TBPi -associated factor RNA 
polymerase II, G, 32kD (TAF2G), mRNA 


NM 001057 


Homo sapiens tachykinin receptor 2 (TACR2), mRNA 


NM 003180 


Homo sapiens synaptotagmin 5 (SYT5), mRNA 


NM_003895 | 


Homo sapiens synaptojanin 1 (SYNJ1), mRNA 


NM 003490 


Homo sapiens synapsin IH (SYN3), mRNA 


NM_003178 


Homo sapiens synapsin II (SYN2), mRNA 


NM 003177 

X iXVA \J\s*J III 


T-Tomo Qanipnc onlppn tvro^inp Vina^p ^SYTC^ mT?*WA 

XX\JkxX\J auUlUUo JUlCtll LVlWoXllW iVJlltlot ^kJ I JYI, 1 1 11 V_L N l\ 


NM 003176 


Homo sapiens synaptonemal complex protein 1 (SYCP1), mRNA 


XN1YX \J\J J X i J~ 


TTnmr^ cnm'pnc cirrfpit 1 ^^ITTRFI^ mPNA 
JxUIIHj oapiCIlo oUriCll 1 wxVJT 1 j 9 IIlx\xNr\. 


NM 003167 


Homo sapiens sulfotransferase family, cytosolic, 2A, dehydroepiandrosterone 
\xjriiij\) -preiemng, memuer i ^oui^iii/v.ij, iiusjna 


NM_001056 


Homo saniens sulfotransferase familv cvtosolic 1C member 1 fSTTTTIPl^ 
mRNA 


NM_001054 


Homo sapiens sulfotransferase family, cytosolic, 1 A, phenol -preferring, member 
2 (SULT1 A2), mRNA 


NMJ)01055 


Homo sapiens sulfotransferase family, cytosolic, 1 A, phenol-preferring, member 
1 (SULT1A1), mRNA 


NM_003165 


Homo sapiens syntaxin binding protein 1 (STXBP1), mRNA 
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NM 003163 


Homo sapiens syntaxin IB (SIX IB), rtiRNA 


NM 003159 


Homo sapiens serine/threonine kinase 9 (STK9), mRNA 


NM 003158 


Homo sapiens serine/threonine kinase 6 (STK6), mRNA 


NM 003157 


Homo sapiens serine/threonine kinase 2 (STK2), mRNA 


NM 003600 


Homo sapiens serine/threonine kinase 15 (STK15), mRNA 


NM 003160 


Homo sapiens serine/threonine kinase 13 (aurora/IPLl-like) (STK13), mRNA 


NM 003156 


Homo sapiens stromal interaction molecule 1 (ST1M1), mRNA 


NM 003155 


Homo ^flnipn^ ^taiATiiop.fllpi'n 1 fSTfl i ttiR"NA 

AXV/JIAVA ZK11JI\jHO d\XlXl\ll\J\sCll\J Lll 1 X V> A y, 1 1 LAVA 1 XX 


NM 003877 

J.NXVX \J\J~)0 1 f 


Homo <;atiiPTi<; STAT itirhippH STAT mlimifor-9 fSTATT? i TrTRTSFA 


NM 003154 


Homo sapiens statherin (STATH), mRNA 


NM 003 153 

XNXYX uuJlJJ 


AXUlllU od.JJJ.CIlo Mgllal lidilollU^Cl til 111 aOUVdUJI \)l Uallowl lLHlVli v), lXllCl ICUlULZl^r 

induced f STAT6 1 mRNA 


NM_003152 


Homo sapiens signal transducer and activator of transcription 5 A (STAT5A), 
mRNA 


NM 003151 


Homo sapiens signal transducer and activator of transcription 4 (STAT4), mRNA 


NM 003150 


T-Tomo cnnipnQ Qionnl tran c/i nr pr nnrl npfivatnr r*f trcnicpriTitinTi 3 /'a/ > iitp_r»l*mcp 
ixviiiu oapiciio oigiiai uaiioUUL/vi axiu aollvalAJl Ui u allo^i ijJUUU J \^avUlC-|JllaoC 

rpcinorKJp far tor i f\STAT3 i rnRNA 

iCoL/UAJoG XalslUi J \iJ 1 Ai J jy lIlAVi Nxi. 


NM 000349 


Homo ^ariipn^ ^tproifiODpnip anifp rponlfitorv nrotpin fSTAT? i rriRi^JA 


NM 003 473 

a^xvx vvjt / j 


XXUUiVJ oajJICilo ol glial UalloUUUlllg dliaJJlUI lUUiCvUIC ^OxlO UUnialll aliU llrVlYx 

motif) 1 (STAM), mRNA 


NM 003149 


T-Tomo C5tr>ipnc cty* Vi r^m r\1 r\ cr\r fVtrpp fQTT3^ anrl r , \/ct*»iTif> i-i r»Vi Hattiqiti ^QTAP^ 
xxuillU oapicila bXU IlUIIlUlUgy UUCC ^lJxIJ ) allU l>yMClnC IlV/Il UUITlain ^OlAv/, 

mRNA 


NM 001048 


Homo <;fl"ni"pn<? «:omato^t?iHn ^SST^ mRT^A 


NM 003146 


TTomo QflTiiPnQ Qtniptiirp qt>ppi fir tpp Aornitir\n "nrntpin 1 ^SST?P1^ nVPT^FA 

•LXV/IilU OCXLAlVllO OUUUIIUI' OjJt^ViAi^ 1 tvVygilA L/XwlVAll 1 ^OJIvl 1 ^ 3 1 1 lAVl N / V 


NM 003745 


Homo <jflTiipns TA1C Viindino nrotpin ^SST-1^ mRNA 

A.l.\Jll.l\J OOAJlVllO JiAiV L/lJiVJIlig plVJWClll A A Jy ilAXVA^in. 


NM 001080 

A>XVX UUiV/OU 


Rnmn Q^T^iPriQ jiIHpIivHp ^pTivHrnCTPnncp ^ familT/ tnpmKpr A1 ^cn/>r»in*atp- 
xxlfiiiw ^ajjjt-iio aiuwijrixc uwiiyixiugciiaoi< J laiiiiiy, iiiwliiuci /a I ^aUxA/llialC** 

QpminlHprivHp HpiAvHrrvcTPTinQP^ /'AT TiTT^AI^ ml?'M^A 


NM 003139 


Homo sapiens signal recognition particle receptor ('docking protein*) (SRPR), 
mRNA 


NM 003138 

lllVX UVJl JO 


Homo qsmiMiQ SFRS nrotpin InnnQp 9 T5sl?PlC?^ mRNA 


NM 003135 

ANAVX \J\U 1 JJ 


Homo <jflTiirn<! sicmfll rproanirion nartirlp 10VT) ^SPP10^ mPT\TA 

XXWAA1W OaLJiwllo olgllal 1 \s\s\J gl llvlVJll IJtXX A y^kJXVX X*s)y lliXvJLNxi. 


NMJJ03132 


Homo sapiens spermidine synthase (SRM), mRNA 


NM 003130 


TTomo qhtyiptiq Qfirnn ^ST?T\ ttiT?WA 

XXVJIJiW OOLAi VXLO OUIOXLI ^OJLVA y , lilXXXNiTV 


NM 001047 

A l JLtX W A v~ / 


Homo ^aTiif*Ti^ ^tproiH-^-Jilnlm-TpfliiPtflQP alolia "nolvnpritirlp 1 f^-mm-^ jil-nhn- 

steroid delta 4-dehydrogenase alpha 1) (SRD5A1), mRNA 


NM 003743 


Homo sapiens nuclear receptor coactivator 1 (NCOA1), mRNA 


NM 003128 

A UTA UUJ 


Homo sat)iens snectrin beta non-ervthroevtic 1 TSPTHN1 i mRNA 


NM 003127 


Homo satjien^? ^npctrm alnha non-prvtiAronvrio 1 ^aloiAfl-i^ofiriTi i ^SPTAN^ 
mRNA 


NM 003126 


Homo sapiens spectrin, alpha, erythrocytic 1 (elliptocytosis 2) (SPTA1), mRNA 


MM" 00319S 


Wr*mr» QStnipnc email r»mlin^»i-ir»Vi nrnfAin 1 T3 ( /"•rvrnifin^ ^QT^1?T? 1 T5\ mP\TA 
A 1VJ111VJ oapivllo MllaiX piUlUlC"'! IVll piULCJII IXj \\^\JllllllLLJ \0± XVtvlxJy, IlLLviN/\ 


NM_003124 


Homo sapiens sepiapterin reductase (7,8-dihydrobiopterin:NADP+ 

nYi'HnrpHiirtflQp i ^SPP"\ mP MA 

UA1UU1 wUUl/lOaC^ ^OX AV J t IIlXVlN/V 


NM 003123 


Homo sapiens sialophorin (gpLl 15, leukosialin, CD43) (SPN), mRNA 


>JM 003191 


rxomo bdpicnb opi-o uanscnpiion iactor ^opi-i/x u.i reiateuj ^oJrxx5^ } niKiNA 


NM 003120 

J. IIT* Ai-"V/ 


Homo saoiens snlepn forn«; foimmo - vrm<5 fSFFVi nroviral intpcrratinn cmcc^oe^n^ 
spil(SPIl),mRNA 


NMJJ03119 


Homo sapiens spastic paraplegia 7, paraplegin (pure and complicated autosomal 
recessive) (SPG7), mRNA 


NMJ)03118 


Homo sapiens secreted protein, acidic, cysteine-rich (osteonectin) (SPARC), 
mRNA 


NM 003112 


Homo sapiens Sp4 transcription factor (SP4), mRNA 
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NM 003107 


Homo sapiens SRY (sex determining region Y)-box 4 (SOX4), mRNA 


NM 003108 


Homo sapiens SRY (sex determining region Y)-box 1 1 (SOX1 1), mRNA 


NM 003104 


Homo sapiens sorbitol dehydrogenase (SORD), mRNA 


NM 003102 


Homo sapiens superoxide dismutase 3, extracellular (SOD3), mRNA 


NM 003794 


Homo sapiens sorting nexin 4 (SNX4), mRNA 


NM 003100 


Homo sapiens sorting nexin 2 (SNX2), mRNA 


NM 003094 


Homo sapiens small nuclear ribonucleoprotein polypeptide E (SNRPE), mRNA 


NM 003092 


Homo sapiens small nuclear ribonucleoprotein polypeptide B" (SNRPB2), 
mRNA 


NM 003090 


Homo saoiens small nuclear ribonucleoDrotein oolvoentide A 1 fSNRPAl^ 
mRNA 


NM 003089 


Homo saniens small nuclear ribonucleonrotein 701cD nolvnentide (RNP anficrpTi^ 
(SNRP70), mRNA 


NM 003498 


Homo saniens stannin fSNNft mRNA 


NM 003087 


Homo sarjiens svnuclein i?arnma fbreast cancer-snecific nrotein 1^ TSNfCG^ 
mRNA 


NM 003083 


Homo sapiens small nuclear RNA activating complex, polypeptide 2, 45kD 
(SNAPC2),mRNA 


NM 003082 


Homo saniens small nuclear RNA activating comnlex nolvnervride 1 43VD 

XX\JXXX\J OU|/IVI1,0 OU4U11 JJUVlVUl JLVJ.^1 V UVU TUUilg Vvlill/lviVj L/vl Y L/vL/llUv X j ~J1VX/ 

(SNAPC1), mRNA 


NM 003081 


Homo saniens svnantosomal -associated nrotein 2SVT) fSNAP2S^ mUNA 


NM_003078 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin subfamilvd member 3 (SMAR 003^ mRNA 

will \JXXXfX VXXXy OUUlUlllilY \Xy lll\s 1 1 LIs\sL *j A UlVliUVV/iyj 1, 1 1 JUL Vl. 1 XX. 


NM_003077 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin subfamilvd member 2 fSMARCD2^ mRNA 

\SXXX Wl.llC4.LJ.il, OUUlUlllliy ) lllVllil/wl X* 1 LJJ.VJH JuLWL/^ lj 1 1 LL VL > XX 


NM_003076 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 

chromatin Qiihfamilv H mpmhpr 1 f^ft/TARPDI ^ mRNA 

V1U. VJIllttllll, oUUlallllly U, lli&lilUwl 1 ^LJlVX/AJLVV^J-x I y, 1 Jl JUL VI > A 


NM_003075 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 

chromatin ^iihfamilv r mprnhpr 2 (RWA ARCP^^ mRNA 


NM_003074 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin suhfamilv c member 1 fSMARPCl^ mRNA 

V ixi c/hjxi tin, ouuxcuimy \s 9 iixuin\j\*i i ^ o ivi/\i\.vyv/ x j , iiiiVJ. > xx 


NM_003073 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily b, member 1 (SMARCB1), mRNA 


NM_003601 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin suhfamilv a member 5 fSlVf ARPAS^ mRNA 

Vlil \J XXlt*t-XXXy \JV*.U XiXXXXXXJf LA j XXX\sXXX\J\SX «/ ^UlllillYV/I U f, llliVl til 


NM_003071 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin suhfamilv a member ^ fSlVf ARdA^ mRNA 

will UUMUllj gUI/lCU1114J IX y 111V111UU mJ ^UlrljTVlvV'iXJ 1, 1 1 11A~L 1 IX 


NM_003070 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin suhfamilv a member 2 fSlVT ARCA2^ mRNA 

wlU \JX lillklll, JUUI ClllH 1 J CI y XXXK^XXX\J\yL X* ^UlTll klv\yi Ia- Jj 1 1 1_L VI 1 /V 


NM_003069 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin suhfamilv a member 1 fSA/TAROAl^ mRNA 

win viiia Lin, o uuiaiini _y a, 1111*1 ui/v^i i ^oivxiXJL\.V-/ii.i jy ilixvi^iv 


NM_003982 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
wstem^ member 7 ("ST C7A1, mRNA 

OjfoLC/lll.y, llit-lllUt/l / ^LJJw»\— < / XX 1 Jy 1 1 LLVl > x\ 


NM_003046 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
^v^tem". member 2 (Rl CIA*), mRNA 

djrOldlly, lllt/lllL/tl a* y\~JX-j\^ 1 xxx* J } 1 1 UL VI > A 


NM_003045 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 1 (SLC7A1), mRNA 


NM_003043 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, taurine), 
member 6 (SLC6A6), mRNA 


NM_001045 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, serotonin), 
member 4 (SLC6A4), mRNA 


NM 001044 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, dopamine), 
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member 3 (SLC6A3), mRNA 


NMJ)03042 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, GABA), 
member 1 (SLC6A1), mRNA 


NM_003044 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, 
betaine/GABA), member 12 (SLC6A12), mRNA 


NM_000453 


Homo sapiens solute carrier family 5 (sodium iodide symporter), member 5 
(SLC5A5), mRNA 


NM_003041 


Homo sapiens solute carrier family 5 (sodium/glucose cotransporter), member 2 
(SLC5A2), mRNA 


NM_000343 


Homo sapiens solute carrier family 5 (sodium/glucose cotransporter), member 1 
(SLC5A1), mRNA 


NM_003040 


Homo sapiens solute carrier family 4, anion exchanger, member 2 (erythrocyte 
membrane protein band 3-like 1) (SLC4A2), mRNA 


NM_Q00342 


Homo sapiens solute carrier family 4, anion exchanger, member 1 (erythrocyte 
membrane protein band 3, Diego blood group) (SLC4A1), mRNA 


NMJ)00341 


Homo sapiens solute carrier family 3 (cystine, dibasic and neutral amino acid 
transporters, activator of cystine, dibasic and neutral amino acid transport), 
member 1 (SLC3A1), mRNA 


NM_001860 


Homo sapiens solute carrier family 31 (copper transporters), member 2 
(SLC31A2),mRNA 


NM_001859 


Homo sapiens solute carrier family 31 (copper transporters), member 1 
(SLC31Al),mRNA 


NMJ)03039 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 5 
(SLC2A5), mRNA 


NMJJ01042 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 4 
(SLC2A4), mRNA 


NM_003705 


Homo sapiens solute carrier family 25 (mitochondrial carrier, Aralar), member 
12 (SLC25A12), mRNA 


NM_003060 


Homo sapiens solute carrier family 22 (organic cation transporter), member 5 
(SLC22A5), mRNA 


NM 003058 


Homo sapiens solute carrier family 22 (organic cation transporter), member 2 
(SLC22A2), mRNA 


NM 003057 


Homo sapiens solute carrier family 22 (organic cation transporter), member 1 
(SLC22A1), mRNA 


NMJJ03562 


Homo sapiens solute carrier family 25 (mitochondrial carrier; oxoglutarate 
carrier), member 11 (SLC25A11), mRNA 


NM_003038 


Homo sapiens solute carrier family 1 (glutamate/neutral amino acid transporter), 
member 4 (SLC1A4), mRNA 


NM 003056 


Homo sapiens solute carrier family 19 (folate transporter), member 1 
(SLC19A1), mRNA 


NM_003055 


Homo sapiens solute carrier family 18 (vesicular acetylcholine), member 3 
(SLC18A3),mRNA 


NMJ)03054 


Homo sapiens solute carrier family 1 8 (vesicular monoamine), member 2 
(SLC18A2),mRNA 


NMJ)03053 


Homo sapiens solute carrier family 18 (vesicular monoamine), member 1 
(SLC18Al),mRNA 


NM_003052 


Homo sapiens solute carrier family 34 (sodium phosphate), member 1 
(SLC34A1), mRNA 


NMJ)03051 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 1 (SLC16A1), mRNA 


NM_003984 


Homo sapiens solute carrier family 13 (sodium-dependent dicarboxylate 
transporter), member 2 (SLC 1 3 A2), mRNA 
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NM.000339 


Homo sapiens solute carrier family 12 (sodium/chloride transporters), member 3 
(SLC12A3), mRNA 


NM_001046 


Homo sapiens solute carrier family 12 (sodium/potassium/chloride transporters), 
member 2 (SLC12A2), mRNA 


NM 000452 


Homo sapiens solute carrier family 10 (sodium/bile acid cotransporter family), 
member 2 (SLC10A2), mRNA 


NM_003049 


Homo sapiens solute carrier family 10 (sodium/bile acid cotransporter family), 
member 1 (SLC10A1), mRNA 


NM 003037 


Homo sapiens signaling lymphocytic activation molecule (SLAM), mRNA 


NM_003616 


Homo sapiens survival of motor neuron protein interacting protein 1 (SIP1), 
mRNA 


NM 003035 


Homo sapiens TALI (SCL) interrupting locus (SIL), mRNA 


NM_003032 


Homo sapiens sialyltransferase 1 (beta-galactoside alpha-2,6-sialytransferase) 
(SIAT1), mRNA 


NM 001041 


Homo sapiens sucrase-isomaltase (SI), mRNA 


NM 003027 


Homo sapiens SH3-domain GRB2-like 3 (SH3GL3), mRNA 


NM 003026 


Homo sapiens SH3-domain GRB2-like 2 (SH3GL2), mRNA 


NM 003025 


Homo sapiens SH3-domain GRB2-like 1 (SH3GL1), mRNA 


NM 003023 


Homo sapiens SH3 -domain binding protein 2 (SH3BP2), mRNA 


NM_003022 


Homo sapiens SH3 domain binding glutamic acid-rich protein like (SH3BGRL), 
mRNA 


NM_000199 


Homo sapiens N-sulfoglucosamine sulfohydrolase (sulfamidase) (SGSH), 
mRNA 


NM_003020 


Homo sapiens secretory granule, neuroendocrine protein 1 (7B2 protein) 
(SGNE1), mRNA 


NM_000337 


Homo sapiens sarcoglycan, delta (35kD dystrophin-associated glycoprotein) 
(SGCD), mRNA 


NM_000232 


Homo sapiens sarcoglycan, beta (43kD dystrophin-associated glycoprotein) 
(SGCB), mRNA 


NM 003019 


Homo sapiens surfactant, pulmonary-associated protein D (SFTPD), mRNA 


NM 003018 


Homo sapiens surfactant, pulmonary-associated protein C (SFTPC), mRNA 


NM 000542 


Homo sapiens surfactant, pulmonary-associated protein B (SFTPB), mRNA 


NM 003011 


Homo sapiens SET translocation (myeloid leukemia-associated) (SET), mRNA 


NM 003010 


Homo sapiens mitogen-activated protein kinase kinase 4 (MAP2K4), mRNA 


NM 003009 


Homo sapiens selenoprotein W, 1 (SEPW1), mRNA 


NM 003008 


Homo sapiens semenogelin II (SEMG2), mRNA 


NM 003007 


Homo sapiens semenogelin I (SEMG1), mRNA 


NM_003966 


Homo sapiens sema domain, seven thrombospondin repeats (type 1 and type 1- 
like), transmembrane domain (TM) and short cytoplasmic domain, (semaphorin) 
5A (SEMA5A), mRNA 


NM_003002 


Homo sapiens succinate dehydrogenase complex, subunit D, integral membrane 
protein (SDHD), nuclear gene encoding mitochondrial protein, mRNA 


NM 002999 


Homo sapiens syndecan 4 (amphiglycan, ryudocan) (SDC4), mRNA 


NM 002997 


Homo sapiens syndecan 1 (SDC1), mRNA 


NM_002996 


Homo sapiens small inducible cytokine subfamily D (Cys-X3-Cys), member 1 
(fractalkine, neurotactin) (SCYD1), mRNA 


NM_003175 


Homo sapiens small inducible cytokine subfamily C, member 2 (SCYC2), 
mRNA 


NM_002993 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 6 
(granulocyte chemotactic protein 2) (SCYB6), mRNA 


NM_002994 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 5 
(epithelial-derived neutrophil-activating peptide 78) (SCYB5), mRNA 
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NM 002985 


Homo sapiens small inducible cytokine A5 (RANTES) (SCYA5), mRNA 


NM_002991 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 24 
(SCYA24),mRNA 


NM_002990 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 22 
(SCYA22), mRNA 


NM 002989 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 21 
(SCYA21),mRNA 


NMJ>02988 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 18, 
pulmonary and activation-regulated (SCYA18), mRNA 


NM_002987 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 17 
(SCYA17),mRNA 


NMJ)02986 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 1 1 
(eotaxin) (SCYA1 1), mRNA 


NM_002979 


Homo sapiens sterol carrier protein 2 (SCP2), mRNA 


NM 001039 


Homo sapiens sodium channel, nonvoltage-gated 1, gamma (SCNN1G), mRNA 


NM 002978 


Homo sapiens sodium channel, nonvoltage-gated 1, delta (SCNN1D), mRNA 


NM 001038 


Homo sapiens sodium channel, nonvoltage-gated 1 alpha (SCNN1 A), mRNA 


NMJ)02977 


Homo sapiens sodium channel, voltage-gated, type DC, alpha polypeptide 
(SCN9A), mRNA 


NM_002976 


Homo sapiens sodium channel, voltage-gated, type VI, alpha polypeptide 
(SCN6A), mRNA 


NM_000334 


Homo sapiens sodium channel, voltage-gated, type IV, alpha polypeptide 
(SCN4A), mRNA 


NM_001037 


Homo sapiens sodium channel, voltage-gated, type I, beta polypeptide (SCN1B), 
mRNA ^ 


NM 002975 


Homo sapiens stem cell growth factor; lymphocyte secreted C-type lectin 
(SCGF), mRNA 


NM 003843 


Homo sapiens sciellin (SCEL), mRNA 


NMJ)02973 


Homo sapiens spinocerebellar ataxia 2 (olivopontocerebellar ataxia 2, autosomal 
dominant, ataxin 2) (SCA2), mRNA 


NM_000332 


Homo sapiens spinocerebellar ataxia 1 (olivopontocerebellar ataxia 1, autosomal 
dominant, ataxin 1) (SCA1), mRNA 


NM 002971 


Homo sapiens special AT-rich sequence binding protein 1 (binds to nuclear 
matrix/scaffold-associating DNA's) (SATB1), mRNA 


NM 002970 


Homo sapiens spermidine/spermine Nl-acetyltransferase (SAT), mRNA 


NMJ)03870 


Homo sapiens IQ motif containing GTPase activating protein 1 (IQGAP1), 
mRNA 


NM 002967 


Homo sapiens scaffold attachment factor B (SAFB), mRNA 


NM 000331 


Homo sapiens serum amyloid Al (SAA1), mRNA 


NM 001036 


Homo sapiens ryanodine receptor 3 (RYR3), mRNA 


NM 001035 


Homo sapiens ryanodine receptor 2 (cardiac) (RYR2), mRNA 


NM_002956 


Homo sapiens restin (Reed-Steinberg cell-expressed intermediate filament- 
associated protein) (RSN), mRNA 

£. i—\ £2. . _ _ 


NM_001033 


Homo sapiens ribonucleotide reductase Ml polypeptide (RRM1), mRNA 


NM 002955 


Homo sapiens ras responsive element binding protein 1 (RREB1), mRNA 


NMJ)03942 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 4 (RPS6KA4), 
mRNA 


NM_002953 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 1 (RPS6KA1), 
mRNA 


NM 002951 


Homo sapiens ribophorin II (RPN2), mRNA 


NM 002950 


Homo sapiens ribophorin I (RPN1), mRNA 


NM 000329 


Homo sapiens retinal pigment epithelium-specific protein (65kD) (RPE65), 
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mRNA 


NM 002947 


Homo sapiens replication protein A3 (14kD) (RPA3), mRNA 


NM 002946 


Homo sapiens replication protein A2 (32kD) (RPA2), mRNA 


NM 002945 


Homo sapiens replication protein Al (70kD) (RPA1), mRNA 


NM 000328 


Homo sapiens retinitis pigmentosa GTPase regulator (RPGR), mRNA 


NM 002943 


Homo sapiens RAR-related orphan receptor A (RORA), mRNA 


NM 000327 


Homo sapiens retinal outer segment membrane protein 1 (ROM1). mRNA 


NM 003799 


Homo sapiens RNA (guanine-7-) methyltransferase (RNMT), mRNA 


NM 002939 


Homo sapiens ribonuclease/angiogenin inhibitor (RNH), mRNA 


NM 003800 


Homo sapiens RNA guanylyltransferase and 5 ^phosphatase (RNGTT), mRNA 


NM 002938 


Homo sapiens ring finger protein 4 (RNF4), mRNA 


NM_002940 


Homo sapiens ATP-binding cassette, sub-family E (OABP), member 1 
(ABCEl),mRNA 


NM 002936 


Homo sapiens ribonuclease HI (RNASEH1), mRNA 


NM_002935 


Homo sapiens ribonuclease, RNase A family, 3 (eosinophil cationic protein) 
(RNASE3), mRNA 


NM 002934 


Homo sapiens ribonuclease, RNase A family, 2 (liver, eosinophil-derived 
neurotoxin) (RNASE2), mRNA 


NM 003796 


Homo sapiens RPB 5 -mediating protein (RMP), mRNA 


NM 003821 


Homo sapiens receptor-interacting serine-threonine kinase 2 (RJPK2), mRNA 


NM 003687 


Homo sapiens LIM domain protein (RIL), mRNA 


NM 002929 


Homo sapiens rhodopsin kinase (RHOK), mRNA 


NM 000324 


Homo sapiens Rhesus blood group-associated glycoprotein (RHAG), mRNA 


NM 003835 


Homo sapiens regulator of G-protein signalling 9 (RGS9), mRNA 


NM 003617 


Homo sapiens regulator of G-protein signalling 5 (RGS5), mRNA 


NM 002923 


Homo sapiens regulator of G-protein signalling 2, 24kD (RGS2), mRNA 


NM 002922 


Homo sapiens regulator of G-protein signalling 1 (RGS1), mRNA 


NM 002928 


Homo sapiens regulator of G-protein signalling 16 (RGS16), mRNA 


NM 002926 


Homo sapiens regulator of G-protein signalling 12 (RGS12), mRNA 


NM 003834 


Homo sapiens regulator of G-protein signalling 1 1 (RGS1 1), mRNA 


NM 002921 


Homo sapiens retinal G protein coupled receptor (RGR), mRNA 


NM 000538 


Homo sapiens regulatory factor X-associated protein (RFXAP), mRNA 


NM__003721 


Homo sapiens regulatory factor X-associated ankyrin-containing protein 
(RFXANK), mRNA 


NMJ)02918 


Homo sapiens regulatory factor X, 1 (influences HLA class II expression) 
(RFX1), mRNA 


NM 002916 


Homo sapiens replication factor C (activator 1)4 (37kD) (RFC4), mRNA 


NM 002915 


Homo sapiens replication factor C (activator 1) 3 (38kD) (RFC3), mRNA 


NM 002914 


Homo sapiens replication factor C (activator 1)2 (40kD) (RPC2), mRNA 


NM_003704 


Homo sapiens gene with multiple splice variants near HD locus on 4pl6.3 
(RES4-22), mRNA 


NM_002908 


Homo sapiens v-rel avian reticuloendotheliosis viral oncogene homolog (REL), 
mRNA 


NMJ)02909 


Homo s aniens regenerating islet-derived 1 aloha foancreatic <*tone nrotein 
pancreatic thread protein) (REG1A), mRNA 


NM 000322 


Homo sapiens retinal degeneration, slow (retinitis pigmentosa 7) (RDS), mRNA 


NM 002905 


Homo sapiens retinol dehydrogenase 5 (1 1-cisand 9-cis) (RDH5), mRNA 


NM 002903 


Homo sapiens recoverin (RCV1), mRNA 


NM_002902 


Homo sapiens reticulocalbin 2, EF-hand calcium binding domain (RCN2), 
mRNA 


NM 002901 


Homo sapiens reticulocalbin 1, EF-hand calcium binding domain (RCN1), 
mRNA 
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NM 002896 


Homo sapiens RNA binding motif protein 4 (RBM4), mRNA 


NM 002895 


Homo sapiens retinoblastoma-like 1 (pl07) (RBL1), mRNA 


NM 000321 


Homo sapiens retinoblastoma 1 (including osteosarcoma) (RBI), mRNA 


NM 000966 


Homo sapiens retinoic acid receptor, gamma (RARG), mRNA 


NM 000964 


Homo sapiens retinoic acid receptor, alpha (RARA), mRNA 


NM 002885 


Homo sapiens RAP1, GTPase activating protein 1 (RAP1GA1), mRNA 


NM 002884 


Homo sapiens RAP1 A, member of RAS oncogene family (RAP1 A), mRNA 


NM 002883 


Homo sapiens Ran GTPase activating protein 1 (RANGAP1), mRNA 


NM_002881 


Homo sapiens v-ral simian leukemia viral oncogene homolog B (ras related; 
GTP binding protein) (RALB), mRNA 


NM 002871 


Homo sapiens RAB interacting factor (RABIF), mRNA 


NM 003929 


Homo sapiens RAB7, member RAS oncogene family-like 1 (RAB7L1), mRNA 


NM 002869 


Homo sapiens RAB6, member RAS oncogene family (RAB 6), mRNA 


NM 002868 


Homo sapiens RAB5B, member RAS oncogene family (RAB5B), mRNA 


NM 002867 


Homo sapiens RAB3B, member RAS oncogene family (RAB3B), mRNA 


NM 002866 


Homo sapiens RAB3 A, member RAS oncogene family (RAB3 A), mRNA 


NM 002870 


Homo sapiens RAB13, member RAS oncogene family (RAB13), mRNA 


NM 000320 


Homo sapiens quinoid dihydropteridine reductase (QDPR), mRNA 


NM 002864 


Homo sapiens pregnancy-zone protein (PZP), mRNA 


NM_002863 


Homo sapiens phosphorylase, glycogen; liver (Hers disease, glycogen storage 
disease type VI) (PYGL), mRNA 


NM_002862 


Homo sapiens phosphorylase, glycogen; brain (PYGB), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_002860 


Homo sapiens pyrroline-5-carboxylate synthetase (glutamate gamma- 
semialdehyde synthetase) (PYCS), mRNA 


NM 000319 


Homo sapiens peroxisome receptor 1 (PXR1), mRNA 


NM 002859 


Homo sapiens paxillin (PXN), mRNA 


NM 002857 


Homo sapiens peroxisomal farnesylated protein (PXF), mRNA 


NM_002854 


Homo sapiens parvalbumin (PVALB), mRNA 


NM_002852 


Homo sapiens pentaxin-related gene, rapidly induced by EL-1 beta (PTX3), 
mRNA 


NM 000317 


Homo sapiens 6-pyruvoyltetrahydropterin synthase (PTS), mRNA 


NM_002851 


Homo sapiens protein tyrosine phosphatase, receptor-type, Z polypeptide 1 
(PTPRZl),mRNA 


NM 002850 


Homo sapiens protein tyrosine phosphatase, receptor type, S (PTPRS), mRNA 


NMJ)02846 


Homo sapiens protein tyrosine phosphatase, receptor type, N (PTPRN), mRNA 


NM 002845 


Homo sapiens protein tyrosine phosphatase, receptor type, M (PTPRM), mRNA 


NM 002844 


Homo sapiens protein tyrosine phosphatase, receptor type, K (PTPRK), mRNA 


NM_002843 


Homo sapiens protein tyrosine phosphatase, receptor type, J (PTPRJ), mRNA 


NM 002842 


Homo sapiens protein tyrosine phosphatase, receptor type, H (PTPRH), mRNA 


NM 002840 


Homo sapiens protein tyrosine phosphatase, receptor type, F (PTPRF), mRNA 


NM 002839 


Homo sapiens protein tyrosine phosphatase, receptor type, D (PTPRD), mRNA 


NM 002824 


Homo sapiens parathymosin (PTMS), mRNA 


NM 002823 


Homo sapiens prothymosin, alpha (gene sequence 28) (PTMA), mRNA 


NM_000316 


Homo sapiens parathyroid hormone receptor 1 (PTHR1), mRNA 


NM 002820 


Homo sapiens parathyroid hormone-like hormone (PTHLH), mRNA 


NM 000315 


Homo sapiens parathyroid hormone (PTH), mRNA 


NM 000960 


Homo sapiens prostaglandin 12 (prostacyclin) receptor (IP) (PTGIR), mRNA 


NM 000959 


Homo sapiens prostaglandin F receptor (FP) (PTGFR), mRNA 


NM 000958 


Homo sapiens prostaglandin E receptor 4 (subtype EP4) (PTGER4), mRNA 


NM 000957 


Homo sapiens prostaglandin E receptor 3 (subtype EP3) (PTGER3), mRNA 


NMJ)00955 


Homo sapiens prostaglandin E receptor 1 (subtype EP1), 42kD (PTGER1), 
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mRNA 


NM 000954 


Homo sapiens prostaglandin D2 synthase (21kD, brain) (PTGDS), mRNA 


NM 000314 


Homo sapiens phosphatase and tensin honiolog (mutated in multiple advanced 
cancers 1) (PTEN), mRNA 


NM 000952 


Homo sapiens platelet-activating factor receptor (PTAFR), mRNA 


NMJ)02818 


Homo sapiens proteasome (prosome, macropain) activator subunit 2 (PA28 beta) 
(PSME2), mRNA 


NMJW2811 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 7 
(Mov34 homolog) (PSMD7), mRNA 


NM_002806 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 6 
(PSMC6), mRNA 


NM 002805 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 5 
(PSMC5), mRNA 


NM_002804 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 3 
(PSMC3), mRNA 


NM_002803 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 2 
(PSMC2),mRNA 


NMJ)02802 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 1 
(PSMC1), mRNA 


NMJ)02800 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 9 (large 
multifunctional protease 2) (PSMB9), mRNA 


NMJ)02799 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 7 (PSMB7), 
mRNA 


NM_002797 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 5 (PSMB5), 
mRNA 


NMJ)02796 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 4 (PSMB4), 
mRNA 


NM_002795 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 3 (PSMB3), 
mRNA 


NMJW2794 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 2 (PSMB2), 
mRNA 


NM_002793 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 1 (PSMB1), 
mRNA 


NMJW2801 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 10 
(PSMB10),mRNA 


NMJW2790 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 5 
(PSMA5), mRNA 


NM 002788 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 3 
(PSMA3), mRNA 


NM 002786 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 1 
(PSMA1), mRNA 


NM 002783 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 7 (PSG7), mRNA 


NM 002781 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 5 (PSG5), mRNA 


NM 002780 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 4 (PSG4), mRNA 


NM_002785 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 1 1 (Note redefinition of 
symbol) (PSGll),mRNA 


NM 002784 


- Homo sapiens pregnancy specific beta- 1 -glycoprotein 9 (PSG9), mRNA 


NM 002779 


Homo sapiens pleckstrin and Sec7 domain protein (PSD), mRNA 


NM 002776 


Homo sapiens kallikrein 10 (KLK10), mRNA 


NM 002774 


Homo sapiens kallikrein 6 (neurosin, zyme) (KLK6), mRNA 


NM 002773 


Homo sapiens protease, serine, 8 (prostasin) (PRSS8), mRNA 


NM 002770 


Homo sapiens protease, serine, 2 (trypsin 2) (PRSS2), mRNA 
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NM 002769 


Homo sapiens protease, serine, 1 (trypsin 1) (PRSS1), mRNA 


NM 003619 


Homo sapiens protease, serine, 12 (neurotrypsin, motopsin) (PRSS12), mRNA 


NM 002775 


Homo sapiens protease, serine, 1 1 (IGF binding) (PRSS1 1), mRNA 


NMJ)02767 


Homo sapiens phosphoribosyl pyrophosphate synthetase-associated protein 2 
(PRPSAP2), mRNA 


NM_002766 


Homo sapiens phosphoribosyl pyrophosphate synthetase-associated protein 1 
(PRPSAP1), mRNA 


NM 002765 


Homo sapiens phosphoribosyl pyrophosphate synthetase 2 (PRPS2), mRNA 


NM 002764 


Homo sapiens phosphoribosyl pyrophosphate synthetase 1 (PRPS1), mRNA 


NM_003891 


Homo sapiens protein Z, vitamin K-dependent plasma glycoprotein (PROZ), 
mRNA 


NM 002763 


Homo sapiens prospero-related homeobox 1 (PROX1), mRNA 


NM 000313 


Homo sapiens protein S (alpha) (PROS1), mRNA 


NM 000312 


Homo sapiens protein C (inactivator of coagulation factors Va and Villa) 
(PROC), mRNA 


NM 002762 


Homo sapiens protamine 2 (PRM2), mRNA 


NM 002761 


Homo sapiens protamine 1 (PRM1), mRNA 


NM 000949 


Homo sapiens prolactin receptor (PRLR), mRNA 


NM 000948 


Homo sapiens prolactin (PRL), mRNA 


NMJ)02759 


Homo sapiens protein kinase, interferon-inducible double stranded RNA 
dependent (PRKR), mRNA 


NM 002756 


Homo sapiens mitogen-activated protein kinase kinase 3 (MAP2K3), mRNA 


NM 002749 


Homo sapiens mitogen-activated protein kinase 7 (MAPK7), mRNA 


NM 002745 


Homo sapiens mitogen-activated protein kinase 1 (MAPK1), mRNA 


NM 002751 


Homo sapiens mitogen-activated protein kinase 1 1 (MAPK1 1), mRNA 


NM 002753 


Homo sapiens mitogen-activated protein kinase 10 (MAPK10), mRNA 


NM 002743 


Homo sapiens protein kinase C substrate 80K-H (PRKCSH), mRNA 


NM 002742 


Homo sapiens protein kinase C, mu (PRKCM), mRNA 


NM_002741 


Homo sapiens protein kinase C-like 1 (PRKCL1), mRNA 


NM 002740 


Homo sapiens protein kinase C, iota (PRKCI), mRNA 


NM 002738 


Homo sapiens protein kinase C, beta 1 (PRKCB1), mRNA 


NM 002737 


Homo sapiens protein kinase C, alpha (PRKCA), mRNA 


NM_002736 


Homo sapiens protein kinase, cAMP-dependent, regulatory, type II, beta 
(PRKAR2B), mRNA 


NMJ)02734 


Homo sapiens protein kinase, c AMP-dependent, regulatory, type I, alpha (tissue 
specific extinguisher 1) (PRKAR1 A), mRNA 


NM_002733 


Homo sapiens protein kinase, AMP-activated, gamma 1 non-catalytic subunit 
(PRKAG1), mRNA 


NM_002731 


Homo sapiens protein kinase, cAMP-dependent, catalytic, beta (PRKACB), 
mRNA 


NM 002730 


Homo sapiens protein kinase, cAMP-dependent, catalytic, alpha (PRKACA), 
mRNA 


NMJ)00947 


Homo sapiens primase, polypeptide 2A (58kD) (PRJM2A), mRNA 


NM 000946 


Homo sapiens primase, polypeptide 1 (49kD) (PRIM1), mRNA 


NM 002728 


Homo sapiens proteoglycan 2, bone marrow (natural killer cell activator, 
eosinophil granule maior basic protein) (PRG2), mRNA 


NM 002727 


Homo sapiens proteoglycan 1, secretory granule (PRG1), mRNA 


NM 002726 


Homo sapiens prolyl endopeptidase (PREP), mRNA 


NMJ)02725 


Homo sapiens proline arginine-rich end leucine-rich repeat protein (PRELP), 
mRNA 


NM 002723 


Homo sapiens proline-rich protein BstNI subfamily 4 (PRB4), mRNA 


NM 002722 


Homo sapiens pancreatic polypeptide (PPY), mRNA 
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NM 000310 


Homo sapiens palmitoyl-protein thioesterase 1 (ceroid-lipofuscinosis, neuronal 1, 
infantile i fPPTI i mPNA 

HIxcUIUXk^J \x X X X Jy lllJLVi > xV. 


NM 002720 


Homo sapiens protein phosphatase 4 (formerly X), catalytic subunit (PPP4C), 
mRNA 


mm 002719 


TTomn ^aniens nrotpm Whn<irVhataQP 2 reonlatorv ^uHiirnt W fRS6i paTnma 

AJ.VyJ.llU oaUlvlio pxl/lvlll pxxUdpixalaov j 1 tguiaivi y oixuuAxxi xj yxj*J\jiy ^aixlxxlu 

isofonn APPP2R5C i mRNA 

lO V7 XWX XIX 11 X X Ailww^ 1 XXX VX U 1 


NMJ)02715 


Homo sapiens protein phosphatase 2 (formerly 2A), catalytic subunit, alpha 
isoform fPPP2CA^ mRNA 

lOV/iV/l 1XX ^A A A Z<VyA XHAVJL^IyV 


NM_002713 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 8 (PPP1R8), 
mRNA 


NM 002712 


Homo sapiens protein phosphatase 1, regulatory subunit 7 (PPP1R7), mRNA 


NM 002714 


TTnmn carwpnc Tirr^tpin f*Vir»cnVi?>'fi>cp 1 tp m 1 1 Q fcYrxr cnVnmit 10 fPT^P1T?10^ i*nT?"NTA 
xxL/lliVJ oapic.Ua piUldll piUJopilauloC 1, IvgUlalUiy ouUUlUL lv yx x x lx\.x\JJ 9 liiivlN/ V 


NM 002710 


"Homo CAmpnc TYrntpin "nVincfihntacp 1 pntQl"v1"ip ciihiinit cranrrrtJi icofirvmn 
aaUJUU oaplvlio piUlClil pilUopilalaoC 1, ^alaiy liu aUUUlllL, gailxilia loUxUilll 

(PPP1CC), mRNA 


NM 002709 

X^IXYA UUL / \J y 


TTomo ^arvi ptkj nrntpin iVhocnTintacp 1 Pfltnlvfip. ciihunit hptfl icoform fPPPin-li 
.ialhihj oapitxio pxui&ixi pii\»Jopiiaiciot/ x, \saiaiy n\s ouuumi, uvio loUAiuxii ^a at a 1\^xjj } 

mRNA 


NM 002708 


Homo sar>iens nrotein nhosnhatase 1 eatalvtie suhunit alnha isoform fPPPl CIA} 
mRNA 


NM 000109 

X^txYA 


T-Tomo cnniPfiQ iYrntor\OT"nnvriTincrpn hyiH^cp fP"PfYV^ mPWA 
AAU1X1V7 aapiC/lxo piUlupUxpiiyi xWJgyxl UAIUaoO ^fiUA/j 11 IJVx>IxTl 


NM 002706 


xiumu sapiciio piutcm pnuopnduioc i jj ^luiiiicriy ^- , )^ niagncMum^vicpcnueni, 
beta i <?of orm fPPM 1 B i mR N A 

Ut/lo lOlSlUllll ^A A iVXIXJ J f 11XXV1 1 A 


NM 002705 


TTomo ^anienQ nprmlaVin CPV1 ^ mPNA 


NM 000943 


TTomn ^anien*; npnrtdvlnrolvl iQAmpra<jp C 1 rnvrlnnbilin PI rPPTC* 1 ! ml? NT A 

i.X\JLll\J DCIL/XV1XO pV/pilUJrlkyXUxjrl loUlUtluOC Jf VI VyjJXXlliXl ^ J yA A X\y/ f lliXXiNxV. 


NM 000308 


Wottio ^flTiipriQ DTntpftivf* r>TotpiTi for Hpta-cralartoQifiaQp T cfilnptncisliHociQ^ 

AAV/XJJW oaLJlt/lla LSXISIWU vc pujivxll lul UrVla galdv IV olUdoC ^^aidULUSlallLUJoloy 

rPPGB^ mRNA 


NM 002703 


Homo saniens Dhosnhoribosvl Tjvronhosnhate amidotransferase fPPAT i mRNA 


NM 003712 


Homo saniens r>host)hatidic acid nhosDhatase tvne 2C (^PPAP2Ci mRNA 


NM 003713 


Homo saniens nhosnhatidic acid nho<?nhatase tvne 273 fPPAP2R i mRNA 

XxVllix/ wUL/lvllu L/11UJ JL/llCX vl\Xi W Uvlu L/XXVxO L/i.l(XiXXO w LV L/w fa- 1 i* IX X iiX X«JU lj XiLX^X ^( XJL 


NM 003711 


Homo saniens nhosnhatidic acid nhosnhatase tvne 2 A HPPAP2A i mRNA 


NM 002702 


Homo sapiens POU domain, class 6, transcription factor 1 (POU6F1), mRNA 


NM 002701 


ITnmn sam'pn^ POTT domain r1a<?<! 5 iTan^printinn faptnr 1 rPOTTSKI i ttYRNA 

XX\JLH\J MlLJlVlXD A V/U IXUlllCllll, vlilou «/, UCUXO^lxpill^ll laL>lUl x yx \J\J *JX X 1 1 lAVJ- N A 


NM 002700 

X ilTl \J\J I \J\J 


TTnmo saniens POTT domain elas^ 4 iTansnrintioTi fartor ^ rPOTT4F^ i mRNA 

X X\J X l OUpiVllJ A VXvrXXXCtXXl, VtuOO ~, IX Ul lOVI 1 jLi LI U1I XCXWLUX J 11 V_/ W"A -* J ) 1XXXVX Ih. 


NM 000307 ! 


Homo sapiens POU domain, class 3, transcription factor 4 (POU3F4), mRNA 


NMJ)02699 


Homo sapiens POU domain, class 3, transcription factor 1 (POU3F1), mRNA 


"MM 002697 

X>xVA \J\J£.\jy ( 


AlUIIlU oapiCIlo x \J\J UUIIlalll, Llabb Z, LrdllbLripilUll laLLUI 1 \x \J\jZ,r 1 J, IILtvLN/\ 


NM 000306 


Homo sapiens POU domain, class 1, transcription factor 1 (Pitl, growth hormone 


NM 000446 


nomo sapiens pdntoxonaac i ^jrv_/i>j i ) 9 nirviN r\ 


NM 000939 


Homo sapiens proopiomelanocortin (adrenocorticotropin/ beta-lipotropin/ alpha- 

mf»1 onrtPArfp on' mi il ci fit! fT hftrmnnp/ l"4ptci_m**1tin/>r»\rf^ cti'miilo'hiTirr Vi r>r^m r\n f* 1 Vio'f 

iiicidiiucy lc bLiiiiLLiaiing iiunuuiiw ucia-mcianocytc bLiniuidLing iiuiiiionc/ ocia- 

pnrlrvrrtVnn i rPOA^P^ mPM A 
CllUUrpilillJ yxKJlvxy^jy IIlXvlN^V 


NM 002693 

X^lXYA \J\J Z*\J _/ 


XaUIIIU SapiCllb puiyillClaoC ^J-/lNx\ UlxCl/lCU^, gdllxITxa wJL«V_Jy, llUOlCai gCJIC 

enrodina mitoniiotidrial nrotein mRNA 

&ll\/vllAlilg llllLUwllWllUX 101 JJXVJL^lll, 1 1 IX Vl ^ I*. 


NM 002692 


TTomn sanipn<! nolvmerase fDNA Hirpp.ted^ pncilnn 2 rPOT P2 i nVRNA 

AAU111L/ OtXJJlt-Ilo yJ\Jlj lllwi UOl/ ^1-/1 dllk/WlvLiy, wJJollUll Z, ^X V 71 i [ lllXvX i xV 


NM 002691 


Unmn cfl'nipnc nPilvmpra^ft /TINA dirpptpd^ Hpltn 1 patalvtip cuKimit /"12S1rTi^ 
xxuiiiu aapiciia ^J\JLy 111^1 ao ^ ^a^i^i^v liii t/v ic-vx y , uvlld i, itaiaxyi.lv aUUUlllL ^Az.^riJ-/y 

(POLD1), mRNA 


NM 002690 


Homo sapiens polymerase (DNA directed), beta (POLB), mRNA 


NM 003967 


Homo sapiens putative neurotransmitter receptor (PNR), mRNA 


NM 002686 


Homo sapiens phenylethanolamine N-methyltransferase (PNMT), mRNA 


NM_002677 


Homo sapiens peripheral myelin protein 2 (PMP2), mRNA 


NM 000304 


Homo sapiens peripheral myelin protein 22 (PMP22), mRNA 


NM 002676 


Homo sapiens phosphomannomutase 1 (PMM1), mRNA 
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NM 002674 


Homo sapiens pro-melanin-concentraung normone irm\^xi), mKJNA 


NM_002668 


Homo sapiens proteohpid protein 2 (colonic epiineiium-enncnea; jri^rzj, 
mRNA 


NM_000935 


Homo sapiens procollagen-lysine, 2-oxoglutarate 5-dioxygenase (lysine 
nydroxylasej z (r\LU.uz^, rriKJNA 


NM 002667 


Homo sapiens pnospnoiamoan \r .linj, rnxuN/\ 


NM 002666 


Homo sapiens penlipin (rLUN^, mKJNA 


NM 002665 


Homo sapiens plasminogen-like (PLGL), mRNA 


NM 000301 


tt • i ; /~DT T) TvT A 

Homo sapiens plasmmogen (PLajj, mKJNA 


NM_000445 


Homo sapiens plectin 1, intermediate filament binding protein, 500kD (PLEC1), 
mRNA 


NM 002663 


Homo sapiens pnospnolipase DJL (rlAJZ), mruN a 


NM 002662 


Homo sapiens pnospnolipase Dl, pnopnauayicnoime-specmc ^ri-,i;ij, ituvin/\ 


NM_002661 


Homo sapiens pnospnolipase O, gamma z ^pnospnatiayimosiioi-speom^ 
(PLCG2), mRNA 


NMJ)02660 


Homo sapiens pnospnolipase u, gamma 1 jiormeny suoiypc iho) ^tia^x^, 
mRNA 


NM 000933 


Homo sapiens pnospnolipase U, beta 4 (rJLUD4j, rruuN a 


NM 002659 


Homo sapiens plasminogen activator, urokinase receptor (PLAUR), mRNA 


NM 002658 


Homo sapiens plasmmogen activator, urokinase (PLAU), mKJNA 


NM 002655 


Homo sapiens pleomorphic adenoma gene 1 (PJLAul), mKNA 


NM 000929 


tif A ^ X T /TIT A C\ ■m'D XT A 

Homo sapiens phosphohpase A2, group V (PLA2Cj5), mKJNA 


NM_003706 


Homo sapiens pnospnolipase A2, group 1VC (cytosolic, calcium-inaepenaentj 
(PLA2G4C), mRNA 


NMJ)00300 


Homo sapiens phospholipase A2, group IIA (platelets, synovial fluid) 
(PLA2G2A), nuclear gene encoding mitochondrial protein, mRNA 


NM 003561 


Homo sapiens phosphohpase A2, group X (PLA2G10), mKNA 


NM 002654 


Homo sapiens pyruvate kinase, muscle (PKM2), mKJNA 


NM 003691 


Homo sapiens senne/threonme kinase 16 (SIKlo), mKNA 


NMJ)00296 


Homo sapiens polycystic kidney disease 1 (autosomal dominant) (PKD1), 
mRNA 


NM_003607 


Homo sapiens Ser-Thr protein kinase related to the myotonic dystrophy protein 
kinase (PK4Zo), mKisiA 


NM 003678 


Homo sapiens gene fromNF2/meningioma region of 22ql2 (PK1.3), mRNA 


NM 000325 


Homo sapiens paired-like nomeodomain transcnption lactor z ^riiAZj, miUNA 


NM 002653 


Homo sapiens paired-like homeodomam transcnption lactor i (rii Al j, mKJNA 


NM 002652 


Homo sapiens prolacto-induced protein (Plr), mKJNA 


NM_003558 


Homo sapiens phosphatidylinositol-4-phosphate 5-kinase, type I, beta 
(PIP5K1B), mRNA 


NM_003557 


Homo sapiens phosphatidyluiositol-4-pnospnate ^-Kinase, type l, aipna 
(PTP5K1A), mRNA 


NM 003746 


Homo sapiens dynein, cytoplasmic, light polypeptide (PIN), mRNA 


NM 002648 


Homo sapiens pim-1 oncogene (PIM1), rnKiNA 


NMJW2651 


Homo sapiens phosphatidylinositol 4-kinase, catalytic, beta polypeptide 
(PIK4CB), mRNA 


NM 002643 


Homo sapiens pnospnauayiinosuoi Riy^Mi, uiasst> r uu\±^t\ 


NM 002642 


Homo sapiens phosphatidylinositol glycan, class C (PIGC), mRNA 


NM 002638 


Homo sapiens protease inhibitor 3, skin-denved (SKALP) (PI3), mRNA 


NM 000294 


Homo sapiens phosphorylase kinase, gamma 2 (testis) (PHKG2), mRNA 


NM 000293 


Homo sapiens phosphorylase kinase, beta (PHKB), mRNA 


NM 000292 


Homo sapiens phosphorylase kinase, alpha 2 (liver) (PHKA2), mRNA 


NM 002637 


Homo sapiens phosphorylase kinase, alpha 1 (muscle) (PHKA1), mRNA 
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NM 000926 


Homo sapiens progesterone receptor (PGR), mRNA 


NM 002633 


Homo sapiens phosphoglucomutase 1 (PGM1), mRNA 


NM 000291 


Homo sapiens phosphoglycerate kinase 1 (PGK1), mRNA 


NMJ)02632 


Homo sapiens placental growth factor, vascular endothelial growth factor-related 
protein (PGF), mRNA 


NM 002631 


Homo sapiens phosphogluconate dehydrogenase (PGD), mRNA 


NM 002630 


Homo sapiens progastricsin (pepsinogen C) (PGC), mRNA 


NM 000290 


Homo sapiens phosphoglycerate mutase 2 (muscle) (PGAM2), mRNA 


NM 002629 


Homo sapiens phosphoglycerate mutase 1 (brain) (PGAM1), mRNA 


NM 000289 


Homo sapiens phosphofructokinase, muscle (PFKM), mRNA 


NM 002626 


Homo sapiens phosphofructokinase, liver (PFKL), mRNA 


NM_002625 


Homo sapiens 6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 1 
(PFKFB1), mRNA 


NM 002621 


Homo sapiens properdin P factor, complement (PFC), mRNA 


NM 002620 


Homo sapiens platelet factor 4 variant 1 (PF4V1), mRNA 


NM 002619 


Homo sapiens platelet factor 4 (PF4), mRNA 


NM 000288 


Homo sapiens peroxisomal biogenesis factor 7 (PEX7), mRNA 


NM 000287 


Homo sapiens peroxisomal biogenesis factor 6 (PEX6), mRNA 


NM 003630 


Homo sapiens peroxisomal biogenesis factor 3 (PEX3), mRNA 


NM 000466 


Homo saniens neroxisnme biogenesis factor 1 fPl-OCI^ mRT^JA 


NM 002618 

J. Www X v 


Homo saniens neroxisome biogenesis factor 13 rPKX13^ mRNA 


NM 000442 


Homo sanipns rvlatplpt/pndothplifll cell fldhpsHon ttioIppiiIp ^PD^I nntiopn^ 

(PECAM1), mRNA 


NM 002614 


Homo sanipns PDZ domain containing 1 (W)7~K 1 ^ mRNA 

1XU111U v/HO X 1/XJ viV/lllQlll V/WlllCUlllllg l yx \~J *. * lv 1 ^, A 1 Ju. v J. N / i. 


NM 003477 


TTomo 'n^tmptiq Pvnivatp HprivHrnopnaQP cnmtVlp'Y linr^vl-cnntniniTiQ pnmnnripnt 

X' E3-bindine nrotein fPDXH mRNA 


NM 002613 


Homo sapiens 3-phosphoinositide dependent protein kinase-1 (PDPK1), mRNA 


NM 002612 


Homo saniens nvmvate dehvdrocyenase kinase isoenTvme 4 fl*TyFC4^ mRTtf A 


NM_000925 


Homo sapiens pyruvate dehydrogenase (lipoamide) beta (PDHB), mRNA 


NM 000284 


Homo saniens ovruvate dehvdroi?enase flinoamide^ alnha 1 fPDHAI^ mRNA 


NM 000924 


Homo saniens nhosnhodiesterase 1"B calmodulin-denendent fPDEITVl mRNA 


NM 002606 


Homo saniens nhosnhodiesterase 9A fPDE9A i mRNA 


NM 002602 


Homo saniens nhosnhodiesterase 6G cGMP-snecific rod gamma fPDFfiG^ 
mRNA 


NMJ)02601 


Homo saniens nhosnhodiesterase 6D cGMP-snecific rod. delta (PDE6D i 
mRNA 


NM 000921 


Homo sapiens phosphodiesterase 3 A, cGMP-inhibited (PDE3 A), mRNA 


NM 002598 


Homo sapiens programmed cell death 2 (PDCD2), mRNA 


NM 002594 


Homo sapiens proprotein convertase subtilisin/kexin type 2 (PCSK2), mRNA 


NM 002592 


Homo saniens Droliferatine cell nuclear antieen (PCNA \ mRNA 


NM 002591 


Homo sapiens phosphoenolpyruvate carboxykinase 1 (soluble) (PCK1), mRNA 


NM 002586 


Homo saniens nre-B-cell leukemia transcrintion factor 2 fPBX2^ mRNA 


NM 002585 


Homo saniens nre-B-cell leukemia transcrintion factor 1 fPBXl^ mRNA 

X X V/XXXw OCX kxX VXXk? IVl V JL^ Vvll IVUlYvlJilU VX CXXXO VX 1 yj Li VyX X iUv^vi X \^X X— *V V X y j X X IX vX i XX. 


NM 002583 


Homo saniens PRKC anontosis WT1 recmlntor fPAWR^ mRNA 


NM 002582 


TTnmo QanipnQ nolvf A i-^mpcific TiV^nmiplpncp f/lpiiHprivlji'HfYn Tmclpjicp'N rPAT?"NT\ 

mRNA 


NM_003631 


Homo sapiens poly (ADP-ribose) glycohydrolase (PARG), rnRNA 


NM 002580 


Homo sapiens pancreatitis-associated protein (PAP), mRNA 


NM 000919 


Homo sapiens peptidylglycine alpha-amidating monooxygenase (PAM), mRNA 


NM 002578 


Homo sapiens p21 (CDKNlA)-activated kinase 3 (PAK3), mRNA 


NM 002574 


Homo sapiens peroxiredoxin 1 (PRDX1), mRNA 


NM 002573 


Homo sapiens platelet-activating factor acetylhydrolase, isoform lb, gamma 
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subunit (29kD) (PAFAH1B3), mRNA 


XJTV/T 009579 


u nr «A conipnc nlatplpt-aen'vatina factor acetvlhvdrolase isoform lb. beta subunit 


NM 009571 


ifnmn cnniptiQ nroixpstaff en -associated endometrial nrotein fnlacental nrotein 14. 
pregnancy-associated endometrial alpha-2-globulin, alpha uterine protein) 
(PAEP), mRNA 


NM 0095/i0 


Wrvmn conipnc nnirpH haQir. amino aPid clpflvrntT GTITVmfi i TUTTf! mfimnrffllfi 
X1UIX1U octpiCIlo L/tlliCU. Uuolv aLlllxlKJ clwu uitavnig iiiw yxui 111, iiivuii/iuxiv 

associated receptor protein) (PACE), rnRNA 


NM 009570 


TT rvmn canipns nairpd ha sic amino acid cleaviriff svstem 4 fPACE4Y mRNA 


NM 003900 


Homo sapiens sequestosome 1 (SQSTM1), mRNA 


MM 00001 R 


Unmn cn-nipnc nrnrollacrpn-nrolinp 9-oxoo r 1iitarate 4-dioxvpenase fnroline 4- 
hvdroxvlase i beta nolvnentide (nrotein disulfide isomerase; thvroid hormone 
binding protein p55) (P4HB), mRNA 


MM 000017 


TTrvmn canipns nror nil a oen -nroline 9-oxoelutarate 4-dioxvcrenase foroline 4- 

hydroxylase), alpha polypeptide I (P4HA1), rnRNA 


MM 009565 


Unmn cnrripns nvrimiHinproir rpcpntor P9Y Cr-nrotein COunled 4 fP2RY4^ 

mRNA 


MM 009564 


Wnmri caniPTic nirnTiprcrip rpppntor P9Y O-nrntpin COlinled 2 fP2RY2^ mRNA 


NM_002566 


Homo sapiens purinergic receptor P2Y, G-protein coupled, 1 1 (P2RY1 1), 


NM.002562 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 7 (P2RX7), 

ITLl\J.>i/\ 


vnv/f 009561 
JNlVl_UUzD01 


T-Tnmrk canipnc niin'nprmr rprpntnr P9Y liaanH-cratpd ion channel 5 rP9R^CS^ 
jnomo sapiens purincrgiu rcw/cpiur irzyv, iigoiiu-j^aLcu iun v/ucuui^i, .^ax^wy, 

mRNA 


NM_002560 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 4 (P2RX4), 

mPNA 


NMJ)02559 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 3 (P2RX3), 

mRNA 


NM 002556 


Homo sapiens oxysterol binding protein (OSBP), rnRNA 


XTM nnn608 


jiomo Sapicnb uruouinuuuiu x ^wxviviz,^, liJaviN-ti. 


MM 003 6Q6 


TTnmr\ cam'pnc nlfflrtnrvrprpntftr familv siiHfarnilv A member 1 TOR6All 
mRNA 


MM 009550 


Unmn ^aniens o1 fa rtorv rpcpntor familv ^ subfamilv A member 1 TOR3A1). 

mRNA 


NM 002548 


Homo sapiens olfactory receptor, family 1, subfamily D, member 2 (0R1D2), 
rnRNA 


MM 000914 


Homo sapiens opioid receptor, mu 1 (0PRM1), mRNA 


NM 000912 


Homo saniens onioid recentor kanna 1 fOPRKl). mRNA 


NM 000911 


Homo saniens onioid recentor delta 1 (OPRDl\ mRNA 


NM 002544 


Homo sapiens oligodendrocyte myelin glycoprotein (OMG), mRNA 


NM 002543 

IN J.VJL \J \J£*~JU 


Homo sapiens oxidised low density lipoprotein (lectin-like) receptor 1 (OLR1), 
rnRNA 


NM 003485 


Homo sapiens G protein-coupled receptor 68 (GPR68), mRNA 


MM 009540 


Mnmrt canipnc outpr dpnse fibre of soerm tails 1 ^ODF2^ mRNA 


NM 002533 


Homo sapiens nuclear VCP-like (NVL), rnRNA 


NM 002531 

1 lIVJL \J\J ****** A 


Homo sapiens neurotensin receptor 1 (high affinity) (NTSR1), mRNA 


NM 002530 


Homo sapiens neurotrophic tyrosine kinase, receptor, type 3 (NTRK3), mRNA 


NM 002526 


Homo sapiens 5* nucleotidase (CD73) (NT5), mRNA 


NMJ)03580 


Homo sapiens neutral sphingomyelinase (N-SMase) activation associated factor 
(NSMAF), mRNA 


NM_003633 


Homo sapiens ectodermal-neural cortex (with BTB-like domain) (ENC1), 
mRNA 
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NM 003872 


Homo sapiens neuropilin 2 (NRP2), mRNA 


■NM 003873 


Homo sapiens neuropilin 1 (NRP1), mRNA 


NM 003489 


Homo sapiens nuclear receptor interacting protein 1 (NRjDPl), mRNA 


NM 002525 


Homo sapiens nardilysin (N-arginine dibasic convertase) (NRD1), mRNA 


NM 000905 


Homo sapiens neuropeptide Y (NPY), mRNA 


NM 000910 


Homo sapiens neuropeptide Y receptor Y2 (NPY2R), mRNA 


NM 000909 


Homo sapiens neuropeptide Y receptor Yl (NPY1R), mRNA 


NM 002522 


Homo sapiens neuronal pentraxin I (NPTX1), mRNA 


NM_000908 


Homo sapiens natriuretic peptide receptor C/guanylate cyclase C (atrionatriuretic 
peptide receptor C) (NPR3), mRNA 


NM_000906 


Homo sapiens natriuretic peptide receptor A/guanylate cyclase A (atrionatriuretic 
peptide receptor A) (NPR1), mRNA 


NM 002521 


Homo sapiens natriuretic peptide precursor B (NPPB), mRNA 


NM 002519 


Homo sapiens nuclear protein, ataxia-telangiectasia locus (NPAT), mRNA 


NM 002518 


Homo sapiens neuronal PAS domain protein 2 (NPAS2), mRNA 


NM 002517 


Homo sapiens neuronal PAS domain protein 1 (NPAS1), mRNA 


NM 002514 


Homo sapiens nephroblastoma overexpressed gene (NOV), mRNA 


NM 003787 


Homo sapiens nucleolar protein 4 (NOL4), mRNA 


NMJ)03946 


Homo sapiens nucleolar protein 3 (apoptosis repressor with CARD domain) 
(NOL3), mRNA 


NM_003551 


Homo sapiens non-metastatic cells 5, protein expressed in (nucleoside- 
diphosphate kinase) (NME5), mRNA 


NM 002513 


Homo sapiens non-metastatic cells 3, protein expressed in (NME3), mRNA 


NMJ)02512 


Homo sapiens non-metastatic cells 2, protein (NM23B) expressed in (NME2), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 002511 


Homo sapiens neuromedin B receptor (NMBR), mRNA 


NM 002510 


Homo sapiens glycoprotein (transmembrane) nmb (GPNMB), mRNA 


NM_003954 


Homo sapiens mitogen-activated protein kinase kinase kinase 14 (MAP3K14), 
mRNA 


NM 002508 


Homo sapiens nidogen (enactin) (NLD), mRNA 


NM 002507 


Homo sapiens nerve growth factor receptor (TNFR superfamily, member 16) 
(NGFR), mRNA 


NM 002506 


Homo sapiens nerve growth factor, beta polypeptide (NGFB), mRNA 


NM 002503 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
inhibitor, beta (NFICBIB), mRNA 


NMJ)02502 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
2 (p49/pl00) (NFKB2), mRNA 


NM 002501 


Homo sapiens nuclear factor I/X (CCAAT-binding transcription factor) (NFIX), 
mRNA 


NM 002500 


Homo sapiens neurogenic differentiation 1 (NEUROD1), mRNA 


NM 002497 


Homo sapiens NOMA (never in mitosis gene a)-related kinase 2 (NEK2), mRNA 


NM_002496 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 8 (23kD) 
(NADH-coenzyme Q reductase) (NDUFS8), mRNA 


NM_002495 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 4 (18kD) 
(NADH-coenzyme Q reductase) (NDUFS4), mRNA 


NM_002494 


Homo sapiens NADH dehydrogenase (ubiquinone) 1, subcomplex unknown, 1 
(6kD, KFYI) (NDUFC1), mRNA 


NMJ)02490 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 6 
(14kD, B14) (NDUFA6), mRNA 


NMJ)02488 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 2 (8kD, 
B8) (NDUFA2), mRNA 


NM 003635 


Homo sapiens N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 2 
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(NDST2), mRNA 


NM_001543 


Homo sapiens N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 1 
(NDST1), mRNA 


NM 003581 


Homo sapiens NCK adaptor protein 2 (NCK2), mRNA 


NM 002486 


Homo sapiens nuclear cap binding protein subunit 1, 80kD (NCBP1), mRNA 


NM_002483 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 6 (non- 
specific cross reacting antigen) (CEACAM6), mRNA 


NMJ)00662 


Homo sapiens N-acetyltransferase 1 (arylamine N-acetyltransferase) (NAT1), 
mRNA 


NM_000263 


Homo sapiens N-acetylglucosaminidase, alpha- (Sanfilippo disease 11IB) 
(NAGLU), mRNA 


NM 003871 


Homo sapiens myelin transcription factor 2 (MYT2), mRNA 


NM 003803 


Homo sapiens myomesin 1 (skelemin) (185kD) (MYOM1), mRNA 


NM 002479 


Homo sapiens myogenin (myogenic factor 4) (MYOG), mRNA 


NMJ)02472 


Homo sapiens myosin, heavy polypeptide 8, skeletal muscle, perinatal (MYH8), 
mRNA 


NM 002469 


Homo sapiens myogenic factor 6 (herculin) (MYF6), mRNA 


NMJ)02468 


Homo sapiens myeloid differentiation primary response gene (88) (MYD88), 
mRNA 


NM 002460 


Homo sapiens interferon regulatory factor 4 (IRF4), mRNA 


NM 002457 


Homo sapiens mucin 2, intestinal/tracheal (MUC2), mRNA 


NM 002456 


Homo sapiens mucin 1, transmembrane (MUC1), mRNA 


NM 002455 


Homo sapiens metaxin 1 (MTX1), mRNA 


NM 002453 


Homo sapiens mitochondrial translational initiation factor 2 (MTTF2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 002452 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 1 
(NUDT1), mRNA 


NM 002450 


Homo sapiens metallothionein 1L (MT1L), mRNA 


NM_002447 


Homo sapiens macrophage stimulating 1 receptor (c-met-related tyrosine kinase) 
(MST1R), mRNA ' 


NM 002446 


Homo sapiens mitogen-activated protein kinase kinase kinase 10 (MAP3K10), 
mRNA 


NM 002445 


Homo sapiens macrophage scavenger receptor 1 (MSR1), mRNA 


NM 002444 


Homo sapiens moesin (MSN), mRNA 


NM 003879 


Homo sapiens CASP8 and FADD-like apoptosis regulator (CFLAR), mRNA 


NM 000530 


Homo sapiens myelin protein zero (Charcot-Marie-Tooth neuropathy IB) 
(MPZ), mRNA 


NM_002437 


Homo sapiens MpV17 transgene, murine homolog, glomerulosclerosis 
(MPV17),mRNA 


NMJKH932 


Homo sapiens membrane protein, palmitoylated 3 (MAGUK p55 subfamily 
member 3) (MPP3), mRNA 


NM 002435 


Homo sapiens mannose phosphate isomerase (MPI), mRNA 


NM 002434 


Homo sapiens N-methylpurine-DNA glycosylase (MPG), mRNA 


NM_003829 


Homo sapiens multiple PDZ domain protein (MPDZ), mRNA 


NM 003824 


Homo sapiens Fas (TNFRSF6)-associated via death domain (FADD), mRNA 


NM 002432 


Homo sapiens myeloid cell nuclear differentiation antigen (MNDA), mRNA 


NM 002431 


Homo sapiens menage a trois 1 (CAK assembly factor) (MNAT1), mRNA 


NM 002430 


Homo sapiens meningioma (disrupted in balanced translocation) 1 (MN1), 
mRNA 


NM_000901 


Homo sapiens nuclear receptor subfamily 3, group C, member 2 (NR3C2), 
mRNA 


NM 003482 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia 2 (MLL2), mRNA 
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NM_002419 


Homo sapiens mitogen-activated protein kinase kinase kinase 1 1 (MAP3K1 1), 
mRNA 


NM 002417 


Homo sapiens antigen identified by monoclonal antibody Ki-67 (MKI67), 
mRNA 


NM 002416 


Homo sapiens monokine induced by gamma interferon (MIG), mRNA 


NMJ)02415 


Homo sapiens macrophage migration inhibitory factor (glycosylation-inhibiting 
factor) (MIF), mRNA 


NM 002413 


Homo sapiens microsomal glutathione S-transferase 2 (MGST2), mRNA 


NM 000900 


Homo sapiens matrix Gla protein (MGP), mRNA 


NM 002412 


Homo sapiens O-6-methylguanine-DNA methyltransferase (MGMT), mRNA 


NM 002407 


Homo sapiens mammaglobin 2 (MGB2), mRNA 


NM 002411 


Homo sapiens mammaglobin 1 (MGB1), mRNA 


NM_002397 


Homo sapiens MADS box transcription enhancer factor 2, polypeptide C 
(myocyte enhancer factor 2C) (MEF2C), mRNA 


NM 002391 


Homo sapiens midkine (neurite growth-promoting factor 2) (MDK), mRNA 


NM 002387 


Homo sapiens mutated in colorectal cancers (MCC), mRNA 


NM_000529 


Homo sapiens melanocortin 2 receptor (adrenocorticotropic hormone) (MC2R), 
mRNA 


NM 002386 


Homo sapiens melanocortin 1 receptor (alpha melanocyte stimulating hormone 
receptor) (MC1R), mRNA 


NM 002385 


Homo sapiens myelin basic protein (MBP), mRNA 


NM 002382 


Homo sapiens MAX protein (MAX), mRNA 


NM 002378 


Homo sapiens megakaryocyte-associated tyrosine kinase (MATK), mRNA 


NM 002376 


Homo sapiens MAP/microtubule affinity-regulating kinase 3 (MARK3), mRNA 


NMJ)00898 


Homo sapiens monoamine oxidase B (MAOB), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 003480 


Homo sapiens Microfibril-associated glycoprotein-2 (MAGP2), mRNA 


NM 002367 


Homo sapiens melanoma antigen, family B, 4 (MAGEB4), mRNA 


NM 002365 


Homo sapiens melanoma antigen, family B, 3 (MAGEB3), mRNA 


NM 002364 


Homo sapiens melanoma antigen, family B, 2 (MAGEB2), mRNA 


NM 002363 


Homo sapiens melanoma antigen, family B, 1 (MAGEB1), mRNA 


NM 002362 


Homo sapiens melanoma antigen, family A, 4 (MAGEA4), mRNA 


NM 003682 


Homo sapiens MAP-kinase activating death domain (MADD), mRNA 


NM 002357 


Homo sapiens MAX dimerization protein (MAD), mRNA 


NM_002350 


Homo sapiens v-yes-1 Yamaguchi sarcoma viral related oncogene homolog 
(LYN), mRNA 


NM 002349 


Homo sapiens lymphocyte antigen 75 (LY75), mRNA 


NM 002347 


Homo sapiens lymphocyte antigen 6 complex, locus H (LY6H), mRNA 


NM 002346 


Homo sapiens lymphocyte antigen 6 complex, locus E (LY6E), mRNA 


NM 002345 


Homo sapiens lumican (LUM), mRNA 


NM 002344 


Homo sapiens leukocyte tyrosine kinase (LTK), mRNA 


NM 002343 


Homo sapiens lactotransferrin (LTF), mRNA 


NM 000897 


Homo sapiens leukotriene C4 synthase (LTC4S), mRNA 


NM 003573 


Homo saDiens latent transforrninff growth factor beta binding nrotein 4 ffi TRP4^ 
mRNA 


NM_000752 


Homo sapiens leukotriene b4 receptor (chemokine receptor-like 1) (LTB4R), 
mRNA 


NM 000895 


Homo sapiens leukotriene A4 hydrolase (LTA4H), mRNA 


NM_002340 


Homo sapiens lanosterol synthase (2,3-oxidosqualene-lanosterol cyclase) (LSS), 
mRNA 


NM 002338 


Homo sapiens limbic system-associated membrane protein (LSAMP), mRNA 


NM 002337 


Homo sapiens low density lipoprotein-related protein-associated protein 1 
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(alpha-2-macroglobulin receptor-associated protein 1) (LRPAP1), mRNA 


NM 002336 


Homo sapiens low density lipoprotein receptor-related protein 6 (LRP6), mRNA 


TOM 009^10 
iNivi uuz j i y 


TTnmn <ianiens leucine-rich neuronal nrotein (X»RN). mRNA 


IN1Y1 UUZ D 1 / 


Unmn canipnc Ivwl OXldaRP. fiLOXl ITlRNA 
JjLUlllU odXJldlo Ijrojrl V/VJ.V1C400 ^ajv^/v/, uuvi i 


INIYI UUZ J 1 0 


TTnmn ^anipnq T TM homeobox transcrintion factor 1. beta (LMX1B), mRNA 


>jm nn9^i*> 


TTnmn Qar>ipn<; T TM domain onlv 1 frhombotin 1^ flLMOl), mRNA 

XXL/11 i\J oAfJlCLlo i.jiiVJ. uuixiaill V/XXljr A yAiiv/AAii/v/i.iAA *■/ V /' ' * 


XTM nn9^i9 


Wnmn canipTic lioaQe TV DNA ATP-denendent flLIG4\ mRNA 


aN1V1_U UZ .3 U 0 


u nm A cnniptiQ iprtin ffalantn^iHe-bindinff soluble 3 (tialectin 31 CLGALS3'). 
mRNA 


iNJVl 


xiomo sapiens leptm rct/cpiur ^i^rjxj, 1111x1^x1. 


JNJVl UUZJUZ 


Unmrt c^nipnc IpuVnfvtp ppII ^rlprivfH ehpmntaxin 2 (X,ECX2V mRNA 


iNivi uutzyu 


y ATrin canipnc T TM Hrvmarn Hinriintr 9 (J T*VR2\ ITlRNA 
XxOmO Sapicllo J_»11V1 UUHlalll UlllUlIlg ^1vJ-/ijjC»/j niiviin. 


xr\/T nn^so^ 

JNIVI UUjoVj 


TTrk-mn canipnc T TM rlnmafn HinHinff 1 rT.DRll mRNA 


XTN/T 009900 
iNivi UUZZyy 


TTnmrv canipnc lartacp ^T ( ' 1 ^ TnT^^J A 
XIUIIIU odpiClio iai/iaoC y±j\s±jy nixvi 


vnv/f 009907 


TTrtmri canipnQ linornlin 1 fnrntfMn mieratiriff faster than albumin, tear 
nrpfllhnminl fl CN1> mRNA 


INIYI V/vZZ^O 


WAmr> «;anipn<i lamin R rpcPTVtor ^T.BRl mRNA 


vriVyf 0099Q1 


TT^mrk cnmVnc kminin Hptn 1 (J AMR1 1 mRNA 
JlUIllU baplCllo iaiiiiiiiiij ucia x ^x-»^vlvj_u ijy 111x^0.1*1. 


vni/f 0099RQ 


Uawa canipnc la/^t^lVMimiTi alriHn- ^T AT RA 1 mRNA. 
XTOIIIU odpiCIlo JauLalUUllixllj axy/na \^x^u^LjXjr\.j t iiuuin 


NM 002273 


Homo sapiens keratin 8 (KRT8), mRNA 


■vnvjr onoT7£ 
JNJVl UUzZ/O 


xiomo sapiens Keraiin iy ^ivivi iy j, iiix\j.n/\ 


rsiM uuzz/j 


xiomo sapiens Kcraiin i j \j\js.i ijj, iiiivL^rt. 


NM 002274 


Homo sapiens keratin 13 (KRT13), mRNA 


JNM UUzzoj 


xiomo sapiens Kaiyopnenn \iniporuny ocui i xiixvi^.n. 


NM 002267 


Homo sapiens karyopherin alpha 3 (importin alpha 4) (KPNA3), mRNA 


NM_00zz6o 


riomo sapiens icaryopneiin aipna z ^jtv/wj conon i, linpunui aipud 17 ^xvxrxNrvz.^j 

niKJNA 




Homo sapiens joninogen ^jsjno^, ituvln/v 


NM_003679 


Homo sapiens kynurenine 3-monooxygenase (kynurenine 3-hydroxylase) 

(JsJVlU^, ITiKJN/V 


NM_002258 


xiomo sapiens jcmer ceil lecun-iiKe receptor suDianuiy d 9 lricrnocr i ^jvi-rJVDi.^, 

mivlNA 


NM 002257 


Homo sapiens kallikrein 1, renal/pancreas/salivary (KLK1), mRNA 


NM UUzzOo 


Homo sapiens ivioo-i metastasis-suppressor ^tviooiy, iiixvln^a. 


NM_002255 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 

^iT+rvnlacmiV tail A flCTRITW A\ m"R*WA 

cytoplasmic tail, *+ ^jvii\zi>iv i +y, iiiivxNrA. 


mi 002254 


Homo sapiens kinesin family member 3C (KIF3C), mRNA 


JNM UUJiOo 


rlomo sapiens ring imger protem ^jnv^H »-ypw ° v AVlN - ro /> llLtVL>ir ^ 


NM 003685 


Homo sapiens KH-type splicing regulatory protein (FUSE binding protein 2) 


NMJ)02252 


Homo sapiens potassium voltage-gated channel, delayed-rectdfier, subfamily S, 
member 3 (KCJNMJ, nuCINA 


NMJ)02250 


Homo sapiens potassium intermediate/small conductance calcium-activated 
channel, suuiamiiy in, memoer 4 (JvurNXN4j, mrUNA 


NM 002249 


Homo sapiens potassium intermediate/small conductance calcium-activated 
phannpl suhfamilv N member 3 fKCNN3^ mRNA 


NMJ)02247 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, alpha member 1 (KCNMA1), mRNA 


NM_002244 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, inhibitor 1 
fKCNJNl), mRNA 


NM_002240 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 6 
(KCNJ6), mRNA 
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NM_002239 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 3 


MM_000891 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 2 


NM 002241 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 10 


NM_002238 


Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), 

mpmVipr 1 flTPNTTI^ mRNA 

memoer i ^jsa^inii 1 ), iiuviN/i 


NM_002237 


Homo sapiens potassium voltage-gated channel, subfamily G, member 1 

/TPXFfJI "\ mPNA 


NM 002236 


Homo sapiens potassium voltage-gated channel, subfamily F, member 1 
nrr'NTr^ mPNA 

^JSA^INr 1 ), mtvIN/v 


NM_003636 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, beta 

mprnhpr 9 flTPNAFO'l mRNA 


NM_003471 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, beta 

mprnhpr 1 fKTNAFU'l mRNA 


NM_002235 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
memoer o ^jw^in/\d j, nu\iN/\. 




Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 

mpmUpr ^ fiCCNA^} mRNA 




numu b dpi tub poLdbbiurn voiiagc-gaicu cndnnci, ouaKcr-rciaLcu suDiainny, 
mpm'hpr 4 HCCKSAd^ mRNA 


NM 00??^? 


Hattio cnnipnc "nntflCQiimn vnltucrp-cyntprl phannpl cViaVpr-rplntpH cuVifarrnli/ 
jlujiiiu oapitno puiaooiuiii YUiiagc-gaic-vi t/iicuuiC/i, oiiarkd-it/iaitu. ouuiaiiiiiy, 

member 3 flCCNA3^ mRNA 


NM 002229 


Homo ^aniens inn R nroto-oncoP'Fne fJTINR^ mRNA 


NM 003666 


Homo saniens basic leucine zinner nuclear factor 1 (JEM-1^ fBLZFl^ mRNA 


NM 002227 


Homo ^flrvipTK Tann<5 Irrna^p 1 fa nrntpin tvrnsinp IcinflQp^ fTAJCI^ mRNA 


NM 003024 


Homo sapiens intersectin 1 (SH3 domain protein) (TTSN1), mRNA 


MM 0.07994 


Hntnn cumpnc iTir\citfVl 1 Zl tTiTVnrtcrVriiit'p fpppnff\r hmp * 1 1' 1 MR + i ml?"NA 
XIUIIIU ooJJldio UlUollUl l,T,J"UipjJUopJLlaLC lCvCptUI j IjrpC J ^JLAJT J\.J^, ILUVINAV 




XIUIIIU bapiCIlb lUOMlOl 1 ,H, J-uipilUapilaLC iCLCpiOl, type L ylxxXS^.), IIlXviNr\ 


MM 009991 


Unmn cam'pnc ir»ncitn1 1 Zl *\ _fri cmVi ncnVi q tf> ^-Viticjcp R ^TTPITT^^ mT?NA 
XJ.UII1U i>d.piClli> llLUbllUl l,*T,J-LllopilUJ>pilalC J-KIIlaoC D \LL xIVD^, IIUVLN/\ 


NM 009990 


xlUIIlU odpiCllD UJ.UMIU1 1,*+, J-ulapnt/opilaLC J IvlIlaoC r\ \lLirL\J\jf IllXvINZA. 


NM 009910 


TTrtmrv cqt^iptic ifitporal mpmKranp rvrvYfrpin 1 \A 1 ^ mRNA 
XIUIIIU bapiCIib lllLCglal IllCJUlLU allC pxUlClil 1 ^JLllvll^, IIU\IN/\ 


NM 009918 


Hnmrt csinip'nc lntpr-nlnfin ^"clnl^iilin'^ inVimitni" ^r»1acma TJTallilrrpi'n-cp'ncitivp 
numu oapidio unci -aiyiia \gL\J\JU.i.LLLj ulliiuhvl XVt ^piaollia JVaiiixu.C'Jil-aCIiMll VC 

glycoprotein) (ITIH4), mRNA 


NM 007216 


TTnrnn oo«ipnc intpr-alT^Vin ( cr1nVvn1"in^ inlimitnr WO *nrt1vr»pr*tir1p (T V \ VA r )\ mRT^A 
i. luiinj oapiciio ixiid-aijpiia. ^gxuuuiiiiy uiiiiuiiui, xxx puij'pcpLiuc ^liin^, iiirviN^v 


NM 002215 


Homo sapiens inter-alpha (globulin) inhibitor, HI polypeptide (TTIH1), mRNA 


NM 000R8Q 


nomo sapiens uiicgnn, ucid / yii \jd i ) y iijulvIN/v 


NM 002212 


Homo sapiens integrin beta 4 binding protein (TTGB4BP), mRNA 


vnwr 000911 


jiorrio sapiens miegrin, oeta h ^110x34^, rnxuN/v 


"XTA4" 009911 


Homo sapiens integnn, beta 1 (fibronectin receptor, beta polypeptide, antigen 
CD29 includes MDF2, MSK12) (ITGBl), mRNA 


VTTVyT 009910 


Homo sapiens integrin, alpha V (vitronectin receptor, alpha polypeptide, antigen 
c 1 \ nrnrn a \r\ mRNA 


NM 009900 


jiomo sapiens integnn, aipna l, ^anngen lui ia ypiouj, lympnocyxe iuncnon- 
associated antigen lj alpha polypeptide) (ITGAL), mRNA 


NM 002206 


Homo sapiens integrin, alpha 7 (TTGA7), mRNA 


NM_002205 


Homo sapiens integrin, alpha 5 (fibronectin receptor, alpha polypeptide) 
(TTGA5), mRNA 


NM 003749 


Homo sapiens insulin receptor substrate 2 (IRS2), mRNA 


NM 001571 


Homo sapiens interferon regulatory factor 3 (IRF3), mRNA 


NM 002198 


Homo sapiens interferon regulatory factor 1 (IRF1), mRNA 
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tJa»m/\ romonc in cnlirnvmc»_a ccnriiitpH 1 fTNSMl 1 TYlRNA 
ilOrnO SaPlCIlo UlaUIUIUliItt~d.oaUV^lalC<U X ^JLL^HJJ.vxi.y, uuv li >. 




rJtOinO sa.pl Clio inbuiin-iiK.c *♦ ^pidiscuia/ ^xj.^ux-rT/, nuviiiT. 


NMJXH565 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 10 


NMJ)02192 


Homo sapiens inhibin, beta A (activin A, activm AB alpha polypeptide) 

/TMTTD A \ -n-iPM A 
(JUNxitJA), mivLN/x 


\r»/ r\f\ y C £ A 

NM 001564 


« i 1-1 «*«1i«1>m4-#w /\-f" fTrf\«H'M {amilir mPtnVlPP 1 —Hlrp ( T^vT(t 1 T . i TTlRNA 

xiomo sapiens inniDiior 01 growin ldrniiy, nicinuci i hks ^u.'nvj uuv^^x 


NM 003669 


Homo sapiens lnacnvauon escape i ijuvcx j» mxu.N/\ 


NM_000884 


TT ~ A #.~ A « n TA AD /.'«iA(<«na »-»"» /-v-r» ™*-\ V» r\ c>r\Vi O f f> 1 rip rTVA'mOrp'n Q CP 0 /TT\APT)T"T? 1 

Homo sapiens JUYLr (inosine monopnospnaiej aenyurogciid&c z, ^virivxiz,^, 

•WDM A 


NM_000883 


Homo sapiens IMP (inosine monophosphate) dehydrogenase 1 (IMPDH1), 

mivlNA 


XTKjf AA1 


TJnmn conipnc in tptIpi llrin 8 rPPPTYtnT APta fTTJSRBi TTlRNA 
xlOmO o dpi Clio I11LC1 ICIUSJUI O IvlfCpiUl) Uvio ^xxvuxxx^j, iaj_lvi.uk 


vnv/r aaa£1/i 


XlOmO Sapicno lniCllCUJVlxl O icucpiui, aipiia ^xi-»t>xvrx/, iiixvA^^i. 


"KTKA AAO 1 Q< 
NM UUZlOJ 


TTn-rrirt canipnc ir»tprl*»l llHtl 1 TPPPTitAr (W 7R I TTlRNA 

nomo sapiens lnicricuiviii / icucpiui iixxxi^rx 


xnv>r aaacca 
JNM UUUooU 


Uattia com'^nc iT<tAT"l £M linn / Ml 7 1 TY1 R N A 

jtiomo sapicno lnicTicuisjii / \}x^ i ) t iiis\±vr\. 


NM_0021o4 


TJnvMA pnmiond i«torlpnVin fi c-Jfmcil frQncrlllPPr rtml^fi AT1P AQtfltlTI iVf TftOCntAr I 

Jtiomo sapiens inierieuKin o signdi iidiiouuuci v&f^^^j uuwaiauu ±v± iw/w^wiy 

(ILOo I J, uliviN/x 


XTTV K AAAC£C 

NM UuUjOj 


xlomo sapiens mierieuiviii o rcccpiui ^jjl/ujv^, nixvi^-rv 


NM vvvo/y 


XJ^*v>rt cm-n'iA-r.c? inforlmilrin ^ /'rAlAnv-CiHrmilfltinor fartAT POSiAOTlllil^ flL.5 1 ml^NA 

xiomo sapiens lnxcneujvui d v i/oiuiiy-ouniuiaiiiig xav/iui, twomupiiiiy y*^^ jt aj " i - lvj - *■ 


TvTNjf AAACQA 

NM UUOjoy 


riomo sapiens inxerieuiviii h ^xL»*t^, nuxiNrv 


XTA K AAACOO 

NM OUOjoo 


TjnrMft nnriipnc -intAT*1onVin ^ i' pnlnriv-ciSrmil pfiVi a fa rtnr rnilltinle^ mRNA 

riomo sapiens mieneuKiii o ^coioiiy'oiiiiiuiauug xav/iui 9 uiuiupi^ v-*^^/! mA^-m* i 


NM UUUo/o 


tTr»m/\ canipnc intprlpiiVin 0 rpppntAT bpffl ffl 9RB^ tTiRNA 


NM 003854 


Homo sapiens interleukin 1 receptor-like 2 (IL1RL2), mRNA 


XT* if AAO 1 Ol 

NM 002182 


TT ^ nnm'and •ii-«-f <»nl/~«rt 1 fAr , *»nTr«* Cir'r > f a CC ATV T^TAtPITl I TT IRA Pi TTlRNA 

riomo sapiens mieneuKin 1 rcccpLur dcccoouiy pitucm ^xi»»ixvrvx j y nixvi^/^. 


"KTTV K AAAOT7 

NM 000877 


riomo sapiens lnteneuKin 1 recepior, type i vxi-rixvi^, iiixvl>i/x 


NM 003853 


xiomo sapiens mieneuKin 10 rcocpior dut/c&ouiy piuicui ^xuioivni j, iiiavi^^t. 


NM 003855 


Homo sapiens mterieuKin io receptor i ^ix^iorvi^, huvin/x 


NM 001562 


Homo sapiens interleukin 18 (interferon-garrima-inducing factor) (HI 8), mRNA 


NM_002190 


Homo sapiens mterieuKin 1 / ^cytotoxic i-iympnocyie-asisouidicu bcimc c&icia&c 
8)dL17),iiiRNA 


NM 002189 


Homo sapiens mterieulan id receptor, aipna ^ULiDivfx;, nits-LN/v 


NM 002188 


Homo sapiens interleukin l J (LLi j) y mKJNA 


NM 001559 


Homo sapiens inter leuion 1/ receptor, oeid z ^jll>izjlsjdz^, iiuviNi-v 


NM 002187 


Homo sapiens interleukin 12B (natural killer cell stimulatory factor 2, cytotoxic 
lymphocyte maturation iactor 2, p4U) vAi-' AiiJI:5 J> rnKJN/v 


NM_000882 


Homo sapiens interleukin 12A (natural killer cell stimulatory factor 1, cytotoxic 
lympnocyte maturation iactor i, pjjj ijuliz/vj, itikjn/\ 


NM 000628 


Homo sapiens mterieuKin iu receptor, oeta ^luiujvr)), miviN/\ 


XTXVT AA1 CCO 

NM 001558 


xiomo sapiens micTieuKin iv rcccpLor, dipua ^xl» iuivn.y, liixvi^^x 


NM_003639 


Homo sapiens lnnioitor 01 Kappa iignt poiypepnae gene enndnccr m d-i/cii&, 

U'nnnp rtAmma /TVT>Tr ^pXJ A 

Kinase gamma ^ijsjjjsaji, mivLN/v 


NM_003640 


xiomo sapiens liiniDiior 01 Kappa ngm poiypcpuuc gene cuucuiwci m w^iw. 
Kinase compiCA-dbbocidLcu pruicni ^JLJvoxv-rvx y, nixvx^rx 


NM 001542 


T-Trkmn com'pfic i mn r»i mn ftl aT\i i 1 i'n ciir^PrTJlTTlllv lTIPTTinPT' T iTCtSp 1 1 TTlRNA 

xiomo odpiciio iniinunogiuouiiii t>upciidiiuiy, inuiiiL/^i j v AVJkJA ^Jy lilAV1 k 


NM 001555 


Homo sapiens immunoglobulin superfarmly, member 1 (IGSF1), mRNA 


NM 002180 


Homo sapiens immunoglobulin mu binding protein 2 (IGHMBP2), mRNA 1 


NM 001553 


Homo sapiens insulin-like growth factor binding protein 7 (IGFBP7), mRNA 


NM 000598 


Homo sapiens insulin-like growth factor binding protein 3 (IGFBP3), mRNA 


NM 000596 


Homo sapiens insulin-like growth factor binding protein 1 (IGFBP1), mRNA 


NM 001554 


Homo sapiens cysteine-rich, angiogenic inducer, 61 (CYR61), mRNA 1 


NM 000876 


Homo sapiens insulin-like growth factor 2 receptor (IGF2R), mRNA 
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NM 001550 


Homo sapiens interferon-related developmental regulator 1 (IFRD1), mRNA 


NM 002177 


Homo sapiens interferon, omega 1 (1FNW1), mRNA 


NM 002176 


Homo sapiens interferon, beta 1, fibroblast (IFNB1), mRNA 


NM 000874 


Homo sapiens interferon (alpha, beta and omega) receptor 2 (IFNAR2), mRNA 


NM 002170 


Homo sapiens interferon, alpha 8 (IFNA8), mRNA 


NM 002169 


Homo sapiens interferon, alpha 5 (IFNA5), mRNA 


NM 002175 


Homo sapiens interferon, alpha 21 (IFNA21), mRNA 


NM 002173 

1N1VX \J\J 1 / J 


WftTYso cam" ens interferon alnha 16 fTFNAlo^ mRNA 


NM 002172 


Homo sapiens interferon, alpha 14 (IFNA14), mRNA 


MM 002171 

i>( IYx \J\J£* 1/1 


TTomo canipns interferon aTnhn 10fTFNA10i nVRNA 


NM 001 S40 


Uatha cqtviptic intfirffimn-lriAimpA r\rntptn with tptratriponpntidp rpnpflts 4 fTPTTzl 1 

XJAJJ.IHJ o£tpiCllo UHOllvvIUll UlUUVvll plULClll Willi lb U all IV/Uytp UUW ivptaio *T ^XX lit^j 

mRNA 


NM 001548 


TTomo canienQ interferon-indiineH nrotein with tetratriconentide reoeats 1 fTFTTl ^ 

XX\JIXI\J odL/lt/llj IXllVvilVslVJll lllUUwbU Lfl UlV/Xll Yrlul lVUdUlvU|/V|i UU v I isJJlstl-LO L \XX XXI y , 

mRNA 


NM 00^641 

1>IXV1__V V J U*T 1 


TTomo canienc interferon induced transmembrane nrotein 1 TQ-97i fTF T I'M 1 ^ 
xxl/iiiu aapiciis iiilvi itsii/ii niuuvtu Li aiiouiwiiiui axis* ynvji^iu i J V xxitxi^j 

mRNA 


NM 00090A 

XN1V1 uUI/aut 1 


xxuinu bdpicna l lavLur v vuinpicnicii.i/ \xr j t Liu\i\r\. 


NM1002168 


Homo sapiens isocitrate dehydrogenase 2 (NADP+), mitochondrial (1DH2), 
nucicai gene cnooumg iiniuuuunuriai pruicin, ixixvinxv 


NM 001 *\£fi 


xxomo Sapiens inniDiLur 01 J-/in/a. omuing *+, uuiuiiiaiii iicgaiivc iiciiA-iuup"iiciiA 
nrotpin fTTM^ mRNA 

piULClll yXX/**!, lliX\l>.rA. 


NM 009166 


T-Tnmo QnnipnQ inViiHitor ofTjNA nindincr 9 dominant necntive neliic-loon-neliTC 
nrotein riD2 > i mRNA 


NM 002165 


TTomn ^anienj? inhibitor of DNA binding 1 dominant negative helix-loon-helix 
nrotein (TDH mRNA 


NM 002160 


Homo sapiens hexabrachion (tenascin C, cytotactin) (HXB), mRNA 


NM 000871 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 6 (HTR6), mRNA 


NM 000869 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 3A (HTR3A), mRNA 


NM 000868 


Homo sapiens 5-hydroxytiyptamine (serotonin) receptor 2C (HTR2C), mRNA 


NM 000867 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 2B (HTR2B), mRNA 


NM 000865 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor IE (HTR1E), mRNA 


NM 000864 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor ID (HTR1D), mRNA 


NM 000863 

1 il'l www*/ 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor IB (HTR1B), mRNA 


NM 000524 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 1 A (HTR1A), mRNA 


NM 0091 59 

X^lYX \J\J jL, 1 


fTomo <?anien<? histatin 1 (HTN1 1 mRNA 

XXVJlliVy OClL/lt>HO 1XLOK41A1JL 1 ^XXXXliy, IIXLVX^jTa. 


NM_002158 


Homo sapiens human T-cell leukemia virus enhancer factor (HTLF), mRNA 


NM 001541 


TTomn QnnienQ heat <?hnrV 97 VT) nrotein 7 ftfSPR? i mRNA 


NM 009155 


Romo Qanien<: heat qhorV 70VD nrotein 6 rHSP70R' i H : TSPA6 > i mRNA 

xxUliiu odjjiciio neat oiiu^iv / v/A_L/ piuivui \j ^xxox / \JiJ j -cwj j) ii ix vi in 


NM 001 51Q 


TTomo <:anien<! heat shock nrotein DNA J-lilce 2 fHST2^ mRNA 


NM 000108 


TTnmo QnnienQ hvdroxv-Hplta-S-Qteroid dehvHropenase 3 beta- and steroid delta- 
isomerase 2 fHSD3B2^ mRNA 


NM 000869 


Homo saniens hvdroxv-delta-5 -steroid dehvdrofenase 3 beta- and steroid delta- 
isomerase 1 fHSD3Bl> mRNA 


NM 000414 


Homo saniens hvdroxvsteroid fl7-beta^ dehvdroeenase 4 fHSD17B4\ mRNA 


NM 009151 


Homo ^aniens hvdroxvsteroid H7-beta^ dehvdroeenase 2 (HSD17B2\ mRNA 


NM_000413 


Homo sapiens hydroxysteroid (17-beta) dehydrogenase 1 (HSD17B1), mRNA 


NM 000196 


Homo sapiens hydroxysteroid (1 1-beta) dehydrogenase 2 (HSD1 1B2), mRNA 


NM 002151 


Homo sapiens hepsin (transmembrane protease, serine 1) (HPN), mRNA 


NM 000860 


Homo sapiens hydroxvprostaglandin dehydrogenase 15-(NAD) (HPGD), mRNA 


NM 002150 


Homo sapiens 4-hydroxyphenYlpyruvate dioxygenase (HPD), mRNA 


NM 002143 


Homo sapiens hippocalcin (HPCA), mRNA 


NM_002148 


Homo sapiens homeo boxDIO (HOXD10), mRNA 
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NM 002147 

1 i I'X \J\JX\t X I / 


Homo sapiens homeo box B5 (HOXB5), mRNA 


NM 002146 


Homo sapiens homeo box B3 (HOXB3), mRNA 


NM 002145 

A 1 ATA \J\J£* X T 


Homo sapiens homeo box B2 (HOXB2), mRNA 


NM 002144 


Homo sapiens homeo box Bl (HOXB1), rriRNA 


NM 007142 


Homo saniens homeo box A9 fHOXAQ^ mRNA 

xxKJxxx\J o(x\-/i v^iio iiv/iiiwv/ wua x xy ^aiv/u x^s y, tuiu i 


NM 009141 


TTomr* <55»nipnQ hnmen box A4 CHCYX A4 1 mRNA 

XX\Jxll\J oCLyfx^lxO llvIIlvvF UvA xxrr yx\X\JJ\u*rT iiuuin 


NM 000522 


Homo sapiens homeo box A13 (HOXA13), mRNA 


NM Oft? no 


TTrvmn cnniPTiQ PMA VnnHma mnHf nrnfpin chromn<50mp fRRMXi mRNA 

x x\JL±l\J oapi Vila XVI Nix UliiUlllg lilUlAA JJlUlGIAl, /V will vSl 11 V/O Willis ^Iwlrl/Vyj llliVliA 


NM 000457 


Homo sapiens hepatocyte nuclear factor 4, alpha (HNF4A), mRNA 


mm nn?i^^ 


nomo sapiens iiuoicdi rc^cpiur buuidixiiiy *t, giuup r\, iiicniuci i ^iNxv't-rvx^, 
mRNA 


"NM 0091^^ 


numu oapidib iicnie UAygciiabc ^uct/yoimgj i ^xiiyi wyv. i ^ , iiuvi 


MM C\Ci0 1 1 1 


xiomo sapiens lugn-inoDiiiiy group ^nonniatoiic i/jiruiiiuaoiiiaij pivjicni lbuxuniib i 
nnH V fTTMCTTVi ml? MA 


NM_002130 


Homo sapiens 3-hydroxy-3-methylglutaryl-Coenzyme A synthase 1 (soluble) 


IN JVx__U U Z 1 Z o 


xiomo sapiens mgn-rnouuiiy group ^nonnioiunc uiiruiuuboiiiai^ piuiciu a 
(HMG1), mRNA 


mm nnn ion 


xiomo sapiens nyciroAyrncinyioiiaiic synuiabc ^ixivLDoy, iiiiviNri 


NM 002126 


Homo sapiens hepatic leukemia factor (HLF), iriRNA 




riomo sapiens major nisiocompatiDiniy complex, ciass i-iute sequence 

fWT AT 9^ m"R>JA 


NM 002127 


Homo sapiens HLA-G histocompatibility antigen, class I, G (HLA-G), mRNA 


JNJVl_UUzIZJ 


xiomo sapiens major nisxocompanDiiiTy complex, ciass n, uki oeia i ^xi_u/\- 




xiomo sapiens nypoxia-inauciDie iactor 1, aipna suoumi ^oasic nenx-ioop-neiix 

4^oticr , i*irAti r\n TctptAri fF4 1 H 1 A i ml? N A i 
UdlloUl ipLlUll ld.L/lUl y ^niT l/\^, H1TV1N/A. 


NM 001 

iNlYl WUl JZO 


1J.OII1U bapiCllb X1VJP oL/UValUl ^XAvJ Jf^ r\V_/ ^ 3 ilirvlNxA. 


MM 0001 R7 


XJfrim a canipnc VjAmnopnticntp 1 9-HiriYVO'pn5JQP rhnmncrpTiti^iatp o*viH?i^Pi rTTrrFii 

XXU111U oajJICllo llUlllUgCllLIaal^ 1 UlOAygt/llaoC ^mJiHUgtlltiaaLt/ UAlUaot/y 

mRNA 


NM 000410 


Homo saniens hemochromatosis fHFEi mRNA 


NM 000186 


Homo sapiens H factor 1 (complement) (HF1), mRNA 


NM 003865 


Homo sapiens homeo box (expressed in ES cells) 1 (HESX1), mRNA 


MM 009 1 1 9 


XTUUIU odpiCIlo lilauUlIIC UCUdl LJUAyiaoC \xx\J\^)) IllIVlN/A. 


NM 002110 


Homo sapiens hemopoietic cell kinase (HCK), mRNA 


NM 003642 


Homo sapiens histone acetyltransferase 1 (HAT1), mRNA 


NM 001523 


Homo sapiens hyaluronan synthase 1 (HAS1), mRNA 


XTTV If AAA 1 

NM_000183 


Homo sapiens hydroxyacyl-Coenzyme A dehydrogenase/3 -ketoacyl-Coenzyme 
A thiolase/enoyl -Coenzyme A hydratase (trifunctional protein), beta sub unit 

/TTA^^TTO^ mT?XTA 

^xi/YiJrirs ) 9 liiKiN/v 


XTTV if AO01519 
JNaVL__UUU 1 OZ 


iioiTio sapiens nyuroxyacyi-^ocn^yinc /\ uciiyuiugciiaoc/j-K.cLOauyi-v^ociiA(yiiic 

A f"Viir\1oc#»/p«Tnr\A/1 Paphtt/itia A V>VATfltQCP i friMiTifti Ann i TYrAtRini silnlia cnV^iiTiit 
i\. LillUlaoC/ CHUyi-v-'UCIl^yiilC r\ liyuxaiaow iiuiiL/iiuiiai piULCiiiy, aipila oUUUUlll 

yXAiTLL/XvLTVy, lllXVli/A. 


MM 00^S48 

IN1V1 uUJJtO 




MM 001 S47 


Unmn cntri ptiq nictonp 'fnmilv mpmbei* T rH4T*T 1 mRNA 
xxuuiu oajJiCllo Xit iiioiuiic laiiiiiyj nitaiii/v*i xj yxx^x xjJ) iixx\j.yr\. 


NM 003544 


Homo sapiens H4 histone family, member I (H4FI), mRNA 


NM 003493 


Homo sapiens H3 histone family, member T (H3FT), mRNA 


NM 003537 


Homo sapiens H3 histone family, member L (H3FL), mRNA 


NM 003534 


Homo sapiens H3 histone family, member H (H3FH), mRNA 


NM 003532 


Homo sapiens H3 histone family, member D (H3FD), mRNA 


NM 003531 


Homo sapiens H3 histone family, member C (H3FC), mRNA 


NM 003530 


Homo sapiens H3 histone family, member B (H3FB), mRNA 
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NM 003529 


Homo sapiens H3 histone family, member A (H3FA), mRNA 


NM 002107 


Homo sapiens H3 histone, family 3A (H3F3A), mRNA 


NM 003528 


Homo sapiens H2B histone family, member Q (H2BFQ), mRNA 


NM_003526 


Homo sapiens H2B histone family, member L (H2BFL), mRNA 


NM 003525 


Homo sapiens H2B histone family, member K (H2BFK), mRNA 


NM 003524 


Homo sapiens H2B histone family, member J (H2BFJ), mRNA 


NM 003523 


Homo sapiens H2B histone family, member H (H2BFH), mRNA 


NM 003522 


Homo sapiens H2B histone family, member G (H2BFG), mRNA 


NM 003518 


Homo sapiens H2B histone family, member A (H2BFA), mRNA 


NM 002106 


Homo sapiens H2A histone family, member Z (H2AFZ), mRNA 


NM 003516 


Homo sapiens H2A histone family, member O (H2AFO), mRNA 


NM 003513 


Homo sapiens H2A histone family, member M (H2AFM), mRNA 


NM 003512 


Homo sapiens H2A histone family, member L (H2AFL), mRNA 


NM 003612 


Homo sapiens sema domain, immunoglobulin domain (Ig), and GPI membrane 
anchor (semanhorm) 7 A fSEMA7A\ mRNA 


NM 002104 


Homo saoiens eranzvme K ( serine Drotease. eranzvme 3; trvotase ID (GZMfQ. 
mRNA 


NM 002103 


Homo saniens elvcotzen svnthase 1 f muscled (GYSl^ mRNA 


NM 002102 


Homo saoiens elvcoohorin E ( GYPE) mRNA 

AAV/XAXV/ OUpiVlU Ul J WVL/liV/JL XXI XJ \ X X A_Sfj 11X1\1 X 


NM 000181 


Homo saniens glucuronidase beta fGUSB^ mRNA 


NM 000858 


Homo saoiens euanvlate kinase 1 fGUKH. mRNA 

xxviliv uupivii J ftumi j miv xvxxxxxljv x i w vi»i jy n x 


NM 001522 

X N1YX \J\J X J £t 


Homo saniens euanvlate cvclase 2F retinal f GUCY2Fi mRNA 

XlUlllV/ uCiL/i wi XO 11 V4 ttX-i Y X UX IV VJ VlUuv X*A y IV'l'XAXXXX 1 V-J V.-/ X mX f y ltiXVL 11 X 


NM_000180 


Homo sapiens guanylate cyclase 2D, membrane (retina-specific) (GUCY2D), 
mRNA 


NM 000857 


Homo sapiens guanylate cyclase 1, soluble, beta 3 (GUCY1B3), mRNA 


NM 000856 

ItIVX \J\J \J \J 


Homo saniens euanvlate cvclase 1 soluble aloha 3 fGUCYlA3i mRNA 


NM 000855 


Homo sapiens guanylate cyclase 1, soluble, alpha 2 (GUCY1A2), mRNA 


NM 000409 


T-Tomo sanipns cnianvlatp cvnlasp activator 1 A f retinal fGTJC!AlAi mRNA 


NM_001517 


Homo sapiens general transcription factor HH, polypeptide 4 (52kD subunit) 
fGTF2H4^ mRNA 

i v_i xx till i /) 1 1 u. vi i x i. 




Unmn sanipns ppnpral trail scrinii on factor I IP nolvnpnfidp 1 f74VD suhuniti 
(GTF2FH mRNA 

^ VJ XX X y , 1 1 IX VX 1 A 




Ufimn QaniptiQ opnpral iTansprrntirvn factor TTP nolvnpntidp 9 fhpta subunit 
^41cD i CGTF2E2i mRNA 


NM 001511 

L ixVx \J\J IJU 


Unmn saniens olutathione transferase 7eta 1 fmalevlacetoacetate isomerasei 
(GSTZ1), mRNA 


NM 000853 


Homo sapiens glutathione S -transferase theta 1 (GSTT1), mRNA 


NM 000851 


Homo sapiens glutathione S -transferase M5 (GSTM5), mRNA 


NM 000850 


Homo sapiens glutathione S-transferase M4 (GSTM4), mRNA 


NM 000849 


Homo sapiens glutathione S-transferase M3 (brain) (GSTM3), mRNA 


NM 000848 


Homo sapiens glutathione S-transferase M2 (muscle) (GSTM2), mRNA 


NM 001512 


Homo sapiens glutathione S-transferase A4 (GSTA4), mRNA 


NM 000846 


Homo saoiens glutathione S-transferase A2 (GSTA2), mRNA 


NM 000178 


Homo sapiens glutathione synthetase (GSS), mRNA 


NM 002094 


Homo saniens Gl to S nhase transition 1 fGSPTl ). mRNA 


NM 000177 


Homo sapiens gelsolin (amyloidosis, Finnish type) (GSN)^ mRNA 


NM 002093 


Homo sapiens glycogen synthase kinase 3 beta (GSK3B), mRNA 


NM 002092 


Homo sapiens G-rich RNA sequence binding factor 1 (GRSF1), mRNA 


NM 002091 


Homo sapiens gastrin-releasing peptide (GRP), mRNA 


NM 002090 


Homo sapiens GR03 oncogene (GR03), mRNA 


NM 002089 


Homo sapiens GR02 oncogene (GR02), mRNA 


NM 001511 


Homo sapiens GROl oncogene (melanoma growth stimulating activity, alpha) 
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(GROl), mRNA 


NM 002087 


Homo saniens eranulin ( GRN1 mRNA 


NM 000845 


Homo sapiens glutamate receptor, metabotropic 8 (GRM8), niRNA 


NM 000844 


Homo sapiens glutamate receptor, metabotropic 7 (GRM7), mRNA 


NM 000841 


Homo saniens fflutamate recent or metabotropic 4 ( GRM4), mRNA 


NM 000840 


Homo sapiens glutamate receptor, metabotropic 3 (GRM3), mRNA 


NM 000176 

A 1J.YA. V/V/v X l\J 


Homo saniens nuclear recentor subfamilv 3. erouo C. member 1 fNR3Cl\ 
mRNA 


NM 000831 


Homo saniens elutamate recentor. ionotroDic. kainate 3 (GRIK3\ mRNA 


NM 000830 


Homo saniens elutamate recentor. ionotronic. kainate 1 (GRIKiy mRNA 


NM 002086 


Homo saniens growth factor receotor-bound nrotein 2 (GRB2\ mRNA 


NM 002085 

1 llVJL \J\J Z*\J \J *J 


Homo saniens plutathione oeroxidase 4 (tmosoholinid hvdroneroxidase^ fGPX4). 
mRNA 


NM 002083 


Homo sapiens glutathione peroxidase 2 (gastrointestinal) (GPX2), mRNA 


NM 002082 


Homo sapiens G protein-coupled receptor kinase 6 (GPRK6), mRNA 


NM 001 S04 


Hnmn ^aniens Cr nrotein-eoi ml ed recentor 9 fGPR9^i mRNA 


NM 001508 


Homo sapiens G protein-coupled receptor 39 (GPR39), mRNA 


7STM 0fi1 SO/7 

1N1VA ULf 1JU / 


Wnmn Qflr»ipn«j Cr nrotpin-cmmlpri recentor fCrPR38^ mRNA 


INiVi UUI JUO 


T-Trvmn campnc Cr nr Atpin-r mini pH recpntnr ^9 f(TPR^2^ mRNA 


INiVl UU1JI/J 


Wrvmri carvi^-no nTr»tp k in_r , r\ii - nlpH rppprrffrt* ^0 f frPT? *3 0 1 nVR"WA 


AN1V1_UI/ 1 J \J D 


"HYvmn c?mipnc fflvcocvlnViAcriVintiHvlfno^itnl ^necific nrin<mbnlinfl<;p T")l /TrPT.F)!^ 
rxumu oapi Clio gijri/Uoy ivjLi\joyiiaU\iy liAiuoiiisi OLy&wixiw piiviopnuiiiyaav^ xj i \^vj j. x^xj i jy 

mRNA 


NM_000408 


Homo sapiens glycerol-3 -phosphate dehydrogenase 2 (mitochondrial) (GPD2), 
mRNA 




Aiumo Sapiens giypican h niivi^/v 


NM 002081 


Homo sapiens glypican 1 (GPC1), mRNA 


iNlVl UUUl /** 


nomu oapicns giyL-uproicm j-a. ^piaicici^ ^vjry^, iiiavl>i^\. 


NM 000173 


Homo sapiens glycoprotein lb (platelet), alpha polypeptide (GP1BA), mRNA 


xnv/r ornnRfi 

iNiVl__UUZUoU 


JlOmO Sapiens glUlamiC-OAdiOaLCLlL' uanbainillaoC ^, IlUlU^IlUIltUIal ^adpallalC 

o-m-fr>rvh-Q-nc^i»rQc#» 9"\ fClCYV0\ niiplp^r optip pnprtHino" mitorTiri'nHTijil nrntpin 
dJIllUUIXailolCI aoC ^kj\_/lZ<^, UuvsiCal ^cnc wlXUUUAilg liiiLUL-iivJiiuiiai Lyivjiuiii^ 

mRNA 


aN1VI_UUZU / Z7 


T-T/vm/\ oonipnc rrlnf orvii/^_rwiul/^icir*/ a 'Hr' fruncsiTnincicp 1 Qnlnnlp ( JiCTiJirtstp 
nurilU baUlCIlo glUlaJIllC-UAalUauciiu UalioaliiiiiaoC A, oUlUUlv ^aopcuiaLv 

aminotransferase 1) (G0T1), mRNA 


KTM" 009076 
iNivl__VUZU / 0 


nUUlU oapiCUS glUL/OoallUllC ^lN-a^Ciyi/-U-oUllauii>C alii ill jJpvJ UloCaSC IXXXJJ 

(GNS), mRNA 


INJVI UU1DU1 


riomo sapiens gonaGOuopm-re leasing noi muiic l ^vjinivaiz^, ii iivin/\ 


NM_000825 


Homo sapiens gonadotropin-releasing hormone 1 (leutinizing-releasing 
normonej ^oJNivrii j, iiiivin/v 


NM_002075 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 3 

^UriNlJ J ), rniviN/V 


NM_002073 


Homo sapiens guanine nucleotide binding protein (G protein), alpha z 
poiypepnae ^vjinaz^, mruN/v 


NM_000172 


Homo sapiens guanine nucleotide binding protein (G protein), alpha transducing 
activity polyp epuoe l ^vjjn a i i f, mKiN a 


NM_002072 


Homo sapiens guanine nucleotide binding protein (G protein), q polypeptide 

\\j±y£\\£jy lllAVlN/V 


NM_002071 


Homo sapiens guanine nucleotide binding protein (G protein), alpha activating 
activity polypeptide, olfactory type (GNAL), mRNA 


NM_002070 


Homo sapiens guanine nucleotide binding protein (G protein), alpha inhibiting 
activity polypeptide 2 (GNAI2), mRNA 


NM_002068 


Homo sapiens guanine nucleotide binding protein (G protein), alpha 15 (Gq 
class) (GNA15), mRNA 
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NM_002067 


Homo sapiens guanine nucleotide binding protein (G protein), alpha 1 1 (Gq 
class) (GNA11), mRNA 


NM 003875 


Homo sapiens guanine monphosphate synthetase (GMPS), mRNA 


NM 002066 


Homo sapiens GPI anchored molecule like protein (GML), mRNA 


NM 001500 


Homo sapiens GDP-mannose 4,6-dehydratase (GMDS), mRNA 


NM 002065 


Homo sapiens glutamate-ammonia ligase (glutamine synthase) (GLUL), mRNA 


NM 002064 


Homo sapiens glutaredoxin (thioltransferase) (GLRX), mRNA 


NM 000824 


Homo sapiens glycine receptor, beta (GLRB), mRNA 


NM 002063 


Homo sapiens glycine receptor, alpha 2 (GLRA2), mRNA 


NM 002062 


Homo sapiens glucagon -like peptide 1 receptor (GLP1R), mRNA 


NM 000170 


Homo saoiens elvcine dehvdroeenase fdecarhoxvlatirtff* elvcine decarhoxvlasp 
glycine cleavage system protein P) (GLDC), mRNA 


NM 000169 


Homo sapiens galactosidase, alpha (GLA), mRNA 


NM 000167 


Homo sapiens glycerol kinase (GK), mRNA 


NM_000166 


Homo sapiens gap junction protein, beta 1, 32kD (connexin 32, Charcot-Marie- 
Tooth neuropathy, X-linked) (GJB1), mRNA 


NM 002060 


Homo sapiens gap junction protein, alpha 4, 37kD (connexin 37) (GJA4), mRNA 


NM 000164 


Homo sapiens gastric inhibitory polypeptide receptor (GEPR), mRNA 


NM 000823 


Homo sapiens growth hormone releasing hormone receptor (GHRHR), mRNA 


NM 000163 


Homo sapiens growth hormone receptor (GHR), mRNA 


NM 000821 


Homo sapiens gamma-glutamyl carboxylase (GGCX), mRNA 


NM 001495 


Homo <?aniens GDNF familv recentor aloha 2 (GFR A7\ mRNA 


NM 002055 


Homo sapiens glial fibrillary acidic protein (GFAP), mRNA 




Wnmn QpmipriQ apnpfhriTnri 1 ftTFixTX' J\A 1 &\ mPNA 

XxUilxU oapiwllo gCllt-LIUJillll X ^VJX->iN./V~-) < T x*T^, lliXVLN/Tk 


NM 000514 


TTr\TTin cnniMic cxlml ppII HptivpH npiiTntrriTil'iip fa p trrr ( CX^W^ \(\ rrVR^JA 
llUillU oapiCllo glial L>C11 UCliVCU ilGLiiUU. UJJIxxO laulUi ^VJxyxN.F J, llixVlN/A. 


NM 001493 


TTomo QaTiipn*? CrTyp fiiQQfiriatinn itifiiTittnr 1 ff"rTjTi , i mT??\TA 

xXUixlU ocx^Jivxia \JJ~/JL UlcoUl/iailUJl xiHxxUilv/1 1 ^VJJL/xx J 9 lllxvlN/ v 


NM 001491 


Homo ^aoien^ &1uco^9minv1 fN-acetvl'i tTao^fpra^p 9 T-HranrVhiricr ptitviTip 

XA.V/XXXW ou|dfl^llO £^1 IXWVjoOI 11111 jl ^ll CL\j\^\.J IJ U OllDX&l CIO Is X KJL ullVslllllg t/llZijr XllCs 

CGCNT2) mRNA 


NM 001490 


Homo satjiens plucosaminvl (N-acetvH transferase 1 core 1 fheta-1 6-N- 
acetyl glucosaminyltransferase) (GCNT1), mRNA 


NMJ)00160 


Homo sapiens glucagon receptor (GCGR), mRNA 


NM 002054 


Homo sapiens glucagon (GCG), mRNA 


NM 001485 


Homo ^aniens oa^triilarinri brain hnmpn iWjt 9 ffrTW9^ mRNA 


NM 001483 

1 1 1VX UV/1TOJ 


TTomo ^atiieri^ t7lioi*ila<jtoma amnlifipfi QpniiPTipp fYTRAS^ mRNA 

xxuiiiu ociLviwia giiuuiaoLUiiia aixijpilil^>li swi[U^xiwv ^vjJJ^xO jy lixxvJLNxv 


NM 002048 


Homo saoiens orowth arrp^f-Qnpcifio 1 ^OASI^ ml? 1ST A 

XXXJllAV/ OcxLJlVvllO glv W 1X1 ClilwDL Opwwiiiv 1 ^vJxvVJ 1 J } llilVJL 


NM 001481 


Homo saniens ffrowtri aire<rt-^necifie 1 1 fCrASl 1^ mRNA 

JLXUlltU OUL/lvllu £^1 YJ VV LIl (XX I WO I OpvUlilW X X ^VJiVlJ 1 X y j 11XXVX > XX 


NM 000819 


Homo saoiens oho^mhoriho^vlplvcinamide formvltrari9fera<5e 
phosphoribosylglycinamide synthetase, phosphoribosylaminoimidazole 
synthetase (GART), mRNA 


NM_002045 


Homo sapiens growth associated protein 43 (GAP43), mRNA 


NM 003614 


Homo sapiens galanin receptor 3 (GALR3), mRNA 


NM 000154 


Homo saDiens ealactokmase 1 fGATXl^ mRNA 


NM 001477 

X IX tX V/ V/ X I / f 


Homo saniens G antiVen 7R fGAGF7B^ mRNA 

XXUUlv JUpiwiU) VJ CXIXUgVXX / X-S ^VJXIVJXJ / X^y, XXXXVX 1XX 


NM 001476 


Homo sapiens G antigen 6 (GAGE6), mRNA 


INlVi \J\J It / J 


Homo ^aTiipn*: Cr nnticrpn ^ iTxAr5P^^ mRNA 


NM 001474 


Homo sapiens G antigen 4 (GAGE4), mRNA 


NM 001473 


Homo sapiens G antigen 3 (GAGE3), mRNA 


NM 001472 


Homo sapiens G antigen 2 (GAGE2), mRNA 


NM 001468 


Homo sapiens G antigen 1 (GAGE1), mRNA 


NM_000818 


Homo sapiens glutamate decarboxylase 2 (pancreatic islets and brain, 65kD) 
(GxAD2), mRNA 


NM 002043 


Homo sapiens gamma-aminobutyric acid (GABA) receptor, rho 2 (GABRR2), 
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rrTRNA 


IN 1VL_U UZ W L 


TTnmn <5flr»ipn<; ffamma-aminobutvric acid (GAB A) receptor, rho 1 (GABRR1), 
mRNA 


NM 000402 


Homo sapiens glucose-6-phosphate dehydrogenase (G6PD), nuclear gene 
enrodina mitochondrial nrotein. mRNA 


NM 001469 


Homo sapiens thyroid autoantigen 70kD (Ku antigen) (G22P1), mRNA 


INIVL UUfcvJ / 


Homo sapiens FYN oncogene related to SRC, FGR, YES (FYN), mRNA 


NM 002036 


Homo sapiens Duffy blood group (FY), mRNA 


1NJV1 UUZuJJ 


Wnmn <:?mipn<; -follicular lvmnhoma variant translocation 1 (FVT1), mRNA 


NMJ)00150 


Homo sapiens fucosyltransferase 6 (alpha (1,3) fucosyltransferase) (FUT6), 

mPMA 


JNM_UUZU:54 


"H>»mrt conipnc fiirnovl transferase 5 (alnha H 3^ fucosvltransferase) (FUT5), 
mRNA 




TTntYin c^nierm fiirnsvltransferase 4 (aloha CI 3) fiicosvltransferase, mveloid- 
Qnprifici rFTJT4^ mRNA 


xtm 000140 


Homo sapiens fucosyltransferase 3 (galactoside 3(4)-L-fucosyltransferase, Lewis 
blood eroun included) (FUT3), mRNA 


NM 000511 


Homo sapiens fucosyltransferase 2 (secretor status included) (FUT2), mRNA 


NM O00 14R 


Homo sapiens fucosyltransferase 1 (galactoside 2-alpha-L-fucosyltransferase, 
Bombay phenotype included) (FUT1), mRNA 


MM 000147 

IN IVL UUU I *t / 


Homo saniens fucosidase. aloha-L- 1, tissue (FUCA1), mRNA 


mu 0090^7 


Homo ^aniens ferritin heaw oolvDeDtide 1 (FlHl), mRNA 


MM 000145 


Homo saniens follicle stimulating hormone receptor (FSHR), mRNA 


MM 000510 


Homo sapiens follicle stimulating hormone, beta polypeptide (FSHB), mRNA 


MM 0014fvt 


Homo sarriens frizzled-related nrotein (FRZB), mRNA 


MM 000144 


Homo saniens Friedreich ataxia (FRDA), mRNA 


NM 001467 


Homo saniens formvl nentide recer>tor-like 1 (FPRL1), mRNA 


MM 009079 


Homo sapiens formyl peptide receptor 1 (FPR1), mRNA 


NM 00*3838 


Homo sapiens fucose-1 -phosphate guanylyltransferase (FPGT), mRNA 


NM 002077 


Homo sapiens farnesyltransferase, CAAX box, alpha (FNTA), mRNA 


MM 009095 


Homo sapiens fragile X mental retardation 2 (FMR2), mRNA 


MM 009094 

INIVL UVZ<V^*t 


Homo sapiens fragile X mental retardation 1 (FMR1), mRNA 


NM 001461 


Homo sapiens flavin containing monooxygenase 5 (FMOS), mRNA 


MM 009077 


Wnmo Qflnien*? flavin containing monooxvcenase 4 (FMU4), mRNA 


MM 001460 

IN1VL UulHOv 


Homo <?aniens flavin containing monooxveenase 2 (FM02). mRNA 


MM 009071 


Homo sapiens flavin containing monooxygenase 1 (FMUl), mRNA 


MM 009090 


TTnmo Qaniens fms-related tvrosine kinase 4 (FLT4), mRNA 


MM 001450 

iNlVL 


TTomo saniens fms-related tvrosine kinase 3 lieand (FLT3LG), mRNA 


MM 009010 


Homo ^aniens fms-related tvrosine kinase 1 (vascular endothelial growth 
factor/vascular permeability factor receptor) (FLT1), mRNA 


NM 001455 


Homo sapiens forkhead box 03 A (FOX03A), mRNA 


NM 001453 


Homo sapiens forkhead box CI (FOXC1), mRNA 


MM 0014^1 


Unmn <:anipr»s forkhead box Fl fFOXFH mRNA 


NM 001450 


Homo sapiens four and a half LIM domains 2 (FHL2), mRNA 


JNM UU144y 


U/vn-tii ponipnc ■fXiir ctr\A q ViolfT X\A HrttTi?ii"nc 1 rp Ml . 1 L mRN^A 
xiomo sapienb iour aiiu a nan jujuyi uuiiiauia x \± ixi-<xy, Aiu.vx^.tr». 


NM 002012 


Homo sapiens fragile histidine triad gene (FHlT), mRNA 


NM 000143 


Homo sapiens fumarate hydratase (FH), mRNA 


NM_002002 


Homo sapiens Fc fragment of IgE, low affinity II, receptor for (CD23A) 
(FCER2), mRNA 


NM 002001 


Homo sapiens Fc fragment of IgE, high affinity I, receptor for; alpha polypeptide 
(FCER1 A), mRNA 


NM 002000 


Homo sapiens Fc fragment of IgA, receptor for (FCAR), mRNA 
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MM O03R17 


T-Trvmn QnrnpnQ TTiiptnsp-1 fi-hi^nhAsnhflta^e 2 fFRP?^ rriRNA 


MM 001998 


Wnmn <?ani>n<; ftbnlin 2 fFBLN2 1 mRNA 


NM 003923 


Homo sapiens forkhead box HI (F0XH1), mRNA 


mu oo^oso 


Untnn ca-ni'pnc rrknoiilntirkn fflptni" TT fthr ATrVhiri i TPPPntrn*-likp 1 fP9T?T 1^ mRMA 


MM O0^Q7S 


Hnmn sanipnQ domain nrntpin 2A (SH2D2A i mRNA 

XXUIliU DdLs-lC'XLo ljX XX/ vlVJ.lllu.ll-t JJ1 \J li/lll in ^Ullxdy^n. 11U.V1 ^ A 


MM 00 1440 

INIYX \J\J l*r*-rv 


"Hatha Q5»TiipriQ pyaqta^pq ftniiltiTilp^-liVp 3 fP^CTT mRNA 

XXUillU adLJl Clio CAuolUofcO ^HiUlUpit-y llAAs J ^ijii. X -L<— > J f lllAVLN.il. 


NM 001988 


Homo sapiens envoplakin (EVPL), mRNA 


NM 001985 


Homo sapiens electTon-transfer-flavoprotein, beta polypeptide (ETFB), mRNA 


xr\yf finn 17£ 


nomo sapiens eiectron-iTaixsier-iiavoproiein, aipna poiypepucie ^giuianc aciauna 
II) (ETFA), nuclear gene encoding mitochondrial protein, mRNA 


NM 001438 


Homo sapiens estrogen-related receptor gamma (ESRRG), mRNA 


vnvyf aaai oc 
NM UUUlZJ 


Homo sapiens estrogen receptor 1 (ESR1), mRNA 


NM_jJl)Ulzj 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 5 (xeroderma pigmentosum, complementation group G 
^ocKayne synaromejj \iix\a^l,j^, mjtviN/\ 




xiomo sapiens excision repair cross-compiemeniing roaeni repair aenciency, 
compienieniaiion group 1 ^lnciuaes overlapping annsense sequence^ iejyvAsI ^, 
mRNA 


mm oooso? 

iN ivi UvUj UZ 


xiuiiiu sapiens eosinupnu pcruAiuasc itixvin/\ 


MM 001081 


xxouio bapicnb cpiucriiiai growm lauior reLrcpiur painway buoouaLc ij ^xur oi j^, 
mRNA 


MM 0007QQ 


liUiiiu sapiens ciyinropoicun ^uruj, iiiivln/\ 


MM on 1080 


nomo sapiens epiiuorpmn ^Jiiriivx j, mxviN/v 


MM fift14^1 


xiomo sapiens eryinrocyie memurane proiein oano *+. i-ilk.c l ^ijx o^t i i^z itix\j.n/\. 


MM 001410 


nomo sapiens enuoineiiai x /\o uomam proiein i ^xjjt/vo i j y itixvln/v 


MM HA 1077 


xiomo sapiens glutamyl aminopepuuase ^ammopepriaase j\) {ririrrir), mKjN/\ 


NM_001974 


Homo sapiens egf-like module containing, mucin-like, hormone receptor-like 
sequence i ^xiivxivi j, mtviN/v 


MM 001475 
1N1Y1_UU L^ZD 


xiomo sapiens epnnenai memurane proiein j ^iiivxjr j mrviNA 


MM 001474 
iNlvl \J\J 1 H-ZH* 


xiomo sapiens epnneiiai memorane proiein z ^xiivLr z ) y mxviN/\ 


NM_001423 


Homo sapiens epithelial membrane protein 1 (EMP1), mRNA 


mm nn izi7i 


Homo sapiens E74-like factor 4 (ets domain transcription factor) (ELF4), mRNA 


NM_001419 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 1 (Hu 

Q-n+i rr*»r» P^ /T7T A\/T W mPMA 

anngen ^£I.l.avl,i ), mrviNA 


MM 001079 
iNivi iy /z 


xiomo sapiens eiasiase z, neuiropnn ^xulazj, mivrN/\ 


NM 001970 


Homo sapiens eukaryotic translation initiation factor 5A (EIF5 A), mRNA 


lNivx_UU141o 


Homo sapiens eukaryotic translation initiation factor 4 gamma, 2 (EIF4G2), 
mRNA 


JN1V1__UU.j / jz 


Homo sapiens eukaryotic translation initiation factor 4E binding protein 3 
(EEF4EBP3), mRNA 


JNM uuiyoo 


Homo sapiens eukaryotic translation initiation factor 4E (EIF4E), mRNA 


NM001416 


Homo sapiens eukaryotic translation initiation factor 4A, isoform 1 (EEF4A1), 

— T)\T A 

mRNA 


NM_003753 


Homo sapiens eukaryotic translation initiation factor 3, subunit 7 (zeta, 66/67kD) 
(BLF3S7), mRNA 


MM 001 5 


xiomo sapiens euKaryouc iransianon miuaiion iacior o 9 suounii 0 \hok\j) 
(EIF3S6), mRNA 


NMJ)03754 


Homo sapiens eukaryotic translation initiation factor 3, subunit 5 (epsilon, 47kD) 
(EIF3S5), mRNA 


NM 003757 


Homo sapiens eukaryotic translation initiation factor 3, subunit 2 (beta, 36kD) 
(EIF3S2),mRNA 


NM 003750 


Homo sapiens eukaryotic translation initiation factor 3, subunit 10 (theta, 
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150/170kD) (EIF3S10), mRNA 




TTntna cnnipnQ enkarvotie translation initiation factor 2. subunit 3 feanirna. 52k0i 




Homo <;aniens eukarvotic translation initiation factor 2, subunit 2 (beta, 38kD ) 
AEIF2S2) mRNA 




Homo sapiens enoyl-Coenzyme A, hydratase/3 -hydroxy acyl Coenzyme A 
dehydrogenase (EHHADH), nuclear gene encoding mitochondrial protein, 
mRNA 


NM 001965 


Homo sapiens early growth response 4 (EGR4), mRNA 


NM 001964 


Homo sapiens early growth response 1 (EGR1), mRNA 


NM 001406 

1 N IV J. \J\J X *Tv V 


Homo sapiens ephrin-B3 (EFNB3), mRNA 


NM 001962 


Homo sapiens ephrin-A5 (EFNA5), mRNA 


NM 001405 


Homo sapiens ephrin-A2 (EFNA2), mRNA 


NM 001961 


Homo sapiens eukaryotic translation elongation factor 2 (EEF2), mRNA 


NM 001958 


Homo sapiens eukaryotic translation elongation factor 1 alpha 2 (EEF1A2), 
mRNA 


NM_001956 


Homo sapiens endothelin 2 (EDN2), mRNA 


NM 001 


Homo <>anien<; endothelin 1 fEDNlV mRNA 


NM 00377*5 

1N1V1 UUJ / / J 


Homo ^aniens endothelial differentiation G-nrotein-counled receotor 6 (EDG6). 
mRNA 


NM 001 3QQ 


Homo <;aniens ectodermal dvsnlasia 1. anhidrotic fEDl). mRNA 


NM 001397 


Homo <?aniens endothelin convertinc enzvme 1 fECEl). mRNA 


NM 003240 


Homo sapiens endometrial bleeding associated factor (left-right deterniination, 
fartor A- transforming growth factor beta suDerfamilVi (EBAFY. mRNA 


NM 001948 


Homo <;anien<5 dUTP nvronhosDhatase (DUD. mRNA 


NM 00194*5 


Homo <?anien<? dinhtheria toxin recentor flieDarin-bindinc epidermal growth 
factor-like growth factor) (DTR), mRNA 


NM 001Q3Q 


U/\fnn cnnipns HvQtronhin related nrotein 2 rDRP2^ mRNA 


NMJ)01938 


Homo sapiens down-regulator of transcription 1, TBP-binding (negative cofactor 
?^ (TiR 1 ^ mRNA 


TsJM 001 3R7 


Urimn <:anier><5 rlihvHronvrimidinase-like 3 mRNA 


NM 001 3RS 


Hnmr* canienQ HiVivfironvrimidinase flDPYS^ mRNA 

XxvIIlv odJJlS/iio kXXILj kxx u yjy l iiixl\xxiio.j\* ^x_/x x u j ^ imviiii. 


"MM 001935 

xNAVx \J\J 1 sJ J 


Homo <;anien<? dinentidvloeDtidase IV TCD26. adenosine deaminase comolexing 
nrotein 2) (DPP4 mRNA 


NM 003863 


Homo sapiens dolichyl-phosphate mannosyltransferase polypeptide 2, regulatory 
subunit (DPM2), mRNA 


NM 001380 


Homo sapiens dedicator of cyto-kinesis 1 (DOCK1), mRNA 


NM 001379 


Homo sapiens DNA (cytosine-5-)-methyltransferase 1 (DNMT1), mRNA 


NM 001375 


Homo sapiens deoxyribonuclease H, lysosomal (DNASE2), itiRNA 


NM 001374 


Homo sapiens deoxyribonuclease I-like 2 (DNASE1L2), mRNA 


NM 001 Q34 


Homo ^aniens distal-le*?*? homeobox 4 fDLX4\ mRNA 

XX\JXXi\J oc*jyiv»xxo uioiui iv/Oj ii\jih\*\su\j*\. > y^j^x^**- '/> * 1AAVA i *. 


NM 001933 


Homo sapiens dihydrolipoamide S-succinyltransferase (E2 component of 2-oxo- 
glutarate complex) (DLST), mRNA 


XTA* noi , 2£9 
JNlvl UUIjOZ 


WrtTYin cjini'pnc HpinHincicf* ir*HntTivmnine tvoe TTT (TjT03 1 TTlRNA 
jnUlIlU oapivixo UCKJUllXaoC, lVJUUUljrlUlixllw } t,yy±* xxx ^iwj^, xxxxxx'vxx. 


NM 001360 


Homo sapiens 7-dehydrocholesterol reductase (DHCR7), mRNA 


NM 003670 


Homo sapiens basic helix-loop-helix domain containing, class B, 2 (BHLHB2), 
mRNA 


NM_001354 


Homo sapiens aldo-keto reductase family 1, member C2 (dihydrodiol 
dehydrogenase 2; bile acid binding protein; 3-alpha hydroxysteroid 
dehydrogenase, type HD (AKR1C2), mRNA 


NM_000790 


Homo sapiens dopa decarboxylase (aromatic L-amino acid decarboxylase) 
(DDC), mRNA 
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mRNA 


NM_002042 


Homo sapiens gamma-aminobutyric acid (GABA) receptor, rho 1 (GABRR1), 
mRNA 


NMJHMM02 


Homo sapiens glucose-6-phosphate dehydrogenase (G6PD), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 001469 


Homo sapiens thyroid autoantigen 70kD (Ku antigen) (G22P1), mRNA 


NM 002037 ' 


Homo sapiens FYN oncogene related to SRC, FGR, YES (FYN), mRNA 


NM 002036 


Homo sapiens Duffy blood group (FY), mRNA 


NM 002035 


Homo sapiens follicular lymphoma variant translocation 1 (FVT1), mRNA 


NM_000150 


Homo sapiens fucosyltransferase 6 (alpha (1,3) fucosyltransferase) (FUT6), 
mRNA 


NM_002034 


Homo sapiens fucosyltransferase 5 (alpha (1,3) fucosyltransferase) (FUT5), 
mRNA 


NMJ)02033 


Homo sapiens fucosyltransferase 4 (alpha (1,3) fucosyltransferase, myeloid- 
specific) (FUT4), mRNA 


NMJ)00149 


Homo sapiens fucosyltransferase 3 (galactoside 3(4)-L-fucosyltransferase, Lewis 
blood group included) (FUT3), mRNA 


NM 000511 


Homo sapiens fucosyltransferase 2 (secretor status included) (FUT2), mRNA 


NM_000148 


Homo sapiens fucosyltransferase 1 (galactoside 2-alpha-L-fucosyltransferase, 
Bombay phenotvpe included) (FUT1), mRNA 


NM 000147 


Homo sapiens fucosidase, alpha-L- 1, tissue (FUCA1), mRNA 


NM 002032 


Homo sapiens ferritin, heavy polypeptide 1 (FTH1), mRNA 


NM 000145 


Homo sapiens follicle stimulating hormone receptor (FSHR), mRNA 


NM 000510 


Homo sapiens follicle stimulating hormone, beta polypeptide (FSHB), mRNA 


NM 001463 


Homo sapiens frizzled-related protein (FRZB), mRNA 


NMJ)00144 


Homo sapiens Friedreich ataxia (FRDA), mRNA 


NM 001462 


Homo sapiens formyl peptide receptor-like 1 (FPRL1), mRNA 


NM 002029 


Homo sapiens formyl peptide receptor 1 (FPR1), mRNA 


NM 003838 


Homo sapiens fucose-1 -phosphate guanylyltransferase (FPGT), mRNA 


NM 002027 


Homo sapiens famesyltransferase, CAAX box, alpha (FNTA), mRNA 


NM 002025 


Homo sapiens fragile X mental retardation 2 (FMR2), mRNA 


NM 002024 


Homo sapiens fragile X mental retardation 1 (FMR1), mRNA 


NM 001461 


Homo sapiens flavin containing monooxygenase 5 (FM05), mRNA 


NM 002022 


Homo sapiens flavin containing monooxygenase 4 (FM04), mRNA 


NM 001460 


Homo sapiens flavin containing monooxygenase 2 (FM02), mRNA 


NM 002021 


Homo sapiens flavin containing monooxygenase 1 (FMOl), mRNA 


NM 002020 


Homo sapiens fins-related tyrosine kinase 4 (FLT4), mRNA 


NM 001459 


Homo sapiens frns-related tyrosine kinase 3 ligand (FLT3LG), mRNA 


NMJ)02019 


Homo sapiens frns-related tyrosine kinase 1 (vascular endothelial growth 
factor/vascular permeability factor receptor) (FLT1), mRNA 


NM 001455 


Homo sapiens forkhead box 03 A (FOX03 A), mRNA 


NM 001453 


Homo sapiens forkhead box CI (FOXC1), mRNA 


NM 001451 


Homo sapiens forkhead box Fl (FOXF1), mRNA 


NM 001450 


Homo sapiens four and a half LM domains 2 (FHL2), mRNA 


NM 001449 


Homo sapiens four and a half LIM domains 1 (FHL1), mRNA ! 


NM 002012 


Homo sapiens fragile histidine triad gene (FHTT), mRNA 


NM 000143 


Homo sapiens fumarate hydratase (FH), mRNA 


NM_002002 


Homo sapiens Fc fragment of IgE, low affinity II, receptor for (CD23A) 
(FCER2), mRNA 


NMJ)02001 


Homo sapiens Fc fragment of IgE, high affinity I, receptor for; alpha polypeptide 
(FCER1A), mRNA 


NM 002000 


Homo sapiens Fc fragment of IrA, receptor for (FCAR), mRNA 
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NM 003837 


Homo sapiens fi*uctose-l,6-bisphosphatase 2 (FBP2), rnRNA 


NM 001998 


Homo sapiens fibulin 2 (FBLN2), mRNA 


NM 003923 


Homo sapiens forkhead box HI (FOXH1), mRNA 


NM 003950 


Homo sapiens coagulation factor II (thrombin) receptor-like 3 (F2RL3), mRNA 


NM 003975 


Homo sapiens SH2 domain protein 2A (SH2D2A), mRNA 


NM 001440 


Homo sapiens exostoses (multiple)-like 3 (EXTL3), mRNA 


NM 001988 


Homo sapiens envoplakin (EVPL), mRNA 


NM 001985 


Homo sapiens electron-transfer-flavoprotein, beta polypeptide (ETFB), mRNA 




numu bapicnb ciccuuii-iiaJioici-AiavupruLCiii, aipna puiypcjpiiuc ^giuuuio auiuuxia 
H) (ETFA), nuclear gene encoding mitochondrial protein, mRNA 


NM 001438 


Homo sapiens estrogen-related receptor gamma (ESRRG), mRNA 


mm ooni?s 

IN1V1 17 WW 1 


jiumo Sapiens estrogen reuepior i jiioivi j f huvin/a. 


WA/f OOft 1?^ 

IN 1V1_1/\JU 1 ^0 


nomu sapiens excision repair cross~LOmpiemcnung rooeni repair ueiiciency, 
complementation group 5 (xeroderma pigmentosum, complementation group G 
fPncVavne <rvn drome fFPCPS^ mPNA 




Wrvmn QanipriQ PYPicirvn rpnaiV rrrnjc-PATYYnlpmpritino Tr\dt*r\t rptvifr Hpfipipnpv 
iivjiuu oapit/iio cawoivju it-pcui uj.uoo^/v/iiipiciiidiiiiig 1 uutni itpau. uciiviciivy , 

nnmnlPTYiPntfltinri ornim 1 Ti'HpIiiHpq ovprlaTvm'np anti^pn^p <5pniipnpp^ fPPf^CI^ 

l/UlllfJllslilVJliailUll glUUjJ 1 ^UIWIUVJ^O U VV1 ia£J£slllg OllUotilO^ OL-VJU-t<llVty ^JL/JLVVvVv 1 Jy 

mRNA 


NM 000502 


T-Tnmn QflTvtPTKJ pficfn rvnViil tv^tiwi Hjiqp fPP^f^ ttVRNA 

lJL\Jlll\J O&jJiC'lld CUolllWjJllll jvtl VJAlUaot yXjx -/V y , 1 1 LL vl 'J A 


NM 001981 


T-Tomn ^anipn^ pniHpnnal ornwtri fnptrvr rpppntfvr nflthwav QiiViQtmtp 1 S fFPS1 
ixv/iinj oajJiv-'iio vpiut/iiiiai giuwui lavtui i(/V/(/|jllu pamwav ouuauaiv u 

mRNA 


NM 000799 


HVvmn QnnipnQ prvtlrrnivkipfin fPPPA mP^TA 
xiAJiinj oapiuio t<i _y tin uL/vit'UU.i wy, nuvL^iTk. 


NM 001980 


1-IrvTTin QfiTiiPtiQ pnimornViin rPPTN/O TnT^MA 

ll\Jlll\J 0(X\JlUllO tfJllllUl y 1X111 \M-il llrlj) lllIVLNrV 


NM 0014^1 


TTr»TYin Qnnipnc prvtliY'rkPvfp mPTnWnnp nrntpin VvanH A 1-Hlrp 9 ^PPR4.1T 0\ mPNA 

XXLIlliV^ oapiwllo Vl jf LIU UV/ j lllClilUltUllC JpiVyl&lil \JtXLl\X *ti 4> «L>*T 1 UlXVl 1 


NM 001430 

J. IJLYA \J\J l TJU 


TTmno QHTiipTiQ pnHotTiplinl PAS Hnmpin "nrntpin 1 /TPPASI^ ttiTJWA 

xiSJxlWJ OaL/ldlo vlluUUlCllal 1 AJ UV/lllalll JJlULt/111 L ^i>l AOl J, lllXvlN^V 


NM 001977 


TTomn ^aTiipn«5 c^hitflmvl aminnnpntida'sP raminonpntida^p A^ TT^NPPP^ nYRNA 

x ±\Jll l\J OdLVlVllo glULCUll^l ailxkxxXJlJ VLyUlvtUoV \^Cll 11111 v^/VJJ LIUujL \1— '1 ^ j 1 1 IX VI ^ jV 


NM_001974 


Homo sapiens egf-like module containing, mucin-like, hormone receptor-like 
^eaupnee 1 rRMRI i mRNA 


NM 001 42*5 


TTnmn «:am"pTiQ pnitTiplin! mprnKraTip nrntpin /TPlV/fP^^ ttVRWA 

XAvlllU OdfJlvllo v/LllliiVllal lllVlllUl ullV jJlKJl^LLl J yl_/IVJLX J } 9 lllXvl^i/v 


NM 001424 


T-Tnmo q^diptic pnitliplial mpmKranp -nrrstpin 9 rPA^P^^ tnP^A 
xiwiiiu oapiciio vpiiiiciiai iiit-niuiaiiu l^ivjiciii z» ^j_»ivj_rz»y, iiuvii/A. 


NMJMH423 


Homo sapiens epithelial membrane protein 1 (EMP1), mRNA 


"MM 001491 

IN 1V1 Uvl *+Z 1 


nomu oapicns e»/*+-iikc lav/iur t x cis uumdin uanswipiion lacior^ \xZL,rH), ni±\i>s\ 


NM_001419 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 1 (Hu 

nnfiapn Pi rPT AVT 1^ mPTMA 


NM 001972 


TTrtmo Qnt^iPTic plactcicp 9 TiPiTtrnnnil ^PT A 1} mP^fA 
AJLU111VJ oaL/lClla CloolaoC llCUUUpilll ^J_jX_*xxx/ y, 1 1 IIVl N / \ 


NM 001970 


Homo sapiens eukaryotic translation initiation factor 5A (EIF5 A), mRNA 


NM 001418 


nuiilU oapiCllo CUlvaryUllv UallolallUIl llllllallUn laUlOr t gaillllla, A {I-/llr t 7\jZ,jy 

mRNA 


NM 00^719 


XJ.UUJU oapiciib euK.aiyuiii> iiajioiauoii lniiiaiiun lav ior hlj uinuing pruiem j 
(EIF4EBP3), mRNA 


lvJM OOlOfiR 

1N1V1 l/Vl^OO 


xiomo sapiens euKaryonc iransianon lnmanon iacior hxl ^jiirHiiy, uikjna 


NM_001416 


Homo sapiens eukaryotic translation initiation factor 4A, isoform 1 (EEF4A1), 


NMJ)03753 


Homo sapiens eukaryotic translation initiation factor 3, subunit 7 (zeta, 66/67kD) 


NM 001568 


XivUnu odpiCIlo CUKdXyuilO UallolaLlun lilUIa 11 Un laVlUI J, oUOlulll O ^HOlUL'y 

(EIF3S6), mRNA 


NM_003754 


Homo sapiens eukaryotic translation initiation factor 3, subunit 5 (epsilon, 47kD) 
(EBF3S5), mRNA 


NM_003757 


Homo sapiens eukaryotic translation initiation factor 3, subunit 2 (beta, 36kD) 
(EIF3S2), mRNA 


NM 003750 


Homo sapiens eukaryotic translation initiation factor 3, subunit 10 (theta, 
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150/170kD) (EIF3S10), mRNA 


NM_001415 


Homo sapiens eukaryotic translation initiation factor 2, subunit 3 (gamma, 52kD) 
(EIF2S3), mRNA 


NM 003908 


Homo sapiens eukaryotic translation initiation factor 2, subunit 2 (beta, 38kD ) 
(EIF2S2), mRNA 


NM_001966 


Homo sapiens enoyl-Coenzyme A, hydratase/3-hydroxyacyl Coenzyme A 
dehydrogenase (EHHADH), nuclear gene encoding mitochondrial protein, 
mRNA 


NM 001965 


Homo sapiens early growth response 4 (EGR4), mRNA 


NMJXH964 


Homo sapiens early growth response 1 (EGR1), mRNA 


NM 001406 


Homo sapiens ephrin-B3 (EFNB3), mRNA 


NM 001962 


Homo sapiens ephrin-A5 (EFNA5), mRNA 


NM 001405 


Homo sapiens ephrin-A2 (EFNA2), mRNA 


NM 001961 


Homo sapiens eukaryotic translation elongation factor 2 (EEF2), mRNA 


NMJ)01958 


Homo sapiens eukaryotic translation elongation factor 1 alpha 2 (EEF1A2), 
mRNA 


NM 001956 


Homo sapiens endothelin 2 (EDN2), mRNA 


NM 001955 


Homo sapiens endothelin 1 (EDN1), mRNA 


NMJ)03775 


Homo sapiens endothelial differentiation, G-protein-coupled receptor 6 (EDG6), 
mRNA 


NM 001399 


Homo sapiens ectodermal dysplasia 1, anhidrotic (EDI), mRNA 


NM 001397 


Homo sapiens endothelin converting enzyme 1 (ECE1), mRNA 


NM_003240 


Homo sapiens endometrial bleeding associated factor (left-right determination, 
factor A; transforming growth factor beta superfamily) (EB AF), mRNA 


NM 001948 


Homo sapiens dUTP pyrophosphatase (DUT), mRNA 


NMJ)01945 


Homo sapiens diphtheria toxin receptor (heparin-binding epidermal growth 
factor-like growth factor) (DTR), mRNA 


NM 001939 


Homo sapiens dystrophin related protein 2 (DRP2), mRNA 


NMJ)01938 


Homo sapiens down-regulator of transcription 1, TBP-binding (negative cofactor 
2) (DR1), mRNA 


NM 001387 


Homo sapiens dihydropyrimidinase-like 3 (DPYSL3), mRNA 


NM 001385 


Homo sapiens dihydropYrimidinase (DPYS), mRNA 


NMJMM935 


Homo sapiens dipepudylpeptidase IV (CD26, adenosine deaminase complexing 
protein 2) (DPP4), mRNA 


NMJW3863 


Homo sapiens dolichyl-phosphate mannosyltransferase polypeptide 2, regulatory 
subunit (DPM2), mRNA 


NM 001380 


Homo sapiens dedicator of cyto-kinesis 1 (DOCK1), mRNA 


NM 001379 


Homo sapiens DNA (cytosine-5-)-methyltransferase 1 (DNMT1), mRNA 


NM 001375 


Homo sapiens deoxyribonuclease II, lysosomal (DNASE2), mRNA 


NM 001374 


Homo sapiens deoxyribonuclease I-like 2 (DNASE1L2), mRNA 


NM 001934 


Homo sapiens distal-less homeobox 4 (DLX4), mRNA 


NM 001933 


Homo sapiens dihydrolipoamide S-succinyltransferase (E2 component of 2-oxo- 
glutarate complex) (DLST), mRNA 


NM 001362 


Homo sapiens deiodinase, iodothyronine, type III (DI03), mRNA 


NM 001360 


Homo sapiens 7-dehydrocholesterol reductase (DHCR7), mRNA 


NMJ)03670 


Homo sapiens basic helix-loop-helix domain containing, class B, 2 (BHLHB2), 
mRNA 


NM_001354 


Homo sapiens aldo-keto reductase family 1, member C2 (dihydrodiol 
dehydrogenase 2; bile acid binding protein; 3-alpha hydroxysteroid 
dehydrogenase, type HI) (AKR1C2), mRNA 


NM 000790 


Homo sapiens dopa decarboxylase (aromatic L-amino acid decarboxylase) 
(DDC), mRNA 
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NM 000789 


Homo sapiens dipeptidyl carboxypeptidase 1 (angiotensin I converting enzyme) 
(ACE), mRNA 


NM 001920 


Homo sapiens decorin (DCN), mRNA 


NM 000788 


Homo sapiens deoxycytidine kinase (DCK), mRNA 


NM 001919 


Homo sapiens dodecenoyl-Coenzyme A delta isomerase (3,2 trans-enoyl~ 
Coenzyme A isomerase) (DCI), mRNA 


NM 001918 

1 1171 W ■*■ ✓ * V 


Homo sapiens dihydrolipoamide branched chain transacylase (E2 component of 
branched chain keto acid dehydrogenase complex; maple syrup urine disease) 
(DBT), mRNA 


NM 001352 


Homo sapiens D site of albumin promoter (albumin D-box) binding protein 
(DBP), mRNA 


NM 001351 


Homo sapiens deleted in azoospermia-like (DAZL), mRNA 

— zzs. — —Z c _ — i 1± 


NM 001350 


Homo sapiens death-associated protein 6 (DAXX), mRNA 


NM 001344 


Homo sapiens defender against cell death 1 (DAD1), mRNA 


NM 003472 


Homo sapiens DEK oncogene (DNA binding) (DEK), mRNA 


NM_000776 


Homo sapiens cytochrome P450, subfamily IQA (niphedipine oxidase), 
polypeptide 3 (CYP3 A3), mRNA 


NM001916 


Homo sapiens cytochrome c-1 (CYC1), mRNA 


NM__001914 


Homo sapiens cytochrome b-5 (CYB5), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 003928 


Homo sapiens CAAX box 1 (CXX1), mRNA 


NM 003611 


Homo sapiens chromosome X open reading frame 5 (CXORF5), mRNA 


NM 003467 


Homo sapiens chemokine (C-X-C motif), receptor 4 (fusin) (CXCR4), mRNA 


NM 001338 


Homo sapiens coxsackie virus and adenovirus receptor (CXADR), mRNA 


NM 003478 


Homo sapiens cullin 5 (CUL5), mRNA 


NM 003591 


Homo sapiens cullin 2 (CUL2), mRNA 


NM 001336 


Homo sapiens cathepsin Z (CTSZ), mRNA 


NM 001335 


Homo sapiens cathepsin W (lymphopain) (CTSW), mRNA 


NM 001912 


Homo sapiens cathepsin L (CTSL), mRNA 


NM 001333 


Homo sapiens cathepsin L2 (CTSL2), mRNA 


NM 000396 


Homo sapiens cathepsin K (pycnodysostosis) (CTSK), mRNA 


NM 001911 


Homo sapiens cathepsin G (CTSG), mRNA 


NM 001910 


Homo sapiens cathepsin E (CTSE), mRNA 


NMJ)01909 


Homo sapiens cathepsin D (lysosomal aspartyl protease) (CTSD), mRNA 


NM 001814 


Homo sapiens cathepsin C (CTSC), mRNA 


NM_001908 


Homo sapiens cathepsin B (CTSB), mRNA 


NM 001907 


Homo sapiens chymotrypsin-like (CTRL), mRNA 


NM 001906 


Homo sapiens chymotrypsinogen Bl (CTRB1), mRNA 


NM 001905 


Homo saniens CTP svnthase fCTPS. mRNA 


NM 001904 


Homo saniens catenin (cadherin-associated orotein^ beta 1 (88kD) (CTrNNBl}. 
mRNA 


NM 003798 


Homo sapiens catenin (cadherin-associated protein), alpha-like 1 (CTNNAL1), 
mRNA 


NM_001903 


Homo sapiens catenin (cadherin-associated protein), alpha 1 (102kD) 
(CTNNA1), mRNA 


NM 001902 


Homo sapiens cystathionase (cystathionine gamma-lyase) (CTH), mRNA 


NM 001901 


Homo sapiens connective tissue growth factor (CTGF), mRNA 


NM 001330 


Homo sapiens cardiotrophin 1 (CTF1), mRNA 


NM 000100 


Homo sapiens cystatin B (stefin B) (CSTB), mRNA 


NM 003650 


Homo sapiens cystatin F (leukocystatin) (CST7), mRNA 


NM 001323 


Homo sapiens cystatin E/M (CST6), mRNA 


NM 001900 


Homo sapiens cystatin D (CST5), mRNA 
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NM 001899 


Homo sapiens cystatin S (CST4), mRNA 


NM 000099 


Homo sapiens cystatin C (amyloid angiopathy and cerebral hemorrhage) (CST3), 
mRNA 


NM 001322 


Homo sapiens cystatin SA (CST2), mRNA 


NM 001898 


Homo sapiens cystatin SN (CST1), mRNA 


NM 001321 


Homo sapiens cysteine and glycine-rich protein 2 (CSRP2), mRNA 


NM 001896 


Homo sapiens casein kinase 2, alpha prime polypeptide (CSNK2A2), mRNA 


NM 001895 


Homo sapiens casein kinase 2, alpha 1 polypeptide (CSNK2A1), mRNA 


NM 001894 


Homo sapiens casein kinase 1, epsilon (CSNK1E), mRNA 


NM 001893 


Homo sapiens casein kinase 1, delta (CSNK1D), mRNA 


NM 001892 


Homo sapiens casein kinase 1, alpha 1 (CSNK1 Al), mRNA 


NM 001891 


Homo sapiens casein, beta (CSN2), mRNA 


NM 001890 


Homo sapiens casein, alpha (CSN1), mRNA 


NM_000760 


Homo sapiens colony stimulating factor 3 receptor (granulocyte) (CSF3R), 
mRNA 


NM 000759 


Homo sapiens colony stimulating factor 3 (granulocyte) (CSF3), mRNA 


NM_000758 


Homo sapiens colony stimulating factor 2 (granulocyte-macrophage) (CSF2), 
mRNA 


NM 000757 


Homo sapiens colony stimulating factor 1 (macrophage) (CSF1), mRNA 


NMJ)03651 


Homo sapiens cold shock domain protein A (CSDA), mRNA 


NM 001315 


Homo sapiens mitogen-activated protein kinase 14 (MAPK14), mRNA 


NM 001884 


Homo sapiens cartilage linking protein 1 (CRTL1), mRNA 


NM_001313 


Homo sapiens collapsin response mediator protein 1 (CRMP1), mRNA 


NM 001312 


Homo sapiens cysteine-rich protein 2 (CRJP2), mRNA 


NM 001311 


Homo sapiens cysteine-rich protein 1 (intestinal) (CREPt), mRNA 


NM 000756 


Homo sapiens corticotropin releasing hormone (CRH), mRNA 


NM 001881 


Homo sapiens cAMP responsive element modulator (CREM), mRNA 


NM 003851 


Homo sapiens cellular repressor of ElA-stimulated genes (CREG), mRNA 


NMJ)01310 


Homo sapiens cAMP responsive element binding protein-like 2 (CREBL2), 
mRNA 


NM 001880 


Homo sapiens activating transcription factor 2 (ATF2), mRNA 


NM_003805 


Homo sapiens CASP2 and RJPK1 domain containing adaptor with death domain 
(CRADD), mRNA 


NM_001877 


Homo sapiens complement component (3d/Epstein Barr virus) receptor 2 (CR2), 
mRNA 


NMJ)00098 


Homo sapiens carnitine palmitoyltransferase II (CPT2), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_001876 


Homo sapiens carnitine palmitoyltransferase I, liver (CPT1 A), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_001875 


Homo sapiens carbamoyl-phosphate synthetase 1, mitochondrial (CPS1), nuclear 
gene encoding mitochondrial protein, mRNA 


NMJ)O0O97 


Homo sapiens coproporphyrinogen oxidase (coproporphyria, harderoporphyria) 
(CPO), mRNA 


NM 001871 


Homo sapiens carboxypeptidase Bl (tissue) (CPB1), mRNA 


NM 001870 


Homo sapiens carboxypeptidase A3 (mast cell) (CP A3), mRNA 


NM 001869 


Homo sapiens carboxypeptidase A2 (pancreatic) (CPA2), mRNA 


NM 001868 


Homo sapiens carboxypeptidase Al (pancreatic) (CPA1), mRNA 


NM 003571 


Homo sapiens beaded filament structural protein 2, phakinin (BFSP2), mRNA 


NM 001302 


Homo sapiens cortistatin (CORT), mRNA 


NM 003832 


Homo sapiens phosphoserine phosphatase-like (PSPHL), mRNA 


NM 001843 


Homo sapiens contactin 1 (CNTN1), mRNA 


NM 001842 


Homo sapiens ciliary neurotrophic factor receptor (CNTFR), mRNA 
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NM 001839 


Homo sapiens calponin 3, acidic (CNN3), mRNA 


NM 001299 


Homo sapiens calponin 1, basic, smooth muscle (CNN1), mRNA 


NM 001297 


Homo sapiens cyclic nucleotide gated channel beta 1 (CNGB1), mRNA 


NM 001298 


Homo sapiens cyclic nucleotide gated channel alpha 3 (CNGA3), mRNA 


NM 000087 


Homo sapiens cyclic nucleotide gated channel alpha 1 (CNGA1), mRNA 


NM 003570 


Homo sapiens cytidine monophosphate-N-acetylneuraminic acid hydroxylase 
(CMP-N-acetylneuraminate monooxygenase) (CMAH), mRNA 


NM 001836 


Homo sapiens chymase 1, mast cell (CMA1), mRNA 


NM0O1831 


Homo sapiens clusterin (complement lysis inhibitor, SP-40,40, sulfated 
glycoprotein 2, testosterone-repressed prostate message 2, apolipoprotein J) 
(CLU), mRNA 


NM_001294 


Homo sapiens cleft lip and palate associated transmembrane protein 1 
(CLPTM1), mRNA 


NMJW3476 


Homo sapiens cysteine and glycine-rich protein 3 (cardiac LIM protein) 
(CSRP3), mRNA 


NM 001293 


Homo sapiens chloride channel, nucleotide-sensitive, 1A (CLNS1A), mRNA 


NM_003277 


Homo sapiens claudin 5 (transmembrane protein deleted in velocardiofacial 
syndrome) (CLDN5), mRNA 


NM 001306 


Homo sapiens claudin 3 (CLDN3), mRNA 


NM 001829 


Homo sapiens chloride channel 3 (CLCN3), mRNA 


NMJXH284 


Homo sapiens adaptor-related protein complex 3, sigma 1 subunit (AP3S1), 
mRNA 


NM 001827 


Homo sapiens CDC28 protein kinase 2 (CKS2), mRNA 


NM 001826 


Homo sapiens CDC28 protein kinase 1 (CKS1), mRNA 


NM 001824 


Homo sapiens creatine kinase, muscle (CKM), mRNA 


NM 001823 


Homo sapiens creatine kinase, brain (CKB), mRNA 


NM 001281 


Homo sapiens cytoskeleton-associated protein 1 (CKAP1), mRNA 


NM_003613 


Homo sapiens cartilage intermediate layer protein, nucleotide 
pyrophosphohydrolase (CILP), mRNA 


NM 001278 


Homo sapiens conserved helix-loop-helix ubiquitous kinase (CHUK), mRNA 


NMJ)03654 


Homo sapiens carbohydrate (chondroitin 6/keratan) sulfotransferase 1 (CHST1), 
mRNA 


NM_000750 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 4 (CHRNB4), 
mRNA 


NMJ)00749 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 3 (CHRNB3), 
mRNA 


NM_000748 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 2 (neuronal) 
(CHRNB2), mRNA 


NMJW0746 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 7 (CHRNA7), 
mRNA 


NM_000745 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 5 (CHRNA5), 
mRNA 


NMJW0744 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 4 (CHRNA4), 
mRNA 


NM 000743 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 3 (CHRNA3), 
mRNA 


NMJ)00742 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 2 (neuronal) 
(CHRNA2), mRNA 


NM 000741 


Homo sapiens cholinergic receptor, muscarinic 4 (CHRM4), mRNA 


NM 000740 


Homo sapiens cholinergic receptor, muscarinic 3 (CHRM3), mRNA 


NM 000739 


Homo sapiens cholinergic receptor, muscarinic 2 (CHRM2), mRNA 


NM 000738 


Homo sapiens cholinergic receptor, muscarinic 1 (CHRM1), mRNA 
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NM 001822 


Homo sapiens chimerin (chimaerin) 1 (CHN1), mRNA 


NM 001821 


Homo sapiens choroideremia-like (Rab escort protein 2) (CHML), mRNA 


NM 001819 

ANXV.X V/V 1U1/ 


Homo sapiens chromogranin B (secretogranin 1) (CHGB), mRNA 


NM 001269 


Homo sapiens chromosome condensation 1 (CHC1), mRNA 


NM 001267 


Homo sapiens chondroadherin (CHAD), mRNA 


NM 001817 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 4 
(CEACAM4), mRNA 


NM_001816 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 8 
(CEACAM8), mRNA 


NM 001815 

1 iXYX W X U X w 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 3 
(CEACAM3), mRNA 


NM 003663 


Homo sapiens CGG triplet repeat binding protein 1 (CGGBP1), mRNA 


NM 001813 

1 1XYX V/V/ iOU 


Homo sapiens centromere protein E (312kD) (CENPE), mRNA 


NM 001808 


Homo sapiens carboxyl ester lipase-like (bile salt-stimulated lipase-like) (CELL), 
mRNA 


NM 001807 


Homo sapiens carboxyl ester lipase (bile salt-stimulated lipase) (CEL), mRNA 


NM_00i805 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), epsilon (CEBPE), 
mRNA 


NM 001265 


Homo sapiens caudal type homeo box transcription factor 2 (CDX2), mRNA 


NM 001804 


Homo sapiens caudal type homeo box transcription factor 1 (CDX1), mRNA 


NM 001803 


Homo sapiens CDW52 antigen (CAMPATH-1 antigen) (CDW52), mRNA 


NM 001264 

1 NAVX \J\J L \J~ 


Homo sapiens corneodesmosin (CDSN), mRNA 


NM_001263 


Homo sapiens CDP-diacylglycerol synthase (phosphatidate cytidylyltransferase) 
1 CCDS1) mRNA 


NM 001801 

XiJLYX V/VXvVX 


Homo sapiens cysteine dioxygenase, type I (CDOl), mRNA 


NM 001769 


Homo sapiens CD9 antigen (p24) (CD9), mRNA 


NM 001768 


Homo saniens CD8 antieen, alpha polypeptide (p32) (CD8A), mRNA 


NM 003874 


Homo sapiens CD84 antieen (leukocyte antigen) (CD84), mRNA 


NM 001781 


Homo sapiens CD69 antigen (p60, early T-cell activation antigen) (CD69), 
mRNA 


NM 001780 


Homo sapiens CD63 antigen (melanoma 1 antigen) (CD63), mRNA 


NM 001 77Q 


Wnmn <?ar>ipn<? CDS 8 antieen nvmohocvte function-associated antigen 3) 
(CD58),mRNA 


\TM 001775? 


Hnmo snnipn<! ("T)4R antisen fB-cell membrane Droteiii) (CD48), mRNA 


NMJXH777 


Homo sapiens CD47 antigen (Rh-related antigen, integrin-associated signal 

tranQHnrprl (f 1 D47 > l mRNA 


NM 000733 


Hnmn ^aniens CD3E antieen. ensilon DolvoeDtide (TiT3 complex) (CD3E), 
mRNA 


NM 000732 


Homo sapiens CD3D antigen, delta polypeptide (TiT3 complex) (CD3D), 
mRNA 


NM 001776 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 1 (ENTPD1), 
mRNA 


NM 001775 


Homo sapiens CD38 antigen (p45) (CD38), mRNA 


NM 001774 

J, ^ XT X W X 1 1 • 


Homo sapiens CD37 antigen (CD37), mRNA 


NM 001773 

X^IXYJ. WX 1 t J 


Hnmo saniens CD34 antieen CCD34). mRNA 


NM 003830 


Homo sapiens sialic acid binding Ig-like lectin 5 (SIGLEC5), mRNA 


NM 001245 


Homo sapiens sialic acid binding Ig-like lectin 6 (SIGLEC6), mRNA 


NM 001772 


Homo sapiens CD33 antigen (gp67) (CD33), mRNA 


NM 001767 


Homo sapiens CD2 antigen (p50), sheep red blood cell receptor (CD2), mRNA 


NM 001771 


Homo sapiens CD22 antigen (CD22), mRNA 


NM 001766 


Homo sapiens CD1D antigen, d polypeptide (CD1D), mRNA 


NM 001765 


Homo sapiens CD1C antigen, c polypeptide (CDIO, mRNA 
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NM 001764 


Homo sapiens CD1B antigen, b polypeptide (CD1B), mRNA 


NM 001838 


Homo sapiens chemokine (C-C motif) receptor 7 (CCR7), mRNA 


NM 001837 


Homo sapiens chemokine (C-C motif) receptor 3 (CCR3), mRNA 


NM_001758 


Homo sapiens cyclinDl (PRAD1 parathyroid adenomatosis 1) (CCND1), 
mRNA 


MM 000731 


Homo sapiens cholecystokinin B receptor (CCKBR), mRNA 


NM 000730 


Homo sapiens cholecystokinin A receptor (CCKAR), mRNA 


NM 001757 


Homo sapiens carbonyl reductase 1 (CBR1), mRNA 


NM_001754 


Homo sapiens runt-related transcription factor 1 (acute myeloid leukemia 1; 
amll oncogene) (RUNX1), mRNA 


NM_003688 


Homo sapiens calcium/calmodulin-dependent serine protein kinase (MAGUK 
family) (CASK), mRNA 


NM 001747 


Homo sapiens capping protein (actin filament), gelsolin-like (CAPG), mRNA 


NM_001744 


Homo sapiens calcium/calmodulin-dependent protein kinase IV (CAMK4), 
mRNA 


NM 001743 


Homo sapiens calmodulin 2 (phosphorylase kinase, delta) (CALM2), mRNA 


NM 001742 


Homo sapiens calcitonin receptor (CALCR), mRNA 


NM 001741 


Homo sapiens calcitonin/calcitonin-related polypeptide, alpha (CALCA), mRNA 


NM_000727 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 1 
(CACNG1), mRNA 


NM_000726 


Homo sapiens calcium channel, voltage-dependent, beta 4 subunit (CACNB4), 
mRNA 


NM_000725 


Homo sapiens calcium channel, voltage-dependent, beta 3 subunit (CACNB3), 
mRNA 


NM_000724 


Homo sapiens calcium channel, voltage-dependent, beta 2 subunit (CACNB2), 
mRNA 


NM_000723 


Homo sapiens calcium channel, voltage-dependent, beta 1 subunit (CACNB1), 
mRNA 


NM_000721 


Homo sapiens calcium channel, voltage-dependent, alpha IE subunit 
(CACNA1E), mRNA 


NM_000720 


Homo sapiens calcium channel, voltage-dependent, L type, alpha ID subunit 
(CACNA1D), mRNA 


NM 000719 


Homo sapiens calcium channel, voltage-dependent, L type, alpha 1C subunit 
(CACNA1C), mRNA 


NM_000718 


Homo sapiens calcium channel, voltage-dependent, L type, alpha IB subunit 
(CACNA1B), mRNA 


NM_001739 


Homo sapiens carbonic anhydrase VA, mitochondrial (CAS A), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 001738 


Homo sapiens carbonic anhydrase I (CA1), mRNA 


NM 001737 


Homo sapiens complement component 9 (C9), mRNA 


NM 001736 


Homo sapiens complement component 5 receptor 1 (C5a ligand) (C5R1), mRNA 


NM 001735 


Homo sapiens complement component 5 (C5), mRNA 


NM 003956 


Homo sapiens cholesterol 25-hydroxylase (CH25H), mRNA 


NM 001734 


Homo sapiens complement component 1, s subcomponent (CIS), mRNA 


NM 001733 


Homo sapiens complement component 1, r subcomponent (C1R), mRNA 


NM 001732 


Homo sapiens butyrophilin, subfamily 1, member Al (BTN1 Al), mRNA 


NM 001731 


Homo sapiens B-cell translocation gene 1, antiproliferative (BTG1), mRNA 


NM 001729 


Homo sapiens betacellulin (BTC), mRNA 


NM 001728 


Homo sapiens basigin (BSG), mRNA 


NM_003742 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 1 1 
(ABCB11), mRNA 


NM 001727 


Homo sapiens bombesin-like receptor 3 (BRS3), mRNA 
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NM 000059 


Homo sapiens breast cancer 2, early onset (BRCA2), mRNA 


NM 001725 


Homo sapiens bactericidal/permeability-increasing protein (BPI), mRNA 


NM 001724 


Homo sapiens 2,3-bisphosphoglycerate mutase (BPGM), mRNA 


NM 001723 


Homo sapiens bullous pemphigoid antigen 1 (230/240kD) (BPAG1), mRNA 


NM 001717 


Homo sapiens basonuclin (BNC), mRNA 


NMJ)01722 


Homo sapiens BN51 (BHK21) temperature sensitivity complementing (BN51T), 
mRNA 


NM 001721 


Homo sapiens BMX non-receptor tyrosine kinase (BMX), mRNA 


NM 001203 


Homo sapiens bone morphogenetic protein receptor, type IB (BMPR1B), mRNA 


NM_001720 


Homo sapiens bone morphogenetic protein 8 (osteogenic protein 2) (BMP8), 
mRNA 


NM_001719 


Homo sapiens bone morphogenetic protein 7 (osteogenic protein 1) (BMP7), 
mRNA 


NM 001202 


Homo sapiens bone morphogenetic protein 4 (BMP4), mRNA 


NM_000713 


Homo sapiens biliverdin reductase B (flavin reductase (NADPH)) (BLVRB), 
mRNA 


NM 000712 


Homo sapiens biliverdin reductase A (BLVRA), mRNA 


NM 001713 


Homo sapiens betaine-homocysteine methyltransferase (BHMT), mRNA 


NM_001712 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 1 
(biliary glycoprotein) (CEACAM1), mRNA 


NM 001711 


Homo sapiens biglycan (BGN), mRNA 


NMJ)00711 


Homo sapiens bone gamma-carboxyglutamate (gla) protein (osteocalcin) 
(BGLAP), mRNA 


NM 001709 


Homo sapiens brain-derived neurotrophic factor (BDNF), mRNA 


NM 000710 


Homo sapiens bradykinin receptor Bl (BDKRB1), mRNA 


NM 001707 


Homo sapiens B-cell CLL/lymphoma 7B (BCL7B), mRNA 


NM 001706 


Homo sapiens B-cell CLL/lymphoma 6 (zinc finger protein 51) (BCL6), mRNA 


NM 003921 


Homo sapiens B-cell CLL/lymphoma 10 (BCL10), mRNA 


NM 003657 


Homo sapiens breast carcinoma amplified sequence 1 (BCAS1), mRNA 


NM 001188 


Homo sapiens BCL2-antagonist/killer 1 (BAK1), mRNA 


NM 001704 


Homo sapiens brain-specific angiogenesis inhibitor 3 (BAD), mRNA 


NM 001703 


Homo sapiens brain-specific angiogenesis inhibitor 2 (BAH), mRNA 


NM 001702 


Homo sapiens brain-specific angiogenesis inhibitor 1 (BAH), mRNA 


NMJ)01186 


Homo sapiens BTB and CNC homology 1, basic leucine zipper transcription 
factor 1 (BACH1), mRNA 


NMJ)01701 


Homo sapiens bile acid Coenzyme A amino acid N-acyltransferase (glycine N- 
choloyltransferase) (BAAT), mRNA 


NM 001185 


Homo sapiens alpha-2-glycoprotein 1, zinc (AZGP1), mRNA 


NM 001184 


Homo sapiens ataxia telangiectasia and Rad3 related (ATR), mRNA 


NM 000053 


Homo sapiens ATPase, Cu++ transporting, beta polypeptide (Wilson disease) 
( ATP7B) mRNA 


NM_003945 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 9kD 
(ATP6H), mRNA 


NMJ)01696 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
3 lkD CATP6E), mRNA 


NMJ)01693 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), beta 
polypeptide, 56/58kD, isoform 2 (ATP6B2), mRNA 


NMJ)01692 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), beta 
polypeptide, 56/58kD, isoform 1 (ATP6B1), mRNA 


NMJ)01691 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 
alphajpolypeptide, 70WD, isoform 2 (ATP6A2), mRNA 


NM 001690 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 
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alpha polypeptide, 70kD, isoform 1 (ATP6A1), mRNA 


NM 001697 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, O 
subunit (oligomycin sensitivity conferring protein) (ATP50), mRNA 


NM_001686 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, beta 
polypeptide (ATP5B), nuclear gene encoding mitochondrial protein, mRNA 


NM 000704 


Homo sapiens ATPase, H+/K+ exchanging, alpha polypeptide (ATP4A), mRNA 


NM_001684 


Homo sapiens ATPase, Ca-H- transporting, plasma membrane 4 (ATP2B4), 
mRNA 


NM_001682 


Homo sapiens ATPase, Ca-H- transporting, plasma membrane 1 (ATP2B1), 
mRNA 


NM_001681 


Homo sapiens ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 
(ATP2A2), mRNA 


NM_001679 


Homo sapiens ATPase, Na+/K+ transporting, beta 3 polypeptide (ATP1B3), 
mRNA 


NM_001678 


Homo sapiens ATPase, Na+/K+ transporting, beta 2 polypeptide (ATP1B2), 
mRNA 


NM_001677 


Homo sapiens ATPase, Na+/K+ transporting, beta 1 polypeptide (ATP1B1), 
mRNA 


NM_000703 


Homo sapiens ATPase, Na+/K+ transporting, alpha 3 polypeptide (ATP 1 A3), 
mRNA 


NM_000702 


Homo sapiens ATPase, Na+/K+ transporting, alpha 2 (+) polypeptide (ATP1 A2), 
mRNA 


NM_000701 


Homo sapiens ATPase, Na+/K+ transporting, alpha 1 polypeptide (ATP1 Al), 
mRNA 


NM_000051 


Homo sapiens ataxia telangiectasia mutated (includes complementation groups 
A, C and D) (ATM), mRNA 


NM_001675 


Homo sapiens activating transcription factor 4 (tax-responsive enhancer element 
B67) (ATF4), mRNA 


NM 001673 


Homo sapiens asparagine synthetase (ASNS), mRNA 


NM 000048 


Homo sapiens argininosuccinate lyase (ASL), mRNA 


NM_001670 


Homo sapiens armadillo repeat gene deletes in velocardiofacial syndrome 
(ARVCF), mRNA 


NM 001179 


Homo sapiens ADP-ribosyltransferase 3 (ART3), mRNA 


NM 000047 


Homo sapiens arylsulfatase E (chondrodysplasia punctata 1) (ARSE), mRNA 


NM_001178 


Homo sapiens aryl hydrocarbon receptor nuclear translocator-like (ARNTL), 
mRNA 


NM 001668 


Homo sapiens aryl hydrocarbon receptor nuclear translocator (ARNT), mRNA 


NM 001667 


Homo sapiens ADP-ribosylation factor-like 2 (ARL2), mRNA 


NM_001176 


Homo sapiens Rho GDP dissociation inhibitor (GDI) gamma (ARHGDIG), 
mRNA 


NM 001665 


Homo sapiens ras homolog gene family, member G (rho G) (ARHG), mRNA 


NM 001661 


Homo sapiens ADP-ribosylation factor 4-like (ARF4L), mRNA 


NM 001659 


Homo sapiens ADP-ribosylation factor 3 (ARF3), mRNA 


NM_001657 


Homo sapiens amphiregulin (schwannoma-derived growth factor) (AREG), 
mRNA 


NM_001654 


Homo sapiens v-raf murine sarcoma 3611 viral oncogene homolog 1 (ARAJF1), 
mRNA 


NM 001169 


Homo sapiens aquaporin 8 (AQP8), mRNA 


NM 001651 


Homo sapiens aquaporin 5 (AQP5), mRNA 


NM 001648 


Homo sapiens kallikrein 3, (prostate specific antigen) (KLK3), mRNA 


NM 000484 


Homo sapiens amyloid beta (A4) precursor protein (protease nexin-II, Alzheimer 
disease) (APP), mRNA 
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NM 001647 


Homo sapiens apolipoprotein D (APOD), mRNA 


NM 001646 


Homo sapiens apolipoprotein C-IV (APOC4), mRNA 


NM 000384 


Homo sapiens apolipoprotein B (including Ag(x) antigen) (APOB), mRNA 


NM 001643 


Homo sapiens apolipoprotein A-II (APOA2), mRNA 


NM 001168 


Homo sapiens baculoviral IAP repeat-containing 5 (survivin) (BIRC5), mRNA 


NM 001167 


Homo sapiens baculoviral IAP repeat-containing 4 (BJRC4), mRNA 


NMJKH164 


Homo sapiens amyloid beta (A4) precursor protein-binding, family B, member 1 
(Fe65) (APBB1), mRNA 


NM001163 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 1 
(Xll)(APBAl),mRNA 


NM_001161 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 2 
(NUDT2), mRNA 


NM 001637 


Homo sapiens acyloxyacyl hydrolase (neutrophil) (AOAH), mRNA | 


NM 001630 


Homo sapiens annexin A8 (ANXA8), mRNA 


NM 003568 


Homo sapiens annexin A9 (ANXA9), mRNA 


NM 000700 


Homo sapiens annexin Al (ANXA1), mRNA 


NMJ)01152 


Homo sapiens solute carrier family 25 (mitochondrial carrier; adenine nucleotide 
translocator), member 5 (SLC25A5), nuclear gene encoding mitochondrial 
protein, mRNA 


NM_001151 


Homo sapiens solute carrier family 25 (mitochondrial carrier; adenine nucleotide 
translocator), member 4 (SLC25A4), nuclear gene encoding mitochondrial 
protein, mRNA 


NMJ)01150 


Homo sapiens alanyl (membrane) aminopeptidase (aminopeptidase N, 
aminopeptidase M, microsomal aminopeptidase, CD13, pi 50) (ANPEP), mRNA 


NM 001146 


Homo sapiens angiopoietin 1 (ANGPT1), mRNA 


NM 000699 


Homo sapiens amylase, alpha 2A; pancreatic (AMY2A), mRNA 


NMJ)00481 


Homo sapiens aminomethyltransferase (glycine cleavage system protein T) 
(AMT), mRNA 


NM_000480 


Homo sapiens adenosine monophosphate deaminase (isoform E) (AMPD3), 
mRNA 


NM 001144 


Homo sapiens autocrine motility factor receptor (AMFR), mRNA 


NM 001143 


Homo sapiens amelogenin (Y chromosome) (AMELY), mRNA 


NM 001633 


Homo sapiens alpha- 1-microglobdin/bikunin precursor (AMBP), mRNA 


NM 000698 


Homo sapiens arachidonate 5-lipoxygenase (ALOX5), mRNA 


NM 001140 


Homo sapiens arachidonate 15-hpoxyRenase (ALOX15), mRNA 


NM 001139 


Homo sapiens arachidonate 12-lipoxygenase, 12R type (ALOX12B), mRNA 


NM 000697 


Homo sapiens arachidonate 12-lipoxygenase (ALOX12), mRNA 


NM_001628 


Homo sapiens aldo-keto reductase family 1, member Bl (aldose reductase) 
(AKR1B1), mRNA 


NM 000696 


Homo sapiens aldehyde dehydrogenase 9 (gamma-aminobutyraldehyde 
dehydrogenase, E3 isozyme) (ALDH9), mRNA 


NM 000692 


Homo sapiens aldehyde dehydrogenase 5 (ALDH5), mRNA 


NM 003748 


Homo sapiens aldehyde dehydrogenase 4 (glutamate gamma-semialdehyde 
dehydrogenase; pyrroline-5-carboxylate dehydrogenase) (ALDH4), mRNA 


NM 000690 


Homo sapiens aldehyde dehydrogenase 2, mitochondrial (ALDH2), mRNA 


NM 000689 


Homo sapiens aldehyde dehydrogenase 1, soluble (ALDH1), mRNA 


NM 001627 


Homo sapiens activated leucocyte cell adhesion molecule (ALCAM), mRNA 


NMJ)00688 


Homo sapiens aminolevulinate, delta-, synthase 1 (ALAS1), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_003689 


Homo sapiens aldo-keto reductase family 7, member A2 (aflatoxin aldehyde 
reductase) (AKR7A2), mRNA 


NM 003886 


Homo sapiens A kinase (PRKA) anchor protein 4 (AKAP4), mRNA 
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NM 003488 


Homo sapiens A kinase (PRKA) anchor protein 1 (AKAP1\ mRNA 


NM 001622 


Homo sapiens alpha-2-HS-glycoprotein (AHSG), mRNA 


NM 003659 


Homo sapiens alkylglycerone phosphate synthase (AGPS), mRNA 


NM 001133 


Homo sapiens afamin (AFM), mRNA 


NM 001131 


Homo sapiens acidic epididymal glycoprotein-like 1 (AEGL1), mRNA 


NM_003938 


Homo sapiens adaptor-related protein complex 3, delta 1 subunit (AP3D1) 
mRNA 


NM001127 


Homo sapiens adaptor-related protein complex 1, beta 1 subunit (AP1B1), 
mRNA 


NM 000676 


Homo sapiens adenosine A2b receptor (ADORA2B), mRNA 


NM 000674 


Homo sapiens adenosine Al receptor (ADORA1), mRNA 


NM 001124 


Homo sapiens adrenomedullin (ADM), mRNA 


NM 001120 


Homo sapiens tetracycline transporter-like protein (TETRAN), mRNA 


NM_001118 


Homo sapiens adenylate cyclase activating polypeptide 1 (pituitary) receptor 
type I (ADCYAP1R1), mRNA 


NM 000666 


Homo sapiens aminoacylase 1 (ACY1), mRNA 


NM 001613 


Homo sapiens actin, alpha 2, smooth muscle, aorta (ACTA2), mRNA 


NM 001097 


Homo sapiens acrosin (ACR), mRNA 


NM 003501 


Homo sapiens acyl-Coenzyme A oxidase 3 oristanovl (ACOX3> mRNA 


NM 003500 


Homo sapiens acyl-Coenzyme A oxidase 2. branched chain (ACQX2) mRNA 


NMJM098 


Homo sapiens aconitase 2, mitochondrial (AC02), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 001096 


Homo sapiens ATP citrate lyase (ACLY), mRNA 


NMJ)01609 


Homo sapiens acyl-Coenzyme A dehydrogenase, short/branched chain 
(ACADSB), nuclear gene encoding mitochondrial protein, mRNA 


NM 001608 


Homo sapiens acyl-Coenzvme A dehvdroeenase lone chain (AC ATA } mPlsi A 


NM 001093 


Homo sapiens acetyl-Coenzyme A carboxylase beta f ACACB^ mRNA 


NMJ)01089 


Homo sapiens ATP-bindine cassette sub-familv A (ABCH member 1 
(ABCA3), mRNA 


NM 000663 


Homo sapiens 4-aminobutyrate aminotransferase (ABAT), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 001605 


Homo sapiens alanyl-tRNA synthetase (AARS), mRNA 


NM 021123 


Homo sapiens G antigen 7 (GAGE7), mRNA 


NM 006994 


Homo sapiens butyrophilin, subfamily 3, member A3 (BTN3A3), mRNA 


NM 001812 


Homo sapiens centromere protein C 1 (CENPC1), mRNA 


NM 015983 


Homo sapiens ubiquitin-conjugating enzyme HBUCE1 (LOC51619), mRNA 


NMJ)09590 


Homo sapiens amine oxidase, Conner containing 2 fretina-snpHficl f AnP9^ 
transcript variant 2, mRNA 


NM 001159 


Homo sapiens aldehyde oxidase 1 (AOX1), mRNA 


NMJ)07326 


Homo sapiens diaphorase (NADH) (cytochrome b-5 reductase) (DIA1), nuclear 
gene encoding mitochondrial protein transcrint variant S mRNA 


NMJ)05158 


Homo Sapiens V-abl Abel SOn murine leukemia viral nnrnirpnp hrvmrOno 9 faro 

^ i'* " T *a*v*j. iJiu< 11ICI V 11 ul LrllW^wIlC llVJlllVslvsg ^ ^CUg, 

Abelson-related gene) (ABL2), transcript variant a, mRNA 


NM 004441 


Homo sapiens EphBl (EPHB1) mRNA 


NM_004089 


Homo sapiens delta sleep inducing peptide, immunoreactor (DSIPI), mRNA 


NM 004077 


Homo sapiens citrate synthase (CS), nuclear gene encoding mitochondrial ! 
protein, mRNA 


NM_003890 


Homo sapiens IgG Fc binding protein (FC(GAMMA)BP) mRNA 


NMJ)03582 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 3 
(DYRK3) mRNA 


NMJ)01396 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 1 
(DYRK1) mRNA 
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CLAIMS 

What we claim is: 

1. A double-stranded short interfering nucleic acid (siNA) molecule that down- 
regulates expression of an endogenous mammalian target gene, wherein said siNA 
molecule comprises one or more chemical modifications and each strand of said 
double-stranded siNA comprises about 21 nucleotides. 

2. The siNA molecule of claim 1, wherein said siNA molecule comprises no 
ribonucleotides. 

3. The siNA molecule of claim 1, wherein said siNA molecule comprises 
ribonucleotides. 

4. The siNA molecule of claim 1, wherein one of the strands of said double-stranded 
siNA molecule comprises a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion 
thereof, and wherein the second strand of said double-stranded siNA molecule 
comprises a nucleotide sequence substantially similar to the nucleotide sequence 
of the endogenous mammalian target gene or a portion thereof. 

5. The siNA molecule of claim 4, wherein each strand of the siNA molecule 
comprises about 19 to about 23 nucleotides, and wherein each strand comprises at 
least about 19 nucleotides that are complementary to the nucleotides of the other 
strand. 

6. The siNA molecule of claim 1, wherein said siNA molecule comprises an 
antisense region comprising a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion 
thereof, and wherein said siNA further comprises a sense region, wherein said 
sense region comprises a nucleotide sequence substantially similar to the 
nucleotide sequence of said endogenous mammalian target gene or a portion 
thereof. 

7. The siNA molecule of claim 6, wherein said antisense region and said sense, 
region each comprise about 19 to about 23 nucleotides, and wherein said antisense 
region comprises at least about 19 nucleotides that are complementary to 
nucleotides of the sense region. 
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8. The siNA molecule of claim 1, wherein said siNA molecule comprises a sense 
region and an antisense region and wherein said antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA 
encoded by the endogenous mammalian target gene or a portion thereof and said 
sense region comprises a nucleotide sequence that is complementary to said 
antisense region. 

9. The siNA molecule of claim 6, wherein said siNA molecule is assembled from 
two separate oligonucleotide fragments, wherein one fragment comprises the 
sense region and the second fragment comprises the antisense region of said siNA 
molecule. 

10. The siNA molecule of claim claim 6, wherein said sense region is connected to 
the antisense region via a linker molecule. 

11. The siNA molecule of claim 10, wherein said linker molecule is a polynucleotide 
linker. 

12. The siNA molecule of claim 10, wherein said linker molecule is a non-nucleotide 
linker. 

13. The siNA molecule of claim 6, wherein pyrimidine nucleotides in the sense 
region are 2 -O-methyl pyrimidine nucleotides. 

14. The siNA molecule of claim 6, wherein purine nucleotides in the sense region are 
2-deoxy purine nucleotides. 

15. The siNA molecule of claim 6, wherein the pyrimidine nucleotides present in the 
sense region are 2 , -deoxy-2'-fluoro pyrimidine nucleotides. 

16. The siNA molecule of claim 9, wherein the fragment comprising said sense region 
includes a terminal cap moiety at the 5-end, the 3-end, or both of the 5' and 3' 
ends of the fragment comprising said sense region. 

17. The siNA molecule of claim 16, wherein said terminal cap moiety is an inverted 
deoxy abasic moiety. 

18. The siNA molecule of claim 6, wherein the pyrimidine nucleotides of said 
antisense region are 2'-deoxy-2 f -fluoro pyrimidine nucleotides. 



554 



WO 03/074654 



PO7US03/05028 



19. The siNA molecule of claim 6, wherein the the purine nucleotides of said 
antisense region are 2-O-methyl purine nucleotides. 

20. The siNA molecule of claim 6, wherein the purine nucleotides present in said 
antisense region comprise 2-deoxy- purine nucleotides. 

21. The siNA molecule of claim 18, wherein said antisense region comprises a 
phosphorothioate internucleotide linkage at the 3* end of said antisense region. 

22. The siNA molecule of claim 6, wherein said antisense region comprises a glyceryl 
modification at the 3' end of said antisense region. 

23. The siNA molecule of claim 9, wherein each of the two fragments of said siNA 
molecule comprise 21 nucleotides. 

24. The siNA molecule of claim 23, wherein about 19 nucleotides of each fragment of 
the siNA molecule are base-paired to the complementary nucleotides of the other 
fragment of the siNA molecule and wherein at least two 3' terminal nucleotides of 
each fragment of the siNA molecule are not base-paired to the nucleotides of the 
other fragment of the siNA molecule. 

25. The siNA molecule of claim 24, wherein each of the two 3' terminal nucleotides 
of each fragment of the siNA molecule are 2 , -deoxy-pyrimidines. 

26. The siNA molecule of claim 25, wherein said 2'-deoxy-pyrimidine is 2'-deoxy- 
thymidine. 

27. The siNA molecule of claim 23, wherein all 21 nucleotides of each fragment of 
the siNA molecule are base-paired to the complementary nucleotides of the other 
fragment of the siNA molecule. 

28. The siNA molecule of claim 23, wherein about 19 nucleotides of the antisense 
region are base-paired to the nucleotide sequence of the RNA encoded by the 
endogenous mammalian target gene or a portion thereof. 

29. The siNA molecule of claim 23, wherein 21 nucleotides of the antisense region 
are base-paired to the nucleotide sequence of the RNA encoded by the 
endogenous mammalian target gene or a portion thereof. 

30. The siNA molecule of claim 9, wherein the 5' -end of the fragment comprising 
said antisense region optionally includes a phosphate group. 
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3 1 . The siNA molecule of claim 1 , wherein said mammalian gene is a human gene. 

32. A double-stranded short interfering nucleic acid (siNA) molecule that inhibits the 
expression of an endogenous mammalian target RNA sequence, wherein each 
strand of said double-stranded siNA molecule comprises about 21 nucleotides and 

5 wherein said siNA molecule comprises no ribonucleotides. 

33. The siNA molecule of claim 32, wherein said target RNA sequence is encoded by 
a human gene. 

34. A double-stranded short interfering nucleic acid (siNA) molecule that inhibits the 
expression of an endogenous mammalian target gene, wherein each strand of said 

10 double-stranded siNA molecule comprises about 21 nucleotides and wherein said 

siNA molecule does not require the presence of a ribonucleotide within the siNA 
molecule for the inhibition of expression of an endogenous mammalian target 
gene. 

35. The siNA molecule of claim 34, wherein said mammalian target gene is a human 
15 gene. 

36. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is vascular 
endothelial growth factor (VEGF). 

37. The siNA molecule of claim 31 or claim 35, wherein said human gene is a 
receptor for VEGF. 

20 38. The siNA of claim 37, wherein said receptor is VEGFR1 . 

39. The siNA of claim 37, wherein said receptor is VEGFR2. 

40. The siNA of claim 37, wherein said receptor is VEGFR3 

41 . The siNA molecule of claim 31 or claim 35, wherein said human gene is BCL2. 

42. The siNA molecule of claim 31 or claim 35, wherein said human gene is 
25 HER2/neu. 

43. The siNA molecule of claim 31 or claim 35, wherein said human gene is c-Myc. 

44. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is PCNA. 

45. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is REL-A. 



556 



WO 03/074654 



PCT/US03/05028 



46. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is PTP1B. 

47. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is B ACE. 

48. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is CHK1 . 

49. The siNA molecule of claim 31 or claim 35, wherein said human gene is PKC- 
alpha. 

50. The siNA molecule of claim 31 or claim 35, wherein said human gene is EGFR 
(HER1). 

51. A pharmaceutical composition comprising the siNA molecule of claim 1 in an 
acceptable carrier or diluent. 

52. Medicament comprising the siNA molecule of claim 1 . 

53. Active ingredient comprising the siNA molecule of claim 1 . 

54. Use of a double-stranded short interfering nucleic acid (siNA) molecule to down- 
regulate expression of an endogenous mammalian target gene, wherein said siNA 
molecule comprises one or more chemical modifications and each strand of said 
double-stranded siNA comprises about 21 nucleotides. 
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Figure 1 
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Figure 18 



SENSE STRAND (SEQ ID NO 903) 
ALL PYRIMIDINES = 2'-0-ME OR 2'-FLUORO EXCEPT POSITIONS (N N) 

5 - N S N S N S N S NNPNNNNNNNN N S N S N S (N S N) 7 3 f 

3'- L-(N S N) NNNNNNNNNNNNNNN S N S N S N S N ' -5* 

ANTISENSE STRAND (SEQ ID NO 904) 
ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) 

SENSE StRAND (SEQ ID NO 905) 
ALL PYRIMIDINES = 2'-0-ME OR 2'-FLUORO EXCEPT POSITIONS (N N) 

5'- , , NN,NNNNNNNNNNNNNNNNN(NN) -3' 
3'- L-(N N) NNNN NN NNNNNNN NNNNN N . -5' 

ANTISENSE STRAND (SEQ ID NO- 9 06) 
ALL PYRIMIDINES = 2*-FLUORO EXCEPT POSITIONS (N;N) 



• SENSE STRAND (SEQ ID NO 907) 
ALL PYRIMIDINES- » 2'-0-ME OR 2'-FLUORO EXCEPT POSITIONS (N N) 

B-N NNNNN N NN NNNNNNNNNN(N N)-B -3' 
3'- . L-(N S N) NNNNN NNNNNNN NNNNNNN -5* 

ANTISENSE STRAND. (SEQ ID NO 908) 
ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) 



SENSE STRAND (SEQ ID NO 909) 
ALL PYRIMIDINES - 2'-FLUORO EXCEPT POSITIONS (N N) AND ALL PURINES - 2'-DEOXY 

5'- ' B-N N NN NNNNNNNNNNNNNNN(N N)-B -3' 
3'- L-(N S N) NNNNN NNNNN NNNNN NNNN -5 ? 

ANTISENSE STRAND (SEQ ID NO 91 0) 
ALL'PYRIMIDINES = 2'-FLUO&0 AND ALL PURINES « 2'-0-ME EXCEPT POSITIONS (N N) 

*' ' . , ' SENSE STRAND (SEQ ID NO 91 1) 

ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) 

5'- * B-N N N NN NNNNNNNNNNNNNN (NN)-B 
3'- L-(NN)NNNNNNNNNNNNNNN NNNN 



■3' 
-5' 



ANTISENSE STRAND (SEQ ID NO 912) 
ALL PYRIMIDINES - 2'-FLUORO AND ALL PURINES = 2'-0-ME EXCEPT POSITIONS (N N) 
v. J 



\ SENSE STRAND (SEQ ID NO 909) 
ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) AND ALL PURINES = 2'-DEOXY 

, B-N NNNNN NNNN NNNN NNNNN (NN>B -3' 
L-(N S N) NNNNN NNNNN NNNN NNNNN -5' 



5'- 
3'- 



ANTISENSE STRAND (SEQ ID NO 913) 
I^ALL PYRIMIDINES = T-FLUORO EXCEPT POSITIONS (N N) AND ALL P URINES = 2'-DEOXYj 



POSITIONS (NN) CAN COMPRISE ANY NUCLEOTIDE, SUCH AS DEOXYNUCLEOTTDES 
(eg. THYMIDINE) OR UNIVERSAL BASES 

B=ABASIC, INVERTED ABASIC, INVERTED NUCLEOTIDE OR OTHER TERMINAL CAP 

- THAT IS OPTIONALLY PRESENT 
L = GLYCERYL MOIETY THAT IS OPTIONALLY PRESENT 
S = PHOSPHOROTHIOATE OR PHOSPHOROD1THIOATE 
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Figure 19 
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SENSE.STRAND (SEQ ID NO 914) 

u s u s u s G s u cuuccAuuccA u s u s G s 7 s r 
L-7 s r A A A cAGAAGGuAAG G s u s A s A s C 

• ANTISENSE STRAND (SEQ ID NO 915) 

• SENSE STRAND (SEQ ID NO 916). 

uuuGucuucc Au u c c A u u G 7T 
L-7T A A A c A G A AG GuAAGG u A A c 

ANTISENSE STRAND (SEQ ID NO 917) 
. SENSE STRAND (SEQ ID NO 91 8) 

iB-u liuG'ucuuccAuuccAuuG TTAB 
L-r s rAAAc AGAAGGuAAGGuAAc 

ANTISENSE STRAND (SgQ ID NO 919) 



SENSE STRAND (SEQ ID NO 920) ' 

iB,-uuu Gucuuc cA uuccAuuGTT-iB 
L-r s r.aa ac agaa'ggu aagg uaac 

• ■ , ANTISENSE STRAND (SEQ ID NO 921).- 
SENSE STRAND (SEQ ID NO 922) 

iB-u u u G u c u u c c A u u c c A u u G T 7MB 
L-7Taa a cagaagguaagguaac 

ANTISENSE STRAND (SEQ ID NO 923) 
SENSE STRAND (SEQ ID NO 920) 

iB-u uuGucuuccAuuccAuuG TT-iB 
L-T s TAAAcA GAAGGuA AGGuAAc 

t 'ANTISENSE STRAND (SEQ ID NO 924) 



lower case = 2'-0-Methyl or 2'-deoxy-2'-fiuoro; 
italic lower case ~ S'-deoxy^'-JIuoro 
ITALIC UPPER CASE « DEOXT 



-5 f 



-3 f 
-5' 



-3V 
-5* 



-3' 
-5' 



-3' 
-5' 



r 



-3' 
-5' 



B = INVERTED DEOXYABASIC 
L - GLYCERYL MOIETY OPTIONALLY PRESENT 
S - PHOSPHOROTHIOATE OR 
PHOSPHORODITHIOATE 
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